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Supplementary Table S1: Features of Enterococcus faecium bacteriophage vB_EfaH_163. The orfs, gene number and gene position in the vB_EfaH_163
genome are shown, as are the predicted functions, molecular weights and isoelectric points of the encoded products. The predicted functions were assessed
using RAST and PATRIC software. The top BLAST hit and E-values are also indicated.

Start Stop Length MW

ORF Gene (bp) (bp) (aa) (kDa) P Predicted function BLAST_HIT E-VALUE
1 vB_EfaH_163-001 55 324 89 10.27 | 9.84 hypothetical protein putative membrane protein [Enterococcus phage iF6] 1.00E-55
2 vB_EfaH_163-002 344 622 92 10.38 | 9.8 @ hypothetical phage protein | hypothetical protein HOR47_gp104 [Enterococcus phage EFPO1] 9.00E-61
3 vB_EfaH_163-003 627 1055 142 16.01 | 4.39 | hypothetical phage protein hypothetical protein AVV19 _p32 [Enterococcus phage EFDG1] 3.00E-96
4 | VB_EfaH 163-004 1055 2890 | 611 | 6945 697 'nageterminase, large terminase large subunit [Enterococcus phage vB_OCPT_Ben] 0.00E+00

subunit
5 vB_EfaH_163-005 | 3134 3979 281 31.12 | 5.11 | hypothetical phage protein hypothetical protein PEf771_55 [Enterococcus phage PEf771] 0.00E+00


https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_YP_009788416
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_QDB71559
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4.13
4.28

7.95
8.75
8.93
3.84
4.12
5.34
4.87

7.87

7.73
4.46
4.14
5.42
9.74
3.94
4.48
5.26
5.67

5.51
5.06
4.47
5.12
5.56
4.71
5.4
9.42
5.07

hypothetical protein
hypothetical protein

hypothetical protein

hypothetical protein
hypothetical protein
hypothetical protein
hypothetical protein
hypothetical protein
hypothetical protein
hypothetical protein

hypothetical protein

hypothetical protein
hypothetical protein
hypothetical protein
hypothetical protein
hypothetical protein
hypothetical protein
hypothetical protein

RNA ligase RtcB protein

hypothetical protein
hypothetical protein

hypothetical protein
hypothetical protein
hypothetical protein
hypothetical protein
hypothetical protein
hypothetical protein
hypothetical protein
hypothetical protein
hypothetical protein

hypothetical protein iF6_1 [Enterococcus phage iF6]
hypothetical protein PHIEF17H_1350 [Enterococcus phage
phiEF17H]
hypothetical protein iF6_3 [Enterococcus phage iF6]
hypothetical protein iF6_4 [Enterococcus phage iF6]
hypothetical protein [Enterococcus phage EFGrkN]
hypothetical protein iF6_6 [Enterococcus phage iF6]
hypothetical protein iF6_7 [Enterococcus phage iF6]
hypothetical protein HOR47_gp172 [Enterococcus phage EFPO1]
hypothetical protein HOR47_gp171 [Enterococcus phage EFPO1]
putative transmembrane protein [Enterococcus phage
vB_EfaM_A2]
hypothetical protein HOR47_gp169 [Enterococcus phage EFPO1]
hypothetical protein [Enterococcus phage vB_OCPT_Ben]
hypothetical protein iF6_12 [Enterococcus phage iF6]
hypothetical protein iF6_13 [Enterococcus phage iF6]
hypothetical protein iF6_14 [Enterococcus phage iF6]
hypothetical protein iF6_15 [Enterococcus phage iF6]
hypothetical protein EfsSzw1_25 [Enterococcus phage EfsSzw-1]
protein RtcB [Enterococcus phage EfV12-phil]
hypothetical protein AVV19 gp210 [Enterococcus phage EFDG1]
hypothetical protein HOU42_gp033 [Enterococcus phage EfV12-
phil]
hypothetical protein PEf771_126 [Enterococcus phage PEf771]
hypothetical protein HOR47_gp161 [Enterococcus phage EFPO1]
hypothetical protein [Enterococcus phage EFGrkN]
hypothetical protein AVV19 p12 [Enterococcus phage EFDG1]
hypothetical protein HOR47_gp156 [Enterococcus phage EFPO1]
hypothetical protein [Enterococcus phage vB_OCPT_Ben]
hypothetical protein AVV19_gp196 [Enterococcus phage EFDG1]
hypothetical protein HOR47_gp153 [Enterococcus phage EFPO1]
hypothetical protein HOR47_gp152 [Enterococcus phage EFPO1]

5.00E-27
1.00E-47

2.00E-46
2.00E-66
4.00E-24
2.00E-22
6.00E-39
2.00E-58
2.00E-93

1.00E-42

4.00E-44
4.00E-45
9.00E-45
1.00E-58
1.00E-38
2.00E-29
1.00E-95
0.00E+00
5.00E-34

0.00E+00

1.00E-30

4.00E-06

0.00E+00
4.00E-68
7.00E-105
5.00E-45

2.00E-61
1.00E-100
4.00E-88



144

145
146

147
148
149

150
151

152

153
154
155
156
157
158
159

160

161
162

163
164

165

166
167

vB_EfaH_163-144

vB_EfaH_163-145
vB_EfaH_163-146

vB_EfaH_163-147
vB_EfaH_163-148
vB_EfaH_163-149

vB_EfaH_163-150
vB_EfaH_163-151

vB_EfaH_163-152

vB_EfaH_163-153
vB_EfaH_163-154
vB_EfaH_163-155
vB_EfaH_163-156
vB_EfaH_163-157
vB_EfaH_163-158
vB_EfaH_163-159

vB_EfaH_163-160

vB_EfaH_163-161
vB_EfaH_163-162

vB_EfaH_163-163
vB_EfaH_163-164

vB_EfaH_163-165

vB_EfaH_163-166
vB_EfaH_163-167

116952

118662
118998

119812
120069
120674

121246
121777

122158

122484
122889
123533
123627
123904
124464
125386

126098

126384
127859

128504
129255

129796

130199
130646

116689

117028
118678

119072
119812
120066

120671
121247

121808

122155
122554
122970
123535
123701
123904
124517

125484

126091
126384

127875
128506

129329

129888
130284

87

544
106

246
85
202

191
176

116

109
111
187
30
67
186
289

204

97
491

209
249

155

103
120

10.61

63.19
12.34

28.19
10.84
23.67

22.25
20.48

13.32

12.93
13.10
20.99
3.30
7.88
21.63
31.59

23.42

10.98
56.39

24.25
29.55

17.26

12.09
14.10

5.66

5.77
8.06

5.04
9.45
6.46

5.06
4.19

6.14

5.92
5.09
5.01
5
4.77
9.16
7.67

4.98

5.51
6.69

10.32
4.61

4.53

6.84
6.41

hypothetical protein

hypothetical protein
hypothetical protein
Serine/threonine
phosphatase
hypothetical phage protein

Phosphoesterase

hypothetical protein
hypothetical protein

hypothetical phage protein

hypothetical protein
hypothetical protein
hypothetical protein
hypothetical protein
hypothetical protein
hypothetical phage protein
hypothetical phage protein
Ribonucleotide reductase
of class Il (anaerobic),
activating protein (EC
1.97.1.4)
hypothetical protein
Thymidylate synthase (EC
2.1.1.45)
hypothetical protein
hypothetical protein

hypothetical protein

hypothetical protein
hypothetical protein

bacterial transferase hexapeptide repeat domain protein
[Enterococcus phage EFP01]
hypothetical protein HOR47_gp150 [Enterococcus phage EFPO1]
hypothetical protein HOR47_gp149 [Enterococcus phage EFPO1]

serine/threonine protein phosphatase [Enterococcus phage iF6]

hypothetical protein A2_49 [Enterococcus phage vB_EfaM_A2]
putative metallo-dependent phosphatase 1 [Enterococcus phage
EFPO1]
phosphoesterase [Enterococcus phage PEf771]
exonuclease [Enterococcus phage EFPO1]
hypothetical protein HOU42_gp054 [Enterococcus phage EfV12-
phil]
hypothetical protein iF6_36 [Enterococcus phage iF6]
hypothetical protein PEf771_105 [Enterococcus phage PEf771]
hypothetical protein iF6_40 [Enterococcus phage iF6]
hypothetical protein A2_62 [Enterococcus phage vB_EfaM_A2]
hypothetical protein AVV19_p15 [Enterococcus phage EFDG1]
hypothetical protein AVV19 p16 [Enterococcus phage EFDG1]
hypothetical protein AVV19 gp169 [Enterococcus phage EFDG1]

ribonucleotide reductase of class Ill (anaerobic), activating protein
[Enterococcus phage EFDG1]

hypothetical protein iF6_45 [Enterococcus phage iF6]
thymidylate synthase [Enterococcus phage vB_EfaM_A2]

hypothetical protein HOR47_gp132 [Enterococcus phage EFPO1]
hypothetical protein iF6_48 [Enterococcus phage iF6]
nucleoside triphosphate pyrophosphorylase [Enterococcus phage
iF6]
hypothetical protein HOR47_gp129 [Enterococcus phage EFPO1]
HAD-like family phosphatase [Enterococcus phage iF6]

1.00E-54

0.00E+00
9.00E-69

3.00E-176
7.00E-53
1.00E-145

2.00E-137
1.00E-125

9.00E-74

7.00E-46
1.00E-46
9.00E-133
2.00E-24
1.00E-38
1.00E-136
0.00E+00

1.00E-148

8.00E-63
0.00E+00

3.00E-147
0.00E+00

7.00E-111

1.00E-66
3.00E-85



168

169

170
171

172

173
174
175
176
177
178

179

180

181
182

vB_EfaH_163-168

vB_EfaH_163-169

vB_EfaH_163-170
vB_EfaH_163-171

vB_EfaH_163-172

vB_EfaH_163-173
vB_EfaH_163-174
vB_EfaH_163-175
vB_EfaH_163-176
vB_EfaH_163-177
vB_EfaH_163-178

vB_EfaH_163-179

vB_EfaH_163-180

vB_EfaH_163-181
vB_EfaH_163-182

130979

131736

132569
133637

135866

136286
137128
137452
137768
139362
140317
140696
140996
141383
141513
141594
141971
142267
142545
143377
143626
143920
144180
144408
144633
144938
145114
145322
145586

130740

130972

131754
132639

133695

136017
136298
137147
137553
137827
140093
140626
140924
141317
141441
141522
141603
142181
142363
143293
143556
143699
143929
144335
144562
144866
145041
145249
145515

79

254

271
332

723

89
276
101

71
511

74

122

60

73
83

8.94

28.46

31.42
38.64

82.67

10.02
31.56
12.22
8.28
57.73
8.42

14.38

6.96

8.38
10.60

8.58

9.3

5.02
8.38

6.12

4.95
9.74
9.41
9.85
6.63
9.95

5.02

6.81

3.92
9.79

Ribonucleotide reductase
class Ib
Nicotinamide
mononucleotide
transporter
Deoxypurin kinase
hypothetical protein
Ribonucleotide reductase
of class IlI
hypothetical phage protein
hypothetical protein
hypothetical protein
hypothetical phage protein
hypothetical phage protein
hypothetical protein
tRNA-Gly-TCC
tRNA-Pro-TGG
tRNA-Pseudo-ATG
tRNA-Ala-TGC
tRNA-Arg-TCT
hypothetical protein
tRNA-Ser-GGA
hypothetical protein
tRNA-Leu-TAG
tRNA-His-GTG
hypothetical protein
hypothetical protein
tRNA-lle-GAT
tRNA-Val-TAC
tRNA-Arg-ACG
tRNA-Lys-TTT
tRNA-Lys-CTT
tRNA-Thr-TGT

putative ribonucleotide reductase [Enterococcus phage EFP01]

PnuC-like nicotinamide mononucleotide transporter [Enterococcus
phage iF6]

deoxyguanosine kinase [Enterococcus phage PEf771]
hypothetical protein [Paenibacillus xylanexedens]
ribonucleotide reductase of class Il (anaerobic), large subunit
[Enterococcus phage EFDG1]
hypothetical protein EfsSzw1_70 [Enterococcus phage EfsSzw-1]
hypothetical protein AVV19 _gp147 [Enterococcus phage EFDG1]
putative scaffolding protein [Enterococcus phage EFDG1]
hypothetical protein AVV19 _gp144 [Enterococcus phage EFDG1]
hypothetical protein [Enterococcus phage vB_OCPT_Ben]
hypothetical protein HOR47 _gp117 [Enterococcus phage EFPO1]
tRNA-Gly-TCC
tRNA-Pro-TGG
tRNA-Pseudo-ATG
tRNA-Ala-TGC
tRNA-Arg-TCT
hypothetical protein AVV19 gp140 [Enterococcus phage EFDG1]
tRNA-Ser-GGA
hypothetical protein [Enterococcus phage EFGrkN]
tRNA-Leu-TAG
tRNA-His-GTG
hypothetical protein iF6_67 [Enterococcus phage iF6]
hypothetical protein iF6_68 [Enterococcus phage iF6]
tRNA-lle-GAT
tRNA-Val-TAC
tRNA-Arg-ACG
tRNA-Lys-TTT
tRNA-Lys-CTT
tRNA-Thr-TGT

4.00E-50

0.00E+00

4.00E-41
0.00E+00

9.00E-57
0.00E+00
1.00E-63
6.00E-44
0.00E+00
4.00E-45

2.00E-83

5.00E-36

4.00E-44
5.00E-54



183 | vB_EfaH_163-183 | 146703 | 145612 @ 363 41.75 | 4.96 hypothetical protein hypothetical protein AVV19_p36 [Enterococcus phage EFDG1] 0.00E+00
146816 146743 tRNA-Phe-GAA tRNA-Phe-GAA
147010 | 146939 tRNA-Cys-GCA tRNA-Cys-GCA
147094 147023 tRNA-Trp-CCA tRNA-Trp-CCA
147383 | 147311 tRNA-Met-CAT tRNA-Met-CAT
148956 = 148868 tRNA-Ser-GCT tRNA-Ser-GCT
149137 | 149066 tRNA-GIN-TTG tRNA-GIN-TTG
149299 149229 tRNA-Asn-GTT tRNA-Asn-GTT
184 | vB_EfaH_163-184 | 150073 | 149735 112 12.76 | 5.68 hypothetical protein hypothetical protein iF6_69 [Enterococcus phage iF6] 2.00E-75

185 | vB _EfaH 163-185 ' 150475 150128 115 13.33 | 491 hypothetical phage protein | hypothetical protein HOR47_gp107 [Enterococcus phage EFPO1] 1.00E-76
186 | vB_EfaH_163-186 | 150772 | 150515 85 9.67 9.3 | hypothetical phage protein | hypothetical protein AVV19_gp132 [Enterococcus phage EFDG1] 8.00E-51



