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Supporting information

Figure S1.- A) HPTLC-ESI*-MS, and B) HPTLC-APCI*-MS spectra of peak at migration
distance (m.d.) 127.9 mm (in Figure 3) from the healthy control plasma extract.

Figure S2.- HPTLC-APCI*-MS spectrum of peak at migration distance (m.d.) 27.9 mm (in
Figure 3) from the Fabry’s plasma extract.

Figure S3.- Detail of HPTLC-ESI*-MS spectrum of peak at migration distance (m.d.) 14.5
mm from the healthy control sample. (In the box, the peak zone drilled by the interface
head). Ampliation of low-intensity ions by window restriction to the range of m/z >1000.
Unsaturated Gb; species (black); methylated Gbs; species (red). For ion interpretation,
please see Table 2.

Figure S4.-HPTLC-APCI*-MS spectrum of peak at migration distance (m.d.) 14.5 mm from
the healthy control plasma sample. A) m/z 970-1260 range. B) m/z 680-800 range. For
interpretation, please see text.
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Figure S1.- A) HPTLC-ESI*-MS, and B) HPTLC-APCI*-MS spectra of peak at migration
distance (m.d.) 127.9 mm (in Figure 3) from the healthy control plasma extract.
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Figure S2.- HPTLC-APCI*-MS spectrum of peak at migration distance (m.d.) 27.9 mm (in
Figure 3) from the Fabry’s plasma extract.
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Figure S3.- Detail of HPTLC-ESI*-MS spectrum of peak at migration distance (m.d.) 14.5
mm from the healthy control sample. (In the box, the peak zone drilled by the interface
head). Ampliation of low-intensity ions by window restriction to the range of m/z >1000.
Unsaturated Gbs species (black); methylated Gbs species (red). For ion interpretation,

please see Table 2.
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Figure S4.-HPTLC-APCI*-MS spectrum of peak at migration distance (m.d.) 14.5 mm from
the healthy control plasma sample. A) m/z 970-1260 range. B) m/z 680-800 range. For
interpretation, please see text.



