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From 2010 to 2014, Pseudomonas-like bacterial strains 
were recovered from symptomatic hazelnut plants 
in different locations in Serbia. To confirm their iden-
tity, ten strains were characterized by morphological, 
biochemical, physiological and molecular tests (PCR 
detection of syringomycin production, repetitive-se-
quence PCR and rpoD housekeeping gene analysis). 
The strains were fluorescent, HR positive, oxidase 
negative, negative for arginine dihydrolase and pec-
tinase activity, and variable in levan production. All 
strains showed uniform biochemical characteristics 
typical for P. syringae pv. syringae: they hydrolysed 
gelatin and aesculin, produced acid from glucose, 
sucrose and inositol, and grew at 36°C and in 5% 
NaCl. All but one strain had positive ice nucleation 
activity. Pathogenicity of the strains was tested by 
inoculation of immature sweet cherry fruits. Dark 
necrotic lesions varying in size developed 2 weeks 
after inoculation, indicating different levels of viru-
lence of investigated strains. Genetic profiles gener-
ated with BOX primers were polymorphic for each 
strain revealing high genetic diversity. The syrB gene 
encoding syringomycin production, characteristic 
for pv. syringae, was detected by PCR analysis in all 
the strains. RpoD gene sequence analysis also indi-
cated high similarity of the strains and P. s. pv. sy-
ringae. Results obtained in this study provided new 
information about the first detection of P. syringae pv. 
syringae on hazelnut in Serbia.

This research was supported by the project III46008 fi-
nanced by Ministry of Education, Science and Technologi-
cal Development, Republic of Serbia.

Cross inoculation assays confirms grass pea/pea 
phylogeny proximity at the Fusarium oxysporum 
host range level. A.M. SAMPAIO1, N.F. ALMEIDA1, 
N. RISPAIL2, D. RUBIALES2, M.C. VAZ PATTO1. 1In-
stituto de Tecnologia Química e Biológica António Xavier 
(ITQB-NOVA), Avenida da República, 2781-157 Oeiras, 
Portugal. 2Instituto de Agricultura Sostenible, CSIC, 
Avenida Menéndez Pidal s/n, 14004 Córdoba, Spain. E-
mail: amsampaio@itqb.unl.pt

Grass pea (Lathyrus sativus) has considerable po-
tential as legume crop in dryland farming systems. 
It is superior in yield, protein value, nitrogen fixa-
tion, drought, flood and salinity tolerance when 
compared to other legume crops. However, yield 

inconsistency due to sensitivity to specific diseases 
strongly limits its cultivation. Fusarium wilt, caused 
by the soil borne fungus Fusarium oxysporum, is one 
of the most important diseases affecting grain leg-
umes worldwide, and is becoming a threat for grass 
pea production in Portugal. Understanding its host 
specificity is important for epidemiology and dis-
ease management. No information is available in 
grass pea, so the host range of two new F. oxyspo-
rum isolates collected from grass pea was analysed 
in several other important legume crops, including 
pea (Pisum sativum), lentil (Lens culinaris), chickpea 
(Cicer arietinum) and barrel medic (Medicago trunca-
tula). The responses were also studied of grass pea to 
F. oxysporum f. spp. infecting these crops, including F. 
oxysporum f. sp. pisi races 1 and 2, F. oxysporum f. sp. 
lentis, F. oxysporum f. sp. ciceris and F. oxysporum f. sp. 
medicaginis. There were very similar responses of pea 
and grass pea accessions to both of these new grass 
pea isolates, and to F. oxysporum f. sp. pisi, suggesting 
little specialization of F. oxysporum to L. sativus. This 
is not surprizing since grass pea is phylogenetically 
close to pea. However, we do not exclude that spe-
cialization may occur but remains undetected. More 
isolates should be sampled from grass pea fields to 
ratify this.
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Lentil cultivation is threatened worldwide by Fusar-
ium wilt caused by Fusarium oxysporum f. sp. lentis 
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