Table 1. Intron/exon junction of human txl.





Sequence at exon/intron junction
AA at junction





Exon size
Intron size


Exon
(bp)
Intron
(bp)
5´splice donor
3´splice acceptor
AA
Position
Type

1
303

2
97
1
11.885
AGAGGgtgag
aacagGTGTG
G
33
2


3
174
2
1.899
GTCAGgtaag
tctagGGAAC
G/G
65/66
0


4
123
3
6.161
GCTATgtatg
ttcagATGGA
Y/M
123/124
0


5
70
4
1.689
AACAGgtaat
cacagCTGCT
Q/L
164/165
0


6
173
5
1.648
TAATGgtgag
tatagGTCAG
G
188
1


7
105
6
3.326
TAACTgtaag
ggtagATATT
T/I
245/246
0


8
233
7
7.936
AACGAgtaag
tctagGTAGT
R/V
280/281
0

Exon sequences are in uppercase and intron sequences in lowercase. GT/AG junctions are in bold. Txl cDNA sequence was used to determine the type of intron as well as position of the amino acids (Miranda-Vizuete et al., 1998).
