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Supplementary Figures

In the following two figures, we reproduce simulations performed by Dell'Orco et al. [1]. We
compare the results using the model of Dell'Orco and Koch [2] (black traces) and the present
model (red traces).
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Figure S1: Simulated manifestations of light adaptation in WT rods illuminated by a saturating
bright flash in the presence (dashed lines) or in the absence (solid lines) of a previous, non-
saturating steady illumination. Both models accurately reproduce the reduction in Tsx When



exposed to a previous, steady illumination.
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Figure S2: Simulated families of photoresponses from rods stimulated by flashes of
increasing strength. While WT rods (A) recover normally, rods lacking RGS (B) show severely
prolonged recovery. Note that the experimental and simulated time scales differ due to
species differences, and that the experimental photocurrents are normalized to the maximum
experimental photocurrent. Both models perform similarly. The present model features slower
innate E* shutoff than previous models, thus they show slower recovery in RGS knockout

experiments.
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Figure S3: Simulations of RGS expression experiments of Burns and Pugh (2009) [3]. 1p, the
rate of change in saturation time for increasing log stimulus intensities, is strongly dependent
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on RGS expression level (0.2x underexpression: X's; 2x overexpression: stars; 4x

overexpression: squares; WT: circles).
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