[bookmark: _GoBack]SUPPLEMENTARY TABLE S1. Primers used during the amplification protocols.
	Primer
	Sequence (5'-3')
	Direction
	Region
	Reference

	PF1
	GCGCTACCTGGTTGATCCTGCC
	Forward
	SSU rDNA
	Hoppenrath & Leander (2010)

	R4
	GATCCTTCTGCAGGTTCACCTAC
	Reverse
	SSU rDNA
	Hoppenrath & Leander (2010)

	EK-82F
	GAAACTGCGAATGGCTC
	Forward
	SSU rDNA
	López-García et al. (2001)

	DIN-464F
	TAACAATACAGGGCATCCAT
	Forward
	SSU rDNA
	Gómez et al. (2009)

	EK-1520R
	CYGCAGGTTCACCTAC
	Reverse
	SSU rDNA
	López-García et al. (2001)

	28S-1F
	ACCCGCTGAATTTAAGCAT
	Forward
	LSU rDNA
	Moreira et al. (2007)

	28S-803R
	ACTTCGGAGGGAACCAGCTA
	Reverse
	LSU rDNA
	Marande et al. (2009)

	28S-1611R
	CTTGGASACCTGMTGCGG
	Reverse
	LSU rDNA
	Moreira et al. (2007)

	EukA
	AACCTGGTTGATCCTGCCAGT
	Forward
	SSU rDNA
	Medlin et al. (1988)

	EukB
	TGATCCTTCTGCAGGTTCACCTAC
	Reverse
	SSU rDNA
	Medlin et al. (1988)

	Dino18SF1
	AAGGGTTGTGTTYATTAGNTACARAAC
	Forward
	SSU rDNA
	Lin et al. (2006)

	18ScomR1
	CACCTACGGAAACCTTGTTACGAC
	Reverse
	SSU rDNA
	Zhang et al. (2005)

	D1R
	ACCCGCTGAATTTAAGCATA
	Forward
	LSU rDNA
	Scholin et al. (1994)

	D2C
	CCTTGGTCCGTGTTTCAAGA
	Reverse
	LSU rDNA
	Scholin et al. (1994)
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