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Supplementary Figure S1. Rarefaction curve of the hgcA genes. The x-axis 

represents the number of collected samples while the y-axis represents the total 

OTUs detected in this study.
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Supplementary Figure S2. Phylogenetic tree and abundance of hgcA functional 

gene OTUs. The outside colors illustrate the abundance of the sequences (total 

number of 78 642 sequences).
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Supplementary Figure S3. NMDS (2D stress = 0.04) plot visualizing the 

composition of the bacterial community based on Bray-Curtis distances of the 16S 

rRNA gene data.
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Supplementary Figure S4. Distribution of abundance at phylum-level (except 

Proteobacteria which is shown at class level) across the studied boreal lake 

sediments.

●●

●

●

●

●

●

●
●

●

●
●
●
●●

●
●

0

1000

2000

3000

Ac
id

ob
ac

te
ria

Ac
tin

ob
ac

te
ria

Al
ph

ap
ro

te
ob

ac
te

ria

Ba
ct

er
oi

de
te

s

Be
ta

pr
ot

eo
ba

ct
er

ia

C
hl

am
yd

ia
e

C
hl

or
ob

i

C
hl

or
of

le
xi

D
el

ta
pr

ot
eo

ba
ct

er
ia

Fi
rm

ic
ut

es

G
am

m
ap

ro
te

ob
ac

te
ria

N
itr

os
pi

ra
e

O
th

er
s

Pa
rc

ub
ac

te
ria

Pl
an

ct
om

yc
et

es

Pr
ot

eo
ba

ct
er

ia

Sp
iro

ch
ae

te
s

U
nk

no
w

n 
Ba

ct
er

ia

Ve
rru

co
m

ic
ro

bi
a

Phylum

N
um

be
r o

f s
eq

ue
nc

es
 / 

sa
m

pl
e



Supplementary Figure S5. NMDS plot of procrustes rotation of the Bray-Curtis 
distance matrices of 16S rRNA gene and hgcA gene data. Points represent sample 
ordination based on 16S rRNA gene data with arrows illustrating the position of 
corresponding hgcA gene sample.
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Supplementary Figure S6. Significant (p < 0.05) correlations between different OM 
compounds (colored by classes). The ellipses have their eccentricity parametrically 
scaled to the Pearson correlation value (narrower ellipses represents higher 
correlation values). The orientation of the ellipse indicates negative (red) or positive 
(blue) correlations (scale on the right).
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