
Description of Additional Supplementary Files 

Supplementary Data 1: Highly prevalent (>70%) associations per region and depth layer. For 

each association between two taxa (first and second columns), we list the frequency (third 

column) and percentage (fourth column) concerning region (fifth column) and depth layer 

(sixth column). 

 

Supplementary Data 2: Highly prevalent (>70%) regional associations. For each association 

between two ASVs (first and second columns), we list: region (third column), depth layer 

(fourth column), the prevalence in that region and depth layer (fifth column), type: 

eukaryotic (Euk_Euk), prokaryotic (Prok_Prok), and the association between domains 

(Euk_Prok) (sixth column), and the phyla (seventh and eight columns). 

 

Supplementary Data 3: Associations appearing in all layers in at least one region. For each 

association between two ASVs (first and second columns), we list: the classification in each 

layer (3-6 columns), overall prevalence (8. column), prevalence in each region, and depth 

layer (9- 34. columns), the number of regions in which the association appeared in all layers 

(AllLayers, 35. column), the number of layers an association appears in a region (36-41. 

columns), type: eukaryotic (Euk_Euk), prokaryotic (Prok_Prok), and the association between 

domains (Euk_Prok) (42. column), and the phyla (43-44. column). 

 

 


