Fst by snp position, n—glycan windows of 400000 bp
Genes belonging to the precursor_biosynthesis sub—pathway
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Fst by snp position, n—glycan windows of 400000 bp

Genes belonging to the ost_complex sub—pathway
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Fst by snp position, n—glycan windows of 400000 bp

Genes belonging to the cnx_crt sub—pathway
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Fst by snp position, n—glycan windows of 400000 bp
Genes belonging to the branchingl sub—pathway
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Fst by snp position, n—glycan windows of 400000 bp
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