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$EVWUDFW�����
����
3ODQW�JURZWK�ODUJHO\�GHSHQGV�RQ�WKH�PDLQWHQDQFH�RI�WKH�DGHTXDWH�LQWUDFHOOXODU�OHYHOV�RI����
SRWDVVLXP� �.���� 7KH� IDPLOLHV� RI� ���&DOFLQHXULQ� %�OLNH� �&%/�� FDOFLXP� VHQVRUV� DQG� ������
&%/�,QWHUDFWLQJ� 3URWHLQ� .LQDVHV� �&,3.�� RI� $UDELGRSVLV� GHFRGH� WKH� FDOFLXP� VLJQDOV����
HOLFLWHG� E\� HQYLURQPHQWDO� LQSXWV� WR� UHJXODWH� GLIIHUHQW� LRQ� FKDQQHOV� DQG� WUDQVSRUWHUV����
LQYROYHG� LQ� WKH� FRQWURO� RI� .�� IOX[HV� E\� SKRVSKRU\ODWLRQ�GHSHQGHQW� DQG� LQGHSHQGHQWV����
HYHQWV�� +RZHYHU�� WKH� GHWDLOHG� PROHFXODU� PHFKDQLVPV� JRYHUQLQJ� WDUJHW� VSHFLILFLW\����
UHTXLUH�LQYHVWLJDWLRQ��+HUH��ZH�VKRZ�WKDW�WKH�SK\VLFDO�LQWHUDFWLRQ�EHWZHHQ�&,3.���DQG����
WKH�QRQ�FDQRQLFDO�DQN\ULQ�GRPDLQ�LQ�WKH�F\WRVROLF�VLGH�RI�WKH�LQZDUG�UHFWLILHU�.��FKDQQHO����
$.7��UHJXODWHV�NLQDVH�GRFNLQJ�DQG�FKDQQHO�DFWLYDWLRQ��3RLQW�PXWDWLRQV�RQ�WKLV�GRPDLQ����
DOWHU�VSHFLILFDOO\�WKH�ELQGLQJ�WR�&,3.����HQKDQFLQJ�RU�LPSDLULQJ�WKH�DELOLW\�RI�&,3.���WR����
UHJXODWH� FKDQQHO� DFWLYLW\�� 2XU� GDWD� GHPRQVWUDWH� WKH� UHOHYDQFH� RI� WKLV� SURWHLQ�SURWHLQ����
LQWHUDFWLRQ� WKDW�FRQWULEXWHV� WR� WKH� IRUPDWLRQ�RI�D�FRPSOH[�EHWZHHQ�&,3.���&%/��DQG����
$.7��LQ�WKH�PHPEUDQH�IRU�WKH�SURSHU�UHJXODWLRQ�RI�.��WUDQVSRUW������
����
.H\ZRUGV�� $ELRWLF� 6WUHVV�� 3ODQW� 3URWHLQV�� 3RWDVVLXP� &KDQQHOV�� 3URWHLQ�6HULQH����
7KUHRQLQH�.LQDVHV��6WUXFWXUH�RI�3URWHLQ�3URWHLQ�&RPSOH[HV����
����
� ����
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,QWURGXFWLRQ����
����
3RWDVVLXP��.���VHUYHV�LPSRUWDQW�UROHV�LQ�SODQWV�IRU�WKH�FRQWURO�RI�FHOOXODU�S+��UHJXODWLRQ����
RI� PHPEUDQH� HOHFWULF� SRWHQWLDOV�� FHOO� WXUJRU�� DQG� DV� FR�IDFWRU� LQ� HVVHQWLDO� PHWDEROLF����
SURFHVVHV� LQFOXGLQJ� SURWHLQ� V\QWKHVLV� �/HLJK� DQG� :\Q� -RQHV�� ������ 5RGULJXH]����
1DYDUUR��������3DUGR��������&KHUHO�DQG�*DLOODUG��������5DJHO�HW�DO����������6HYHUDO�LRQ����
WUDQVSRUWHUV�PHGLDWLQJ�.��IOX[HV�LQ�SODQWV�KDYH�EHHQ�FKDUDFWHUL]HG��DQG�WKH�NQRZOHGJH����
RI�WKHLU�DFWLYLW\� LQ�UHVSRQVH�WR�HQYLURQPHQWDO�VWUHVVHV�DQG�WKH�PROHFXODU�PHFKDQLVPV����
XQGHUO\LQJ� WKHLU� UHJXODWLRQ� KDV� EHHQ� FHQWUDO� IRU� XQGHUVWDQGLQJ� WKH� DGDSWDWLRQ� WR� .�����
VWDUYDWLRQ��&KHUHO�HW�DO���������5DJHO�HW�DO���������/HIRXORQ�HW�DO���������%HKHUD�HW�DO������
������� KLJK� VDOLQLW\� �$OHPDQ� HW� DO��� ������� GURXJKW� �0DLHUKRIHU� HW� DO��� ������� DQG� WR����
SDWKRJHQ�DWWDFN�RU�KHUELYRUH�PHGLDWHG�ZRXQGLQJ��)RUVWHU�HW�DO������������
����
7KH� IDPLO\� RI� SODVPD� PHPEUDQH� YROWDJH�JDWHG� �9*�� .�� FKDQQHOV� LV� FUXFLDO� IRU� .�����
XSWDNH��UHOHDVH�DQG�GLVWULEXWLRQ�DW� WKH�FHOOXODU�DQG�ZKROH�SODQW� OHYHOV�� ,Q�$UDELGRSVLV�����
WKLV�FKDQQHO�IDPLO\�FRPSULVHV�QLQH�PHPEHUV�WKDW�GLVSOD\�GLIIHUHQW�UROHV�LQ�.��QXWULWLRQ����
DQG� FHOOXODU� SK\VLRORJ\� �3LORW� HW� DO��� ������� )RU� LQVWDQFH�� WKH� *XDUG� FHOO� 2XWZDUG����
5HFWLI\LQJ� .�� �*25.�� FKDQQHO� LV� FUXFLDO� IRU� PHGLDWLQJ� .�� HIIOX[� IURP� JXDUG� FHOOV�����
WKHUHE\�UHGXFLQJ�FHOO�WXUJRU�DQG�LQGXFLQJ�VWRPDWDO�FORVXUH��$FKH�HW�DO���������+RV\�HW����
DO���������+HGULFK�DQG�*HLJHU���������ZKHUHDV�WKH�LQZDUG�UHFWLILHU�.��FKDQQHO�$.7��LV����
KLJKO\� H[SUHVVHG� LQ� URRW� HSLGHUPDO� FHOOV� DQG� LV� D� PDMRU� FRQWULEXWRU� WR� .�� XSWDNH� DW����
LQWHUPHGLDWH�WR�KLJK�.��FRQFHQWUDWLRQV��/DJDUGH�HW�DO���������+LUVFK�HW�DO���������;X�HW����
DO��� ������ :DQJ� HW� DO��� ������ $OHPDQ� HW� DO��� ������ -HJOD� HW� DO��� ������� )XQFWLRQDO����
*25.��DQG�$.7��DUH�WHWUDPHUV�ZKRVH�VXEXQLWV�GLVSOD\�D�1�WHUPLQDO�WUDQVPHPEUDQH����
GRPDLQ�WKDW�LV�KRPRORJRXV�WR�WKH�DQLPDO�9*�Shaker�FKDQQHOV��DQG�D�ODUJH�F\WRSODVPLF����
GRPDLQ� WKDW� FRQVLVWV� RI� D� F\FOLF� QXFOHRWLGH� ELQGLQJ� KRPRORJXV� GRPDLQ� �&1%+'������
IROORZHG� E\� DQ� DQN\ULQ� UHSHDW� �$1.�� GRPDLQ� DQG� D� FKDUDFWHULVWLF� IDPLO\�FRQVHUYHG����
�.+$��PRWLI�DW� WKH�&�WHUPLQDO�HQG��'DUDP�HW�DO���������3LORW�HW�DO���������-HJOD�HW�DO������
������� :KLOH� WKH� WUDQVPHPEUDQH� GRPDLQ� KDUERUV� WKH� LRQ� WUDQVSRUW� DFWLYLW\�� WKH����
F\WRVROLF�PRLHW\� LV� LQYROYHG� LQ� FKDQQHO� UHJXODWLRQ��$YDLODEOH� GDWD� VXJJHVW� D� FRPPRQ����
UHJXODWRU\� PHFKDQLVP� IRU� *25.� DQG� $.7�� LQ� ZKLFK� D� SURWHLQ� FRPSOH[� EHWZHHQ� D����
&DOFLQHXULQ�%�OLNH��&%/��DQG�D�&%/�,QWHUDFWLQJ�3URWHLQ�.LQDVH��&,3.���6KL�HW�DO������������
$OEUHFKW� HW� DO��� ������ GHFRGHV� D� VSHFLILF� FDOFLXP� VLJQDWXUH� WR� SKRVSKRU\ODWH� DQG����
DFWLYDWH�.��WUDQVSRUW��:KLOH�WKH�&,3.��&%/��SDLU� LV�UHVSRQVLEOH�IRU�*25.��DFWLYDWLRQ����
LQ� UHVSRQVH� WR�ZRXQGLQJ� �)RUVWHU� HW� DO��� �������&,3.���&%/��RU�&,3.���&%/��SDLUV����
DFWLYDWH�$.7��XSRQ�D�VLJQDO�HOLFLWHG�E\�.��VWDUYDWLRQ��;X�HW�DO����������'HSHQGLQJ�RQ����
WKH�.��VWDWXV��WKH�SURWHLQ�SKRVSKDWDVHV�$,3��DQG�$%,��ZRXOG�UHYHUW�WKLV�SURFHVV�DQG����
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GHSKRVSKRU\ODWH�$.7��DQG�*25.��� UHVSHFWLYHO\� �/HH�HW� DO��� ������ /DQ�HW� DO��� ����������
/HIRXORQ�HW�DO��������������
�����
7R� DFKLHYH� WKH� QHFHVVDU\� VSHFLILFLW\� RI� SURWHLQ�SURWHLQ� LQWHUDFWLRQV�� WKH� &,3.�&%/�����
PRGXOHV� DQG� WKHLU� WDUJHWV� KDYH� FR�HYROYHG� GLVFUHWH� VFDIIROG� GRPDLQV� RU� VPDOO�����
VHTXHQFH�PRWLIV�WKDW�PHGLDWH�DQG�FRQWURO�WKH�LQWHUDFWLRQV��/DQ�HW�DO���������6DQFKH]�����
%DUUHQD�HW�DO��� �������)RU� LQVWDQFH�� WKH� LQWHUDFWLRQ�EHWZHHQ�&,3.V�DQG�&%/V�RFFXUV�����
WKURXJK� D� FRQVHUYHG� ��� DPLQR� DFLG�1$)�PRWLI�� ZKLFK� LV� VHOI�LQKLELWRU\� WR� WKH� NLQDVH�����
DFWLYLW\� �$OEUHFKW� HW� DO��� ������*XR� HW� DO��� ������ 6DQFKH]�%DUUHQD� HW� DO��� ������� &%/�����
ELQGLQJ� UHOHDVHV� WKH�1$)�GRPDLQ� IRUP� WKH�VXEVWUDWH�ELQGLQJ�VLWH�RI�&,3.V�PDNLQJ� LW�����
DFFHVVLEOH� WR� SKRVSKRU\ODWH� WKHLU� VXEVWUDWH� FKDQQHOV� �&KDYHV�6DQMXDQ� HW� DO��� �����������
&,3.V� DOVR� KDUERU� D� 3URWHLQ� 3KRVSKDWDVH� ,QWHUDFWLRQ� �33,�� PRWLI� WKDW� FRQVWLWXWHV� D�����
VWUXFWXUDO�GRPDLQ�PHGLDWLQJ�WKH�LQWHUDFWLRQ�ZLWK�33�&�SURWHLQ�SKRVSKDWDVHV��*RQJ�HW�����
DO���������/XDQ���������6DQFKH]�%DUUHQD�HW�DO����������)XOO�DFWLYDWLRQ�RI�.��WUDQVSRUW�E\�����
$.7�� UHTXLUHV� WKH� SK\VLFDO� LQWHUDFWLRQ� ZLWK� WKH� &,3.���&%/���� PRGXOH� �;X� HW� DO�������
������� DQG� SKRVSKRU\ODWLRQ� RI� &%/�� E\� &,3.��� IXUWKHU� VWDELOL]HV� WKH� FRPSOH[�����
�+DVKLPRWR�HW�DO����������0RUHRYHU��&%/��DQG�&%/��KDYH�D�P\ULVWR\ODWLRQ�VLWH� LQ�WKH�����
N�WHUPLQXV�WKDW�UHFUXLWV�WKHVH�FRPSOH[HV�WR�WKH�FHOO�PHPEUDQH�LQ�WKH�YLFLQLW\�RI�$.7������
�%DWLVWLF�HW�DO����������,Q�DGGLWLRQ��WKH�SK\VLFDO�LQWHUDFWLRQ�EHWZHHQ�WKH�&,3.���&%/��������
FRPSOH[� DQG� $.7�� LV� UHTXLUHG� WR� DFKLHYH� WKH� QHFHVVDU\� WDUJHW� VSHFLILFLW\� DQG�����
UHJXODWLRQ�RI�WKH�V\VWHP��;X�HW�DO����������:H�KDYH�UHSRUWHG�VWUXFWXUDO�DQG�ELRFKHPLFDO�����
VWXGLHV� GHPRQVWUDWLQJ� WKDW� &,3.��� LV� LQWULQVLFDOO\� LQDFWLYH� �&KDYHV�6DQMXDQ� HW� DO�������
������� 3UHVXPDEO\�� WKH� FR�ORFDOL]DWLRQ� RI� WKH� NLQDVH� DQG� LWV� VXEVWUDWH� FKDQQHO� PD\�����
IDYRU� NLQDVH� DFWLYDWLRQ�� ZLWK� WKH� VXEVHTXHQW� SKRVSKRU\ODWLRQ� DQG� DFWLYDWLRQ� RI� WKH�����
FKDQQHO�� 7RJHWKHU�� WKHVH� GDWD� LQGLFDWH� WKDW� $.7��� DQG� OLNHO\� *25.� DOVR�� DUH� KHOG�����
WRJHWKHU� ZLWK� WKHLU� UHJXODWRU\� SURWHLQV� LQWR� D� ODUJH� PDFURPROHFXODU� FRPSOH[� ZLWK�����
YDULDEOH�FRPSRVLWLRQ�DQG�VWRLFKLRPHWU\��ZKLFK�LV�QHFHVVDU\�WR�DFKLHYH�VSHFLILFLW\�RI�WKH�����
VLJQDO�DQG�WR�GHYHORS�WKH�SK\VLRORJLFDO�UROH�RI�WKHVH�FKDQQHOV�������
�����
7KH�LQWHUDFWLRQ�EHWZHHQ�&,3.���DQG�$.7��LV�NQRZQ�WR�LQYROYH�WKH�DQN\ULQ�GRPDLQ�RI�����
$.7�� DQG� WKH� NLQDVH� GRPDLQ� RI� &,3.���� DQG� LW� KDV� EHHQ� VXJJHVWHG� WKDW� WKLV�����
LQWHUDFWLRQ� FRXOG� EH� D� IDFWRU� WR� GHWHUPLQH� ZKLFK� VSHFLILF� &,3.V� DWWDFK� WR� WKH� $.7������
FKDQQHO� �/HH� HW� DO��� ������� $1.� PRWLIV� DUH� ZHOO� NQRZQ� SURWHLQ�SURWHLQ� LQWHUDFWLRQ�����
PRGXOHV� WKDW� XVXDOO\� SOD\� D� SDVVLYH� UHJXODWRU\� UROH� LQ� WKH� IRUPDWLRQ� RI� SURWHLQ�����
FRPSOH[HV� �6HGJZLFN� DQG� 6PHUGRQ�� ������� +RZHYHU�� WKH� GLVFRYHU\� RI�����
SKRVSKRPLPHWLF� PXWDWLRQV� LQ� RU� DW� WKH� YLFLQLW\� RI� WKH� $1.� GRPDLQ� RI� *25.� WKDW�����
LQFUHDVH� WKH� DFWLYLW\� RI� WKH� FKDQQHO� �/HIRXORQ� HW� DO��� ������ VXJJHVWV� WKDW� WKH� $1.�����
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GRPDLQ� RI� SODQW� 9*� FKDQQHOV� PD\� GLVSOD\� D� UHJXODWRU\� UROH� LQ� WKH� DFWLYLW\� RI� WKH�����
FKDQQHO�� 7R� JDLQ� LQVLJKWV� LQWR� WKH� IXQFWLRQ� RI� WKH� $1.� GRPDLQ� RI� $.7��� DQG� PRUH�����
VSHFLILFDOO\� RQ� WKH� UHJXODWLRQ� RI� $.7�� E\� &,3.V�� ZH� FDUULHG� RXW� ELRFKHPLFDO� DQG�����
VWUXFWXUDO� VWXGLHV�� LQFOXGLQJ� WKH� ;�UD\� VWUXFWXUH� RI� WKH� $1.� GRPDLQ� RI� $.7�� DQG�����
PHDVXULQJ� WKH� FKDQQHO� DFWLYLW\� UHVXOWLQJ� IURP� VWUXFWXUH�JXLGHG�PXWDWLRQV� DOWHULQJ� WKH�����
$1.�GRPDLQ��2XU�UHVXOWV�VKRZ�WKDW�WKH�$1.�GRPDLQ�RI�$.7��IXQFWLRQV�DV�D�SODWIRUP�����
IRU�WKH�GRFNLQJ�RI�WKH�FDWDO\WLF�GRPDLQ�RI�&,3.����DQG�WKDW�WKLV�LQWHUDFWLRQ�FRQWULEXWHV�����
WR�WKH�DFWLYDWLRQ�RI�WKH�FKDQQHO�E\�SURPRWLQJ�WKH�IRUPDWLRQ�RI�D�SURGXFWLYH�&,3.�$.7������
FRPSOH[�������
�����
�����
� �����



� ͸

5HVXOWV�����
�����
7KH�VWUXFWXUH�RI�WKH�$1.�GRPDLQ�RI�$.7�������
7KH�DQN\ULQ��$1.��GRPDLQ�W\SLFDOO\�FRPSULVHV�VHYHUDO�WDQGHPO\�UHSHDWHG�$1.�PRWLIV�����
FRQVLVWLQJ� RI� WZR� α�KHOLFHV� VHSDUDWHG� E\� ORRSV� WKDW� WRJHWKHU� IRUP� D� VOLJKWO\� FXUYHG�����
VROHQRLG�VWUXFWXUH��7R�GHILQH� WKH�PROHFXODU�DUFKLWHFWXUH�DQG� WKH�VXUIDFH�SURSHUWLHV�RI�����
WKH� $1.� GRPDLQ� RI� $.7���ZH� GHWHUPLQHG� WKH� ;�UD\� VWUXFWXUH� RI� WKH�$.7�� IUDJPHQW�����
FRPSULVLQJ�UHVLGXHV�����WR�����DW�����c�UHVROXWLRQ��)LJ�����6XSSOHPHQWDO�7DEOH���DQG�����
WKH�0HWKRGV� VHFWLRQ� IRU� IXUWKHU�GHWDLOV���7KH�$1.�GRPDLQ� IUDJPHQW� IROGV�DV�D�VLQJOH�����
GRPDLQ� IRUPHG�E\�VL[�$1.�XQLW� UHSHDWV��2I� WKHP�� WKH�$1.�UHSHDWV���������DQG���DUH�����
FDQRQLFDO� DQG� GLVSOD\� WKH� FKDUDFWHULVWLF� α�KHOL[�α�KHOL[�β�KDLUSLQ� VWUXFWXUH� ZKLOH� WKH�����

$1.� UHSHDWV� �� DQG� �� ODFN� WKH�β�KDLUSLQ�� 7KLV� IHDWXUH� LV� FRPPRQ� WR� RWKHU� NQRZQ�&�����
WHUPLQDO� FDSSLQJ� $1.� UHSHDWV� �0RVDYL� HW� DO��� ������ EXW� ZDV� QRW� H[SHFWHG� IURP� WKH�����
DPLQR� DFLG� VHTXHQFH� DQDO\VLV� RI� $1.� UHSHDW� �� �'DUDP� HW� DO��� ������� 7KRVH� DPLQR�����
DFLGV�SUHGLFWHG�WR�IRUP�WKH�β�KDLUSLQ�RI�$1.�UHSHDW���FRQVWLWXWH�DQ�H[WUD�WXUQ�DW�WKH�1�����
WHUPLQDO�KHOL[�RI�WKH�$1.�UHSHDW����7KLV�DUUDQJHPHQW�UHQGHUV�DQ�HORQJDWHG�DQG�FXUYHG�����
VWUXFWXUH�IRUPHG�E\�WZR�OD\HUV�RI�VL[�DQWLSDUDOOHO�α�KHOLFHV�DQG�D�VKHHW�IRUPHG�E\�IRXU�����

�LQVWHDG� RI� ILYH�� β�KDLUSLQV� SURMHFWHG� SHUSHQGLFXODUO\� IURP� WKH� FRQFDYH� VLGH�� 7KH�����
DVVRFLDWLRQ�RI�FDQRQLFDO�$1.�UHSHDWV�SURGXFH�D�FKDUDFWHULVWLF�DQG�FRQVHUYHG�GRPDLQ�����
FXUYDWXUH� WKDW� OHDYHV�WKH�FRQFDYH�VLGH�DYDLODEOH� IRU�ELQGLQJ�SDUWQHUV��0LFKDHO\�HW�DO�������
������� ,Q� WKH� $1.� GRPDLQ� RI� $.7��� WKLV� VWUXFWXUH� LV� GLVWRUWHG� DQG� D�PRUH� FRQFDYH�����
VXUIDFH�LV�REVHUYHG�GXH�WR�WKH�ODFN�RI�WKH�β�KDLUSLQ�DW�$1.�UHSHDW����6XSSOHPHQWDO�)LJ������
���������
�����
:LWK�WKH�H[FHSWLRQ�RI�WKH�PHQWLRQHG�VLQJXODULWLHV��DOO�WKH�UHSHDWV�VKRZ�KRPRORJ\�ZLWK�����
WKH� $1.�UHSHDW� FRQVHQVXV� VHTXHQFH�� 7KLV� FRQVHUYDWLRQ� LQFOXGHV� PDLQO\� WKRVH�����
UHVLGXHV�LQYROYHG�LQ�WKH�ERXQGDULHV�RI�WKH�VHFRQGDU\�VWUXFWXUDO�HOHPHQWV��LQ�WKH�FRUH�RI�����
WKH� LQGLYLGXDO� UHSHDWV�DQG� LQ� WKH�UHSHDW�UHSHDW�VWDELOL]DWLRQ��)LJ���&���0LFKDHO\�HW�DO�������
������0RVDYL� HW� DO��� �������2Q� WKH� FRQWUDU\�� WKRVH� UHVLGXHV� NQRZQ� WR� EH� YDULDEOH� LQ�����
$1.� UHSHDWV� DUH� VROYHQW�DFFHVVLEOH�� DPRQJ� WKHP� WKRVH� IDFLQJ� LQZDUGV� WKH� FRQFDYH�����
VLGH� RI� WKH� GRPDLQ� LQYROYHG� LQ� WKH� LQWHUDFWLRQ� ZLWK� WKH� ELQGLQJ� SDUWQHUV� �UHVLGXHV� DW�����
SRVLWLRQ���WR���LQ�)LJ���&���6HGJZLFN�DQG�6PHUGRQ��������0RVDYL�HW�DO����������7KHVH�����
DPLQR� DFLGV� GHILQH� WKH� QDWXUH� RI� WKH� SURWHLQ�SURWHLQ� LQWHUDFWLRQ� VXUIDFH� DQG� DUH�����
WKHUHIRUH� UHVSRQVLEOH� IRU� WKH� VSHFLILFLW\� RI� WKH� LQWHUDFWLRQ� �7DPDVNRYLF� HW� DO��� �����������
,QWHUHVWLQJO\��WKH�EDVLF�UHVLGXHV�$UJ����DQG�/\V����DW�SRVLWLRQ���RI�$1.�UHSHDWV���DQG�����
�� RSSRVH� WKH� DFLGLF� UHVLGXHV�*OX���� DQG�*OX���� DW� WKH� HTXLYDOHQW� SRVLWLRQ� RI� $1.�����
UHSHDWV� �� DQG� ��� 7KLV� DPLQR� DFLG� GLVWULEXWLRQ� \LHOGV� D� KLJKO\� DV\PPHWULF� FKDUJH�����
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GLVWULEXWLRQ� LQ� WKH� VXUIDFH� RI� WKH� $1.� GRPDLQ� WKDW� LV� UHLQIRUFHG� E\� $UJ���� YHUVXV�����
$VS�����*OX����DQG�*OX����� LQ� VWDUN� FRQWUDVW�ZLWK� WKH� V\PPHWULF�DUFKLWHFWXUH�RI� WKH�����
WHUWLDU\�VWUXFWXUH�RI�WKH�GRPDLQ��)LJ���'��������
�����
:H� UHDVRQHG� WKDW� WKHVH� VWUXFWXUDO� SHFXOLDULWLHV� FRXOG� SURYLGH� WKH� EDVLV� IRU� WKH� $1.�����
IXQFWLRQ�LQ�WKH�SURWHLQ�LQWHUDFWLRQ�VSHFLILFLW\�RI�$.7���7R�DQDO\]H�WKLV�LVVXH��ZH�DOLJQHG�����
WKH� SURWHLQ� VHTXHQFHV� RI� WKH� $1.� GRPDLQV� RI� VHYHQ� Arabidopsis� .�� FKDQQHOV� DQG�����
FRPSDUHG� WKH� UHVXOW� WR� WKH� DOLJQPHQW� RI� SURWHLQ� VHTXHQFHV� DQQRWDWHG� DV� $.7��OLNH�����
FKDQQHOV�IURP�RWKHU�SODQW�VSHFLHV��6XSSOHPHQWDO�)LJ������7KH�FRPSDULVRQ�VKRZHG�WKDW�����
WKH�RYHUDOO�DUFKLWHFWXUH�RI�WKH�$1.�GRPDLQ�VKRXOG�EH�SUHVHUYHG�LQ�DOO�WKH�FKDQQHOV��DV�����
WKHUH�DUH�QR�UHVLGXH�LQVHUWLRQV�RU�JDS�UHJLRQV�ZLWK�WKH�H[FHSWLRQ�RI�WKH�ODVW�$1.�UHSHDW�����
RI� $W$.7��� +RZHYHU�� WKH� DOLJQPHQW� DOVR� VKRZV� WKDW� ZKLOH� WKH� QDWXUH� RI� WKH� NH\�����
UHVLGXHV� FRQILJXULQJ� WKH� VXUIDFH�SURSHUWLHV� RI� WKH� FRQFDYH� VLGH� RI� WKH�$.7��GRPDLQ�����
DUH� FRQVHUYHG� DPRQJ� GLIIHUHQW� SODQW� VSHFLHV�� WKH\� GLYHUJH� EHWZHHQ� WKH� GLIIHUHQW�����
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Arabidopsis�.��FKDQQHOV��7KLV�VXJJHVWV�WKDW�WKH�$1.�GRPDLQ�RI�LQGLYLGXDO�FKDQQHOV�LV�����
OLNHO\�WR�SOD\�DQ�DFWLYH�UROH�SURYLGLQJ�VSHFLILFLW\�WR�WKH�LQWHUDFWLRQ�ZLWK�SURWHLQ�SDUWQHUV�����
LQYROYHG�LQ�WKHLU�UHJXODWLRQ������
�����
7KH�FU\VWDO�SDFNLQJ�RI� WKH�$1.�GRPDLQ�GRHV�QRW�UHYHDO�DQ\� LQWHUDFWLRQ�VXJJHVWLYH�RI�����
VHOI�DVVRFLDWLRQ��.ULVVLQHO�DQG�+HQULFN���������7R�H[DPLQH�WKH�ROLJRPHULF�VWDWH�RI� WKH�����
$1.� GRPDLQ� LQ� VROXWLRQ�� ZH� GHWHUPLQHG� WKH� $1.� SHSWLGH� VL]H� LQ� VROXWLRQ� E\� VL]H�����
H[FOXVLRQ�FKURPDWRJUDSK\��5HVXOWV�VKRZHG�WKH�PRQRPHULF�QDWXUH�RI�WKH�$1.�GRPDLQ�����
�6XSSOHPHQWDO�)LJ���$���DQG�VXJJHVWHG�WKDW�WKH�$1.�GRPDLQ�RI�$.7��LV�IXOO\�DYDLODEOH�����
WR�LQWHUDFW�ZLWK�&,3.��������
�����
7KH� SURSHUWLHV� RI� WKH� FRPSOH[� EHWZHHQ� WKH� $1.� GRPDLQ� RI� $.7�� DQG� WKH�����
FDWDO\WLF�GRPDLQ�RI�&,3.V������
7KH�VWUXFWXUH�RI�WKH�$1.�GRPDLQ�RI�$.7��SURYLGHV�WKH�EDVLV�WR�LQYHVWLJDWH�WKH�QDWXUH�����
RI�&,3.���$.7��DVVRFLDWLRQ��:H�SHUIRUPHG�\HDVW�WZR�K\EULG��<�+��DVVD\V�XVLQJ�WKH�����
IXOO�OHQJWK�&,3.���SURWHLQ��WKH�FRPSOHWH�F\WRVROLF�GRPDLQ�RI�$.7���$.7�F\W��UHVLGXHV�����
���������DQG� WZR�PXWDWHG� YHUVLRQV� FKDQJLQJ� WKH�SRODULW\� RI� WKH� FRQFDYH�VLGH�RI� WKH�����
$1.� GRPDLQ�� QDPHO\� �$.7����� �$UJ���*OX� DQG� /\V���*OX� GRXEOH� PXWDQW��� DQG�����
$.7����� �*OX���/\V�� *OX���/\V� DQG� *OX���/\V� WULSOH� PXWDQW�� �)LJ�� ���� 7KH� UHVXOWV�����
FRQILUPHG� WKDW� &,3.��� LQWHUDFWV� ZLWK� $.7�F\W� �/HH� HW� DO��� ������� ,QWHUHVWLQJO\�� WKH�����
UHSODFHPHQW�RI�WKH�EDVLF�UHVLGXHV�DW�WKH�FRQFDYH�VLGH�RI�WKH�$1.�GRPDLQ�ZLWK�DFLGLF�����
UHVLGXHV�LQ�$.7�����GLG�QRW�DIIHFW�WKH�LQWHUDFWLRQ�RI�WKH�$.7��IUDJPHQW�ZLWK�WKH�NLQDVH�����
LQ�WKH�<�+�DVVD\��ZKHUHDV�WKH�UHSODFHPHQW�RI�WKH�DFLGLF�UHVLGXHV�ZLWK�EDVLF�UHVLGXHV�����
LQ�$.7�����GLVUXSWHG�WKH�LQWHUDFWLRQ��7KHVH�ILQGLQJV�FRUURERUDWH�WKH�LQYROYHPHQW�RI�WKH�����
FRQFDYH�VLGH�RI� WKH�$1.�GRPDLQ� LQ� WKH� LQWHUDFWLRQ�ZLWK�&,3.���DQG�GHPRQVWUDWH� WKH�����
HOHFWURVWDWLF�QDWXUH�RI�WKH�LQWHUDFWLRQ�������
�����
7R� LQYHVWLJDWH� ZKHWKHU� WKH� SURSHUWLHV� RI� WKH� $1.� GRPDLQ� SURYLGHV� VSHFLILFLW\� IRU�����
&,3.���YHUVXV�RWKHU�&,3.V��ZH�UHSHDWHG�WKH�<�+�DVVD\V�XVLQJ�&,3.���DQG�&,3.��������
&,3.��� KDV� EHHQ� VKRZQ� WR� LQWHUDFW� ZLWK� WKH� &�WHUPLQDO� WDLO� RI� $.7�� DQG� DOVR� WR�����
DFWLYDWH�$.7��WUDQVSRUW�LQ�D�&%/��GHSHQGHQW�PDQQHU��DOWKRXJK�WKH�LQGXFHG�.��FXUUHQW�����
ZDV�PXFK�ORZHU�WKDQ�WKH�RQH�HOLFLWHG�E\�&,3.���FR�H[SUHVVLRQ��/HH�HW�DO����������)LJ������
����%\� FRQWUDVW��&,3.���GLG� QRW� LQWHUDFW�ZLWK�$.7�� �/L� HW� DO� �������2XU� GDWD� FRQILUP�����
WKHVH�SUHYLRXV� UHVXOWV�DQG�VKRZ� WKDW� WKH�PXWDWLRQV�RQ� WKH� FRQFDYH�VLGH�RI� WKH�$1.�����
GRPDLQ�DIIHFWLQJ� IRUPDWLRQ�RI� WKH�$.7��&,3.���FRPSOH[�GR�QRW�DOWHU�VLJQLILFDQWO\� WKH�����
LQWHUDFWLRQ�ZLWK�&,3.���� WKXV� SURYLQJ� WKDW� WKH� VWUXFWXUH� RI� WKH�$1.�GRPDLQ� LQ�$.7������
SURYLGHV�VSHFLILFLW\�WR�WKH�&,3.���$.7��LQWHUDFWLRQ������
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1H[W��ZH�GHWHUPLQHG� WKH�GLVVRFLDWLRQ�FRQVWDQW� �Kd��RI� WKH�FRPSOH[�EHWZHHQ� WKH�$1.�����
GRPDLQ�RI�$.7��DQG�LWV�PXWDWHG�YHUVLRQV�ZLWK�WKH�FDWDO\WLF�GRPDLQ�RI�&,3.����)RU�WKH�����
ELQGLQJ�DVVD\�� WKH� SXULILHG�DQG�XQFOHDYHG� YHUVLRQV�$.7����� DQG�$.7����� RI� WKH�+LV�����
WDJJHG� $1.� GRPDLQ� ZHUH� LPPRELOL]HG� RQ� D� QLFNHO�FKHODWHG� ELRVHQVRU� WLS�� DQG� WKH�����
ELQGLQJ�RI�WKH�FRQVWLWXWLYHO\�DFWLYDWHG�IRUP�RI�WKH�&,3.���FDWDO\WLF�GRPDLQ��UHVLGXHV�������
WR� ����� KDUERULQJ� SKRVSKRPLPHWLF� PXWDWLRQ� 7KU���$VS� LQ� WKH� DFWLYDWLRQ� ORRS������
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&,3.��+$���&KDYHV�6DQMXDQ�HW�DO���������ZDV�UHFRUGHG�E\�ELROD\HU�LQWHUIHURPHWU\��,Q�����
WKLV� WHFKQLTXH�� DV� &,3.��+$� ELQGV� WR� WKH� LPPRELOL]HG� $1.� GRPDLQ�� LQFLGHQW� OLJKW�����
GLUHFWHG�WKURXJK�WKH�ELRVHQVRU�VKLIWV�DQG�FUHDWHV�D�TXDQWLILDEOH�LQWHUIHUHQFH�SDWWHUQ��$�����
TXDQWLWDWLYH�HTXLOLEULXP�FRQVWDQW��Kd�� FDQ�EH�PHDVXUHG�E\�DQDO\]LQJ� WKLV� UHVSRQVH�DW�����
GLIIHUHQW� OLJDQG�FRQFHQWUDWLRQV��6XOWDQD�DQG�/HH���������2XU�GDWD�VKRZ�WKDW� WKH�Kd�RI�����
WKH�ZLOG�W\SH�$1.�GRPDLQ�DQG�$.7�����ZLWK�&,3.��+$�DUH������±������µ0�DQG������±�����

�����µ0�UHVSHFWLYHO\� �6XSSOHPHQWDO�)LJ���%���7KHVH�YDOXHV�DUH�FRQVLVWHQW�ZLWK� WKRVH�����
UHSRUWHG� IRU� RWKHU� SK\VLRORJLFDOO\� UHOHYDQW� EXW� ZHDN� QRQ�REOLJDWH� SURWHLQ�SURWHLQ�����
LQWHUDFWLRQV� LQYROYHG� LQ� VLJQDO� WUDQVGXFWLRQ� SURFHVVHV� �1RRUHQ� DQG� 7KRUQWRQ�� ����������
.HVNLQ�HW�DO���������3HUNLQV�HW�DO����������7KHVH�UHVXOWV�VLJQLI\�WKDW�PXWDWLRQV�OHDGLQJ�WR�����
$.7�����IUDJPHQW�LPSURYH�WKH�LQWHUDFWLRQ�ZLWK�&,3.����&RQYHUVHO\��DV�REVHUYHG�LQ�WKH�����
<�+� DVVD\V�� ZH�ZHUH� QRW� DEOH� WR� GHWHFW� $.7����� ELQGLQJ� WR� &,3.��+$� E\� ELROD\HU�����
LQWHUIHURPHWU\��6XSSOHPHQWDO�)LJ���%�������
�����
6WUHQJWKHQLQJ� WKH� LQWHUDFWLRQ� EHWZHHQ� &,3.��� DQG� WKH� $1.� GRPDLQ� RI� $.7������
FRQWULEXWHV�WR�FKDQQHO�DFWLYDWLRQ������
3UHYLRXV�VWXGLHV�KDYH�VKRZQ�WKDW�WKH�SK\VLFDO�LQWHUDFWLRQ�EHWZHHQ�$.7��DQG�&,3.�������
LV�DEVROXWHO\�UHTXLUHG�IRU�FKDQQHO�DFWLYDWLRQ��;X�HW�DO���������/HH�HW�DO����������DQG�WKDW�����
WKH�$1.�GRPDLQ�RI�$.7��LV�FHQWUDO�IRU�WKLV�LQWHUDFWLRQ��/HH�HW�DO����������7R�LQYHVWLJDWH�����
ZKHWKHU� WKH� $1.� GRPDLQ� PHGLDWHV� WKH� UHFUXLWPHQW� RI� &,3.��� SULRU� WR� FKDQQHO�����
SKRVSKRU\ODWLRQ�DQG�DFWLYDWLRQ��ZH�FR�H[SUHVVHG� IXOO�OHQJWK�$.7��FKDQQHOV�KDUERULQJ�����
WKH� PXWDWHG� $.7����� DQG� $.7���� GRPDLQV�� WRJHWKHU� ZLWK� WKH� FDWDO\WLFDOO\� DFWLYDWHG�����
YHUVLRQ�RI�&,3.����&,3.��+$��LQ�Xenopus�RRF\WHV�DQG�PHDVXUHG�$.7��DFWLYLW\��)LJ������
���� &,3.��+$� ZDV� DEOH� WR� DFWLYDWH� ZLOG�W\SH� $.7�� WR� WKH� VDPH� OHYHO� DV� SUHYLRXVO\�����
VKRZQ� �/HH� HW� DO� ������� 1RWDEO\�� ZKLOH� $.7����� YDULDQW� LQFUHDVHG� FKDQQHO� DFWLYLW\�����
DERYH�WKDW�RI� WKH�ZLOG�W\SH�$.7���ZKHUHDV�WKH�$.7�����PXWDWLRQ�DOPRVW�DEROLVKHG� LW������
7KHVH� UHVXOWV� FRUUHODWH� ZHOO� ZLWK� WKH� <�+� GDWD� DQG� WKH� FDOFXODWHG� .G� YDOXHV� IRU� WKH�����
$1.�GRPDLQ�DQG�&,3.���LQWHUDFWLRQ�DQG�GHPRQVWUDWH�WKDW��L��WKH�LQWHUDFWLRQ�RI�&,3.�������
ZLWK� WKH� $1.� GRPDLQ� RI� $.7�� QRW� RQO\� IDFLOLWDWHV� EXW� LV� HVVHQWLDO� IRU� WKH� &,3.�������
PHGLDWHG� DFWLYDWLRQ� RI� WKH� FKDQQHO�� DQG� WKDW� �LL�� WKH� VWUHQJWK� RI� WKLV� LQWHUDFWLRQ�����
FRUUHODWHV�ZLWK�FKDQQHO�DFWLYDWLRQ�in vivo������
�����
7KH�$1.�GRPDLQ�RI�$.7��LV�QRW�HVVHQWLDO�IRU�.��WUDQVSRUW������
�����
7KH� SUHVHQFH� RI� $1.� GRPDLQV� LV� D� IHDWXUH� FRPPRQ� WR� VHYHUDO� WHWUDPHULF� FDWLRQ�����
FKDQQHOV�ZLWK�NQRZQ�VWUXFWXUH��DPRQJ�WKHP�WKH�QRQ�VHOHFWLYH�FDWLRQ�FKDQQHOV�753$������
�3DXOVHQ�HW�DO���������DQG�7539���*DR�HW�DO����������WKH�YROWDJH�JDWHG�SRWDVVLXP��.Y������
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FKDQQHOV��DQG� WKH� OLSLG�JDWHG�FDWLRQ�FKDQQHO�753&���7DQJ�HW�DO����������'HVSLWH� WKLV�����
VWUXFWXUDO� FRPPRQDOLW\�� WKH� UROH� RI� WKH� $1.� GRPDLQV� LQ� WKH� IXQFWLRQ� DQG�RU� WKH�����
UHJXODWLRQ�RI�WKHVH�FKDQQHOV�UHPDLQV�WR�EH�HOXFLGDWHG��7KHLU�KLJK�UHVROXWLRQ�VWUXFWXUHV�����
VKRZHG� WKDW� WKHVH� $1.� GRPDLQV� DUH� OLNHO\� HVVHQWLDO� IRU� FKDQQHO� DFWLYLW\� VLQFH� WKH\�����
GLVSOD\� LQWHUPROHFXODU� LQWHUDFWLRQV�EHWZHHQ� WKHP�DQG�ZLWK� RWKHU�GRPDLQV� RI� GLIIHUHQW�����
SURWRPHUV�PDNLQJ� XS� WKH� FKDQQHOV�� WKXV� FRQWULEXWLQJ� WR�PDFURPROHFXOH� VWDELOL]DWLRQ������
DQG�RU� EHLQJ� LQYROYHG� LQ� WKH� WUDQVGXFWLRQ� RI� LQIRUPDWLRQ� IURP� WKH� F\WRVROLF� GRPDLQ� WR�����
WKH� WUDQVPHPEUDQH�SRUH��2Q� WKH� FRQWUDU\��SUHYLRXVO\� UHSRUWHG�<�+�DQDO\VLV� VKRZHG�����
WKDW� ZKLOH� WKH� F\WRVROLF� GRPDLQ� RI� $.7�� LV� VHOI�DVVHPEOHG� LQWR� WHWUDPHUV�� WKH� $1.�����
GRPDLQ� GRHV� QRW� LQWHUDFW� ZLWK� WKH� RWKHU� GRPDLQV� FRPSULVLQJ� WKH� SURWHLQ� VWUXFWXUH� RI�����
$.7���'DUDP�HW�DO����������7R�GHWHUPLQH�ZKHWKHU�WKH�$1.�GRPDLQ�RI�$.7��LV�UHTXLUHG�����
IRU� .�� WUDQVSRUW�� ZH� WHVWHG� WKH� IXQFWLRQDOLW\� RI� IXOO�OHQJWK� $.7�� LQ� D� \HDVW� PXWDQW�����
GHIHFWLYH� LQ�.��XSWDNH�DQG�FRPSDUHG� LW� WR� WKDW�RI�D�PXWDWHG�$.7��SURWHLQ� ODFNLQJ�WKH�����
$1.�GRPDLQ��7KLV�DVVD\�KDV� WKH�DGYDQWDJH� WKDW� WKH�EDVDO�$.7�� WUDQVSRUW�DFWLYLW\� LQ�����
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WKH� DEVHQFH�RI�&,3.��� LV� UREXVW� HQRXJK� WR� VXSSRUW� \HDVW� JURZWK� DW� ORZ�H[WHUQDO�.������
FRQFHQWUDWLRQV�� OLNHO\� GXH� WR� ODUJH� QHJDWLYH�PHPEUDQH� SRWHQWLDOV� LQ�.��VWDUYHG� \HDVW�����
FHOOV�� 2XU� UHVXOWV� VKRZHG� WKDW� WKH� $.7�� FKDQQHO� ODFNLQJ� WKH� $1.� GRPDLQ� ZDV�����
IXQFWLRQDOO\� H[SUHVVHG� LQ� \HDVW� DQG� UHVWRUHG� FHOO� JURZWK� DW� ORZ� .�� FRQFHQWUDWLRQV�����
VLPLODUO\� WR� WKH� ZLOG�W\SH� FKDQQHO� �)LJ�� ���� 1H[W�� ZH� WHVWHG� WKH� IXQFWLRQDOLW\� RI� WKH�����
PXWDWHG�IRUPV�RI�WKH�FKDQQHO�OHDGLQJ�WR�$.7�����DQG�$.7������%RWK�PXWDWHG�FKDQQHOV�����
EHKDYHG�DV�WKH�ZLOG�W\SH�FKDQQHO��LQGLFDWLQJ�WKDW�WKH�PXWDWHG�SURWHLQV�ZHUH�H[SUHVVHG�����
DQG� WKDW� WKH� FKDQJH� LQ� WKH� SRODULW\� RI� WKH� $1.� GRPDLQ� GLG� QRW� DIIHFW� WKH� WUDQVSRUW�����
PHFKDQLVP�RI�WKH�FKDQQHO��)LJ������7RJHWKHU��WKHVH�UHVXOWV�VKRZ�WKDW�WKH�$1.�GRPDLQ�����
LV� QRW� HVVHQWLDO� IRU� $.7�� IXQFWLRQ� RU� VWDELOLW\� DQG� VXJJHVWV� WKDW� LW� ZRXOG� EH� PRVWO\�����
LQYROYHG� LQ� WKH� UHFUXLWPHQW� RI� UHJXODWRU\� SURWHLQV�� H�J�� &,3.���� WR� WKH� YLFLQLW\� RI� WKH�����
FKDQQHO�������
�����
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7KH�VWUXFWXUH�RI�WKH�FRPSOH[�EHWZHHQ�WKH�$1.�GRPDLQ�RI�$.7��DQG�WKH�FDWDO\WLF�����
GRPDLQ�RI�&,3.�������
�����
$WWHPSWV�WR�FU\VWDOOL]H�WKH�SURWHLQ�FRPSOH[�EHWZHHQ�WKH�$1.�GRPDLQ�RI�$.7��DQG�WKH�����
&,3.��� NLQDVH� ZHUH� XQVXFFHVVIXO�� ,QVWHDG�� ZH� WRRN� DGYDQWDJH� RI� WKH� VWUXFWXUDO�����
NQRZOHGJH� RI� WKH� $1.� GRPDLQ� RI� $.7�� DQG� RI� WKH� FDWDO\WLF� GRPDLQ� RI� &,3.�������
�&KDYHV�6DQMXDQ� HW� DO��� ������ WR� GHILQH� DQ� LQWHJUDWLYH� WKUHH�GLPHQVLRQDO� ZRUNLQJ�����
PRGHO�RI� WKLV� FRPSOH[��3UHYLRXV�<�+�GDWD� �/HH�HW�DO��� ������ VKRZHG� WKDW� WKH�KHOLFDO�����
OREH� RI� WKH� NLQDVH� GRPDLQ�ZDV� UHVSRQVLEOH� IRU� WKH� LQWHUDFWLRQ�ZLWK� WKH�$1.�GRPDLQ������
DQG�ZH�KDYH�VKRZQ�HDUOLHU�WKDW�UHVLGXHV�DW�ERWK�HQGV�RI�WKLV� OREH�FOXVWHU�WRJHWKHU�RQ�����
WKH�VWUXFWXUH�RI�&,3.����&KDYHV�6DQMXDQ�HW�DO����������)LJ���$�DQG�6XSSOHPHQWDO�)LJ������
6���� 7KLV� H[SHULPHQWDO� LQIRUPDWLRQ� VXEVWDQWLDOO\� LPSURYHG� WKH� SHUIRUPDQFH� RI� WKH�����
FRPSXWDWLRQDO� ZRUN�� DV� LW� SURYLGHG� DQ� H[SHULPHQWDO� FULWHULRQ� WR� GHILQH� WKH� UHVXOWLQJ�����
VWUXFWXUH�������
�����
7R�EXLOG�de-novo�WKH�WKUHH�GLPHQVLRQDO�VWUXFWXUH�RI�WKH�&,3.���$1.�GRPDLQ�FRPSOH[������
ZH�ILUVW�JHQHUDWHG�D�VHW�RI�PRGHOV�EDVHG�RQ�WKH�FU\VWDO�VWUXFWXUH�RI�&,3.���DQG�RI�WKH�����
$1.�GRPDLQ�WKDW�DFFRXQWHG�IRU�WKH�SUHGLFWHG�FRQIRUPDWLRQDO�YDULDELOLW\�RI�WKH�SURWHLQV������
7KHQ��ZH� VHOHFWHG� WKRVH� GRFNLQJ� VROXWLRQV� WKDW� FRUUHFWO\� LQYROYHG� WKH� H[SHULPHQWDOO\�����
GHWHUPLQHG�UHVLGXHV�DV�SDUWLFLSDQWV�LQ�WKH�LQWHUDFWLRQ��)LQDOO\��ZH�SHUIRUPHG�PROHFXODU�����
G\QDPLFV�VLPXODWLRQV�RQ�WKH�EHVW�VROXWLRQ�WR�RSWLPL]H�WKH�JHRPHWU\�RI�WKH�DPLQR�DFLG�����
VLGH�FKDLQV�LQYROYHG�LQ�WKH�LQWHUDFWLRQ��7KH�PRGHOHG�&,3.���$1.�FRPSOH[�GLVSOD\V�D�����
URFNLQJ�FKDLU�VKDSH�LQ�ZKLFK�WKH�NLQDVH�DFWLYH�VLWH�DQG�WKH�UHJXODWRU\�DFWLYDWLRQ�ORRS�RI�����
&,3.��� UHPDLQ� XQDOWHUHG� DQG� VROYHQW� DFFHVVLEOH� XSRQ� FRPSOH[� IRUPDWLRQ�� 7KLV�����
LQGLFDWHV� WKDW� WKH�&,3.��� IXQFWLRQ�ZRXOG�EH�XQDIIHFWHG�XSRQ�FRPSOH[� IRUPDWLRQ�DQG�����
WKDW�D�UHJXODWRU\�UROH�IRU�WKH�$1.�GRPDLQ�RQ�WKH�NLQDVH�DFWLYLW\�LV�QRW�H[SHFWHG�������
�����
7KH�PRGHOHG�VWUXFWXUH�LQGLFDWHV�WKDW�&,3.���DQG�WKH�$1.�GRPDLQ�LQWHUDFW�WKURXJK�WKH�����
FRQFDYH� VLGH� RI� WKH� $1.� GRPDLQ�� 7KH� WRWDO� EXULHG� DFFHVVLEOH� DUHD� SHU� SURWRPHU� LV�����
�����$��DQG�����RI�WKLV�RFFOXGHG�DUHD�FRUUHVSRQGV�WR�SRODU�UHVLGXHV��:DOODQFH�HW�DO������
������� 7KHVH� YDOXHV� DUH� VLPLODU� WR� WKRVH� H[SHFWHG� IRU� QRQ�REOLJDWH� ROLJRPHUV� LQ�����
VROXWLRQ� �1RRUHQ� DQG� 7KRUQWRQ�� ������ .ULVVLQHO� DQG� +HQULFN�� ������ 3HUNLQV� HW� DO�������
������������
�����
$FFRUGLQJ� WR� WKLV� PRGHO�� *OX���� DQG� *OX���� DUH� WRWDOO\� EXULHG� LQ� WKH� &,3.���$1.�����
LQWHUIDFH� PDNLQJ� SRODU� FRQWDFWV� ZLWK� &,3.��� �)LJ�� �%��� 7KLV� DJUHHV� ZLWK� RXU�����
ELRFKHPLFDO�GDWD�VKRZLQJ�WKDW�PXWDWLRQ�RI�ERWK�UHVLGXHV�WR�O\VLQH�LQ�$.7�����DEROLVKHV�����
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&,3.���$1.�LQWHUDFWLRQ�DQG�VXEVHTXHQW�DFWLYDWLRQ�RI�$.7���&RQYHUVHO\��WKH�HIIHFW�RI�����
PXWDWLRQV�$UJ���*OX�DQG�/\V���*OX�OHDGLQJ�WR�WKH�$.7�����YDULDQW�LV�PRUH�GLIILFXOW�WR�����
UDWLRQDOH� LQ� WHUPV� RI� RXU�PRGHO�� VLQFH� $UJ���� LV� QRW� LQYROYHG� LQ� WKH� LQWHUDFWLRQ� ZLWK�����
&,3.����ZKLOH�/\V����LV�K\GURJHQ�ERQGHG�WR�WKH�NLQDVH��)LJ���&��������
�����
� �����
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'LVFXVVLRQ������
�����
7KH�DXWRPDWLF� DQDO\VLV� RI� WKH�$.7��SURWHLQ� VHTXHQFH� �.HOOH\� HW� DO��� ������ VXJJHVWV�����
WKDW�WKH�RYHUDOO�VWUXFWXUH�RI�WKH�FKDQQHO�LV�VLPLODU�WR�WKRVH�RI�WKH�YROWDJH�JDWHG�.��(DJ������
FKDQQHO� �:KLFKHU� DQG� 0DF.LQQRQ�� ������ DQG� WKH� +&1�� K\SHUSRODUL]DWLRQ�DFWLYDWHG�����
FKDQQHO� �/HH� DQG� 0DF.LQQRQ�� ������� 7KHVH� VWUXFWXUHV� GLVSOD\� D� KRPRWHWUDPHULF�����
DUUDQJHPHQW�RI�VL[�WUDQVPHPEUDQH�VHJPHQWV�GLYLGHG�LQWR�WKH�YROWDJH�VHQVLQJ�PRGXOH�����
DQG� WKH� SRUH�IRUPLQJ� PRGXOH�� 7KH� ODVW� WUDQVPHPEUDQH� KHOL[� FRQQHFWV� WR� D� &1%'�����
GRPDLQ� WKURXJK�D�KHOLFDO� UHJLRQ� WKDW� FRXSOHV�PRWLRQV�RI� WKH�&1%'�ZLWK� WKRVH�RI� WKH�����
FKDQQHO� PDFKLQHU\�� %RWK� WKH� KHOLFDO� UHJLRQ� DQG� WKH� &1%'� GLVSOD\� D� WHWUDPHULF�����
TXDWHUQDU\�VWUXFWXUH�IRUPLQJ�WZR�FRQVHFXWLYH�OD\HUV�EHORZ�WKH�WUDQVPHPEUDQH�PRLHW\�����
�)LJ������$OWKRXJK�WKHUH�DUH�QR�KLJK�UHVROXWLRQ�VWUXFWXUHV�RI�KRPRORJRXV�FKDQQHOV�ZLWK�����
D�&�WHUPLQDO�HQG�FRQWDLQLQJ�$1.�DQG�.+$�GRPDLQV�� LW�KDV�EHHQ�VKRZQ�WKDW�WKH�.+$�����
GRPDLQ� LV� LQYROYHG�LQ�WKH�PDLQWHQDQFH�RI�WKH�WHWUDPHULF�VWUXFWXUH�RI�WKH�F\WRVROLF�SDUW�����
RI�WKH�FKDQQHO�WKURXJK�LQWHUDFWLRQV�ZLWK�WKH�&1%+'�IURP�D�QHLJKERULQJ�VXEXQLW��ZKLOH�����
WKH�$1.�GRPDLQ�QHLWKHU�LQWHUDFWV�ZLWK�RWKHU�GRPDLQV�RI�WKH�FKDQQHO�QRU�VHOI�DVVRFLDWHV�����
�'DUDP�HW�DO����������6XSSOHPHQWDO�)LJ��6���� ,QGHHG��ZH�KDYH�VKRZQ�WKDW�GHOHWLRQ�RI�����
WKH�$1.�GRPDLQ�GLG�QRW�VXSSUHVV�FKDQQHO�DFWLYLW\�in vivo��)LJ������7RJHWKHU��WKHVH�GDWD�����
LQGLFDWH�WKDW�WKH�$1.�GRPDLQ�ZRXOG�EH�IXOO\�DYDLODEOH�WR�LQWHUDFW�ZLWK�&,3.���DQG�WKDW�����
WKLV� LQWHUDFWLRQ� ZRXOG� QRW� DIIHFW� WKH� WHWUDPHULF� JOREXODU� VWUXFWXUH� PDGH� XS� E\� WKH�����
WUDQVPHPEUDQH�GRPDLQ��WKH�&1%+'�DQG�WKH�.+$�GRPDLQV��7KLV�SURYLGHV�D�PRGHO�LQ�����
ZKLFK� WKH�$1.�GRPDLQ� IXQFWLRQV�DV�D�VWUXFWXUDO�SODWIRUP� IRU� WKH� WUDQVLWRU\�GRFNLQJ�RI�����
WKH� &,3.��� NLQDVH� GRPDLQ� WR� WKH� YLFLQLW\� RI� WKH� FKDQQHO�� $FFRUGLQJ� WR� HDUOLHU�����
ELRFKHPLFDO� HYLGHQFH� �/HH� HW� DO��� ������ DQG� RXU� VWUXFWXUDO� GDWD� �)LJ�� �$��� WKLV�����
DVVRFLDWLRQ�ZRXOG�QRW�KLQGHU� WKH� FDWDO\WLF�DFWLYLW\� RI�&,3.����EXW� LW� FRXOG�HQKDQFH� LW������
:H�KDYH�VKRZQ�EHIRUH�WKDW�WKH�NLQDVH�LV�FRQVWLWXWLYHO\�LQDFWLYH��&KDYHV�6DQMXDQ�HW�DO�������
������ RU� GLVSOD\V� ZHDN� DFWLYLW\� LQ� FRPSDULVRQ� ZLWK� RWKHU� NLQDVHV� RI� WKH� IDPLO\�����
�+DVKLPRWR� HW� DO��� ������� 5HFRQVWLWXWLRQ� RI� WKH� $.7��&,3.��� PRGXOH� LQ� Xenopus�����
RRF\WHV�VKRZHG�WKDW�WKH�VWUHQJWK�RI�WKH�SK\VLFDO�LQWHUDFWLRQ�EHWZHHQ�WKH�$1.�GRPDLQ�����
RI� $.7�� DQG� &,3.��� XOWLPDWHO\� GHWHUPLQHG� WKH� DELOLW\� RI� WKH� NLQDVH� WR� DFWLYDWH� WKH�����
FKDQQHO��)LJ������+HQFH��ZH�VXJJHVW�WKDW�WKH�SK\VLFDO�LQWHUDFWLRQ�ZLWK�WKH�$1.�GRPDLQ�����
DQG� WKH� SUR[LPLW\� WR� WKH� FKDQQHO� VXEVWUDWH�ZRXOG� SURPRWH� $.7�� SKRVSKRU\ODWLRQ� E\�����
LQFUHDVLQJ�ORFDOO\�WKH�HQ]\PH�DQG�VXEVWUDWH�FRQFHQWUDWLRQ�������
�����
:KLOH� &,3.���� &,3.�� DQG� &,3.��� LQWHUDFW� ZLWK� $.7�� �;X� HW� DO��� ������ /HH� HW� DO�������
�������RQO\�&,3.���LV�UHVSRQVLEOH�IRU�*25.�DFWLYDWLRQ��)RUVWHU�HW�DO����������2XU�GDWD�����
VXJJHVW�WKDW�WKH�VHTXHQFH�YDULDELOLW\�RI�WKH�UHVLGXHV�PDNLQJ�XS�WKH�LQWHUDFWLRQ�VXUIDFH�����
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RI� WKH� $1.� GRPDLQ� RI� SODQW� 9*� FKDQQHOV�PD\� SURYLGH� WKH� EDVLV� IRU� VXFK� VSHFLILFLW\�����
�)LJ����DQG����6XSSOHPHQWDO )LJ������7KH�UHJXODWLRQ�RI�$.7���DQG�DOVR�*25.��LQFOXGHV�����
PDQ\�GLIIHUHQW�PROHFXODU�SDUWQHUV��KRUPRQHV�� LRQV�DQG�SRVWWUDQVODWLRQDO�PRGLILFDWLRQV�����
WKDW� HQVXUH� D� ILQHO\� WXQHG� VLJQDO� RXWSXW� LQ� UHVSRQVH� WR� D� SDUWLFXODU� LQSXW� �6DQFKH]�����
%DUUHQD� HW� DO��� ������ ;LD� HW� DO��� ������ (GHO� DQG� .XGOD�� ������ /HIRXORQ� HW� DO��� ����������
%HKHUD�HW�DO���������&KHUHO�DQG�*DLOODUG��������)RUVWHU�HW�DO����������+HQFH��WKH�&,3.�����
$1.� GRPDLQ� LQWHUDFWLRQ� PD\� UHSUHVHQW� DQ� DGGLWLRQDO� FRPSRQHQW� RI� D� FRPSOH[� DQG�����
PXOWLYDOHQW�VHW�RI�LQWHUDFWLRQV�UHTXLUHG�WR�DFKLHYH�VSHFLILFLW\�IRU�FKDQQHO�DFWLYDWLRQ��)LJ������
���������
�����
7KH� MRLQHG� DQDO\VLV� RI� RXU� VWUXFWXUDO� DQG� ELRFKHPLFDO� GDWD� VKRZV� WKDW� WKH� VKDOORZ�����
QDWXUH�RI�WKH�FRQFDYH�VLGH�RI�$1.�GRPDLQ�RI�$.7��SURYLGHV�DQ�DOPRVW�IODW�LQWHUIDFH�WR�����
LQWHUDFW� ZLWK� WKH� FDWDO\WLF� GRPDLQ� RI� &,3.��� �)LJ�� �� DQG� �$��� 7KLV� WRSRORJ\� DQG� WKH�����
HOHFWURVWDWLF�QDWXUH�RI�WKH�LQWHUIDFH��)LJ�����VXJJHVW�WKDW�WKH�SURWHLQ�SURWHLQ�LQWHUDFWLRQ�����
ZRXOG�QRW�EH�UHVWULFWLYH��.ULVVLQHO�DQG�+HQULFN���������+RZHYHU��RXU�GDWD�VKRZ�WKDW�WKH�����
SURSHUWLHV�RI� WKH�&,3.���ELQGLQJ�VLWH�DW� WKH�$1.�GRPDLQ�SURYLGHV� VSHFLILFLW\� IRU� WKLV�����
NLQDVH� YHUVXV� RWKHU� &,3.V� �)LJ�� ���� +RZHYHU�� LW� VKRXOG� EH� QRWHG� WKDW� SUHYLRXV�����
ELRFKHPLFDO� GDWD� VKRZ� WKDW� WKH� VSHFLILFLW\� RI� WKH� LQWHUDFWLRQ� EHWZHHQ� $.7�� DQG�����
GLIIHUHQW�&,3.V�PD\�QRW�OD\�H[FOXVLYHO\�LQ�WKH�LQWHUDFWLRQ�EHWZHHQ�LQGLYLGXDO�&,3.V�DQG�����
$.7��� ,QVWHDG�� WKH� SK\VLFDO� LQWHUDFWLRQ�EHWZHHQ� D�SDUWLFXODU�&%/�&,3.�FRPSOH[� DQG�����
$.7��FRXOG�EH�WKH�NH\�WR�VHOHFWLYHO\�DFWLYDWH�WKH�WDUJHW�FKDQQHO��;X�HW�DO���������/HH�HW�����
DO��� ������� 3KRVSKRU\ODWLRQ� RI� &%/V� E\� WKHLU� LQWHUDFWLQJ� &,3.V� LV� D� FRPPRQ� HYHQW�����
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QHHGHG� IRU� WKH� IXOO� FRPSHWHQFH� RI� WKH� &,3.�&%/� PRGXOH� WR� UHJXODWH� WKHLU� WDUJHW�����
SURWHLQV��'X�HW�DO����������+DVKLPRWR�HW�DO����������DQG�FRXOG�DOVR�KHOS�WR�VWDELOL]H�WKH�����
&,3.�&%/�FRPSOH[��/LQ�HW�DO���������'X�HW�DO����������$FFRUGLQJO\��SKRVSKRU\ODWLRQ�RI�����
&%/�� E\� &,3.��� LV� DEVROXWHO\� UHTXLUHG� IRU� WKH� &%/��GHSHQGHQW� HQKDQFHPHQW� RI�����
&,3.���DFWLYLW\� WRZDUG� LWV�VXEVWUDWH�DQG�WKH� in vivo DFWLYDWLRQ�RI� WKH�$.7��FKDQQHO� LQ�����
RRF\WHV� �+DVKLPRWR� HW� DO��� ������� +RZHYHU�� &%/�� FDQ� LWVHOI� LQWHUDFW� ZLWK� $.7������
LQGHSHQGHQWO\�RI�&,3.��� �*UHIHQ�DQG�%ODWW�� ������� DOWKRXJK� WKH�ELQGLQJ� VLWH�KDV�QRW�����
EHHQ� LGHQWLILHG��%HFDXVH�&,3.���XVHV�GLIIHUHQW�GRPDLQV� WR� LQWHUDFW�ZLWK�SDUWQHUV�� L�H������
WKH� FDWDO\WLF� NLQDVH� GRPDLQ� WR� ELQG� WKH� $1.� GRPDLQ� RI� $.7��� DQG� WKH� ),6/�1$)�����
GRPDLQ� WR� ELQG� ZLWK� &%/����� FRQFHLYDEO\�� $.7��� &,3.��� DQG� &%/���� FRXOG� IRUP� D�����
PXOWLSURWHLQ� FRPSOH[� YLD� RQH�WR�RQH� LQWHUDFWLRQV�� WKHUHE\� SURYLGLQJ� HQKDQFHG� WDUJHW�����
VSHFLILFLW\� WR� WKH�&,3.�&%/�PRGXOH�� +RZHYHU�� &%/�� DQG�&%/���� ZKLFK� GR� QRW� ELQG�����
&,3.���� DOVR� LQWHUDFWHG� ZLWK� $.7�� �*UHIHQ� DQG� %ODWW�� ������ 5HQ� HW� DO��� ������ DQG�����
VWUXFWXUDO�DQDO\VHV�RI�&,3.�&%/�FRPSOH[HV�KDYH�VKRZQ�WKDW�WKH�),6/�1$)�GRPDLQ�RI�����
WKH�ERXQG�&,3.�RFFXSLHV�WKH�K\GURSKRELF�FOHIW�WKDW�HQDEOHV�WKH�&%/�WR�ELQG�SDUWQHUV�����
�6DQFKH]�%DUUHQD� HW� DO��� ������$NDERVKL� HW� DO��� ������� 7KLV� VXJJHVWV� WKDW� ELQGLQJ� RI�����
&,3.��� DQG� RI� $.7�� WR� &%/���� FRXOG� EH� PXWXDOO\� H[FOXVLYH�� 6XSSRUWLQJ� WKLV� YLHZ������
&%/��� FRPSHWHG�ZLWK� &,3.��� IRU� ELQGLQJ� WR� $.7�� DQG� QHJDWLYHO\�PRGXODWHG� $.7������
DFWLYLW\� �5HQ� HW� DO��� ������� ,Q� FRQFOXVLRQ�� KRZ� WKH� UHTXLUHG� VSHFLILFLW\� LV� DFKLHYHG� WR�����
HQVXUH� QRQ�SURPLVFXRXV� LQWHUDFWLRQV� EHWZHHQ� &,3.��� DQG� WKH� YDULRXV� $UDELGRSVLV�����
FKDQQHOV� FRQWDLQLQJ� WKH� $1.� GRPDLQ� GHVHUYHV� IXUWKHU� UHVHDUFK�� $OO� WRJHWKHU�� GDWD�����
DYDLODEOH�VXJJHVWV�WKDW�WKH�&,3.���$1.�GRPDLQ�LQWHUDFWLRQ��WRJHWKHU�ZLWK�RWKHU�VHWV�RI�����
PXOWLSOH�DQG�VLPXOWDQHRXV�ORZ�DIILQLW\�LQWHUDFWLRQV��)LJ������FRXOG�SURYLGH�D�UHJXODWLRQ�RI�����
.��KRPHRVWDVLV� WKDW�ZRXOG� RFFXU� RQO\�ZKHQ� WKH� LQWHUDFWLQJ�SDUWQHUV�PHHW� DW� WKH� FHOO�����
PHPEUDQH�LQ�WKH�YLFLQLW\�RI�$.7���7KLV�VLWXDWLRQ�HQVXUHV�DQ�HIIHFWLYH�DFWLYDWLRQ�RI�WKH�����
FKDQQHO�DQG�ZDUUDQWV�WKH�YHUVDWLOLW\�RI�WKH�LQWHUDFWLQJ�SDUWQHUV�WR�SDUWLFLSDWH�LQ�GLIIHUHQW�����
UHJXODWRU\�SURFHVV�������
�����
)LQDOO\��WKH�GLVFRYHU\�RI�SRLQW�PXWDWLRQV�LQ�WKH�VXUIDFH�RI�WKH�$1.�GRPDLQ�RI�$.7��WKDW�����
LPSURYHV� .�� WUDQVSRUW� DFWLYLW\� E\� VWUHQJWKHQLQJ� WKH� LQWHUDFWLRQ� ZLWK� &,3.���� PD\�����
UHSUHVHQW� D� UHOHYDQW� ELRWHFKQRORJLFDO� WRRO� IRU� WKH� JHQHUDWLRQ� RI� SODQW� FURSV� ZLWK�����
HQKDQFHG�SHUIRUPDQFH�XQGHU�.��QXWULHQW�OLPLWDWLRQ�RU�RWKHU�HQYLURQPHQWDO�VWUHVVHV������
�����
0DWHULDOV�DQG�0HWKRGV�����
�����
%LR�OD\HU�LQWHUIHURPHWU\������
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7KH�LQWHUDFWLRQ�EHWZHHQ�WKH�$1.�GRPDLQ�RI�$.7��DQG�WKH�FDWDO\WLF�GRPDLQ�RI�&,3.�������
ZDV� PHDVXUHG� E\� ELR�OD\HU� LQWHUIHURPHWU\� XVLQJ� D� VLQJOH� FKDQQHO� %/,W]� V\VWHP�����
�)RUWH%LR��� +LVWLGLQH�WDJJHG� $1.� GRPDLQ� DQG� WKH�PXWDWHG� GRPDLQV� $.7����� �5���(�����
.���(��DQG�$.7������(���.��(���.�(���.��DW�����PJ�PO�ZHUH� LPPRELOL]HG�RQ�D�1L�����
FKHODWHG�ELRVHQVRU�WLSV��DQG�WKH�SXULILHG�GRPDLQ�RI�&,3.���DW�WKUHH�ZDV�DGGHG�WR�WKH�����
ELRVHQVRU� DW� GLIIHUHQW� FRQFHQWUDWLRQV� WR� HVWLPDWH� WKH� DIILQLW\� FRQVWDQW� DW� URRP�����
WHPSHUDWXUH��(DFK� ELQGLQJ� UHDFWLRQ�ZDV� FDUULHG�RXW� LQ� ��P0�7ULV�+&O� S+����� ��P0�����
1D&O�DQG�FRQVLVWHG�RI�D����V�EDVHOLQH�� IROORZHG�E\�D�����V�DVVRFLDWLRQ�SKDVH�DQG�D�����
����V�GLVVRFLDWLRQ�SKDVH��%/,W]�3UR�VRIWZDUH�ZDV�XVHG�WR�GHWHUPLQH�UDWH�FRQVWDQWV�IRU�����
QHW� DVVRFLDWLRQ� DQG�GLVVRFLDWLRQ�� WKH�HTXLOLEULXP�GLVVRFLDWLRQ� FRQVWDQW� DV� WKH� UDWLR� RI�����
WKHVH�YDOXHV��DQG�JRRGQHVV�RI�RYHUDOO�ILW��.LQHWLF�DQG�DIILQLW\�FRQVWDQWV�ZHUH�FDOFXODWHG�����
DW�&,3.���FRQFHQWUDWLRQV�RI����������DQG���µ0��RQO\�WKRVH�ELQGLQJ�UHDFWLRQV�SURGXFLQJ�����
JRRGQHVV� RI� ILW� YDOXHV� RI�;�� DQG�5�� ORZHU� WKDQ� �� DQG� JUHDWHU� WKDQ������ UHVSHFWLYHO\�����
ZHUH�VHOHFWHG�IRU�WKH�FDOFXODWLRQV������
�����
6L]H�([FOXVLRQ�&KURPDWRJUDSK\��6(&������
7KH�ROLJRPHULF�VWDWH�RI�WKH�$1.�GRPDLQ�RI�$.7��ZDV�GHWHUPLQHG�E\�6(&�XVLQJ�D�%LR�����
6LOHFW�6(&�������&ROXPQ��%LR5DG�/DE��86$��HTXLOLEUDWHG� LQ����P0�7ULV�+&O�S+����������
����P0�1D&O����P0�'77�DQG�FRPSDULQJ�WKH�HOXWLRQ�WLPH�ZLWK�WKDW�RI�WKH�*HO�)LOWUDWLRQ�����
6WDQGDUG��%LR5DG�/DE��86$�������
�����
<HDVW�7ZR�+\EULG�([SHULPHQWV�����
CIPK23�DQG�AKT1F\W�F'1$V�VXEFORQHG�LQWR�WKH�S*%7��%6�DQG�WKH�S*$'�*+�YHFWRUV�����
UHVSHFWLYHO\��KDYH�EHHQ�GHVFULEHG�HOVHZKHUH��*HLJHU�HW�DO����������F'1$V�RI�&,3.�������
DQG�&,3.���LQ�S*$'�*+��.LP�HW�DO�������ZHUH�LVRODWHG�DQG�WUDQVIHUUHG�WR�S*%7��%6������
7KH�$.7�F\W�PXWDQWV�$.7����� �(���.�(���.�(���.�� DQG�$.7����� �5���(�.���(������
ZHUH� JHQHUDWHG� E\� 3&5� XVLQJ� S*$'�*+� $.7�F\W� DV� WHPSODWH�� 3ODVPLGV� ZHUH�����
FRWUDQVIRUPHG� LQWR� Saccharomyces cerevisiae� $+���� VWUDLQ� �MATa trp1-901 leu2-����
3,112 ura3-52 his3-200� gal4 gal80 URA3::MEL1UAS-MEL1TATALacZ ����
LYS2::GAL1UAS-GAL1TATA-HIS3 GAL2UAS-GAL2TATA-ADE2�� IROORZLQJ� VWDQGDUG�����
3(*�/L$F� PHWKRGV� DQG� FRORQLHV� ZHUH� VHOHFWHG� RQ� \HDVW� V\QWKHWLF� GH[WURVH� �6'������
PLQLPDO� PHGLXP� ODFNLQJ� OHXFLQH� DQG� WU\SWRSKDQ� �6'�/7��� 7R� WHVW� LQWHUDFWLRQ������
WUDQVIRUPDQW� FRORQLHV� RI� HDFK� FRPELQDWLRQ� RI� SODVPLGV� ZHUH� JURZQ� LQ� OLTXLG� 6'�/7�����
PHGLXP� DQG� ���IROG� VHULDO� GLOXWLRQV� ZHUH� VSRWWHG� RQ� 6'� SODWHV� ODFNLQJ� OHXFLQH� DQG�����
7U\SWRSKDQ� DQG� KLVWLGLQH� �6'�/7+��� <HDVW� FHOOV� ZHUH� LQFXEDWHG� DW� ���&� IRU� �� GD\V������
(PSW\�YHFWRUV�ZHUH�FRWUDQVIRUPHG�DV�QHJDWLYH�FRQWUROV�������
�����
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)XQFWLRQDO�H[SUHVVLRQ�RI�$.7��LQ�\HDVW�����
$.7�� ZDV� H[SUHVVHG� LQ� WKH Saccharomyces cerevisiae� VWUDLQ� ���� �MATD������
ena1ǻ::HIS3::ena4ǻ, leu2, ura3, trp1, ade2, trk1ǻ, trk2::S&.����%DQXHORV�HW�DO��������������
:LOG�W\SH� $.7�� DQG� PXWDQW� AKT1¨ANK� F'1$V� VXEFORQHG� LQ� WKH� \HDVW� H[SUHVVLRQ�����
YHFWRU� S)/��� �6HQWHQDF� HW� DO��� ������ ZHUH� WUDQVIRUPHG� LQ� WKH� VWUDLQ� ���� IROORZLQJ�����
VWDQGDUG� 3(*�/L$F�PHWKRGV� DQG� FRORQLHV� ZHUH� VHOHFWHG� RQ� \HDVW� V\QWKHWLF�PLQLPDO�����
PHGLXP� ODFNLQJ� XUDFLO�� <HDVW� FHOOV� ZHUH� URXWLQHO\� JURZQ� LQ� \HDVW� SHSWRQH� GH[WURVH�����
PHGLXP�� ��� �Z�Y�� \HDVW� H[WUDFW�� ��� �Z�Y�� SHSWRQH�� DQG� ��� �Z�Y�� JOXFRVH� RU� 6'�����
PLQLPDO� PHGLXP� VXSSOHPHQWHG� ZLWK� ��� PP� .&O�� *URZWK� WHVWV� LQ� ORZ�.�� ZHUH�����
SHUIRUPHG�LQ�WKH�DONDOL�FDWLRQ�IUHH�PHGLXP�$3��5RGULJXH]�1DYDUUR�DQG�5DPRV������������
VROLGLILHG� ZLWK� ��� �Z�Y�� QREOH� DJDU� �'LIFR�� DQG� VXSSOHPHQWHG� ZLWK� .&O� DW� WKH�����
FRQFHQWUDWLRQV�LQGLFDWHG������
�����
&U\VWDOORJUDSK\�����
'HWDLOV� LQ� *HQH� FORQLQJ�� SURWHLQ� H[SUHVVLRQ�� SXULILFDWLRQ� DQG� FU\VWDOOL]DWLRQ� RI� WKH�����
DQN\ULQ� GRPDLQ� RI� $UDELGRSVLV� $.7�� �UHVLGXHV� IRUP� ���� WR� ����� FDQ� EH� IRXQG� LQ�����
&KDYHV�6DMXDQ� HW� DO�� ����� �&KDYHV�6DQMXDQ� HW� DO��� ������� 7R� VXPPDUL]H�� DPSOLILHG�����
JHQH�SURGXFW�ZDV�FORQHG�LQWR�S(7���D�YHFWRU��RYHUH[SUHVVHG�LQ�Escherichia coli�VWUDLQ�����
5RVHWWD� ��'(��� S/\V6� �1RYDJHQ�� DQG� SXULILHG� E\� 1L���17$� DJDURVH� EHDGV� DIILQLW\�����
FKURPDWRJUDSK\� IROORZHG� E\� VL]H� H[FOXVLRQ� FKURPDWRJUDSK\�� 3XUH� SURWHLQ� ZDV�����
FRQFHQWUDWHG�WR����PJ�PO���LQ�D�EXIIHU�FRQWDLQLQJ����PM�+HSHV�S+����������PM�1D&O�����
DQG� ���� PM� 7&(3� DQG� FU\VWDOOL]HG� E\� VLWWLQJ�GURS� YDSRU�GLIIXVLRQ� WHFKQLTXHV� E\�����
HTXLOLEUDWLQJ� D� PL[WXUH� RI� �� PO� RI� SURWHLQ� VROXWLRQ� DQG� �� PO� RI� SUHFLSLWDQW� VROXWLRQ�����
FRQWDLQLQJ�����3(*����������M�7ULV��S+������DQG�����M�0J&O���&U\VWDOV�JUHZ�LQ�WKUHH�����
GD\V�DW�URRP�WHPSHUDWXUH��&U\VWDOV�ZHUH�FU\RSURWHFWHG�ZLWK�WKH�FU\VWDOOL]DWLRQ�VROXWLRQ�����
VXSSOHPHQWHG�ZLWK������v�v��JO\FHURO������
$�FRPSOHWH�GLIIUDFWLRQ�GDWD�VHW�ZDV�FROOHFWHG�DW�(65)�EHDPOLQH�,'������VHH�GHWDLOV�LQ�����
6XSSOHPHQWDO�7DEOH�����'LIIUDFWLRQ�GDWD�ZHUH�SURFHVVHG�ZLWK�;'6��.DEVFK��������DQG�����
PHUJHG� ZLWK� 6&$/$� IURP� WKH� &&3�� SDFNDJH� �&ROODERUDWLYH� &RPSXWDWLRQDO� 3URMHFW������
1XPEHU����������������
7KH�VWUDWHJ\�XVHG�WR�VROYH�$1.�GRPDLQ�RI�$.7��VWUXFWXUH�ZDV�PROHFXODU�UHSODFHPHQW�����
ZLWK�WKH�SURJUDP�3+$6(5��0F&R\�HW�DO���������XVLQJ�WKH�FRRUGLQDWHV�IURP�D�GHVLJQHG�����
$QN\ULQ�GRPDLQ �3'%�FRGH���;(+���.UDPHU�HW�DO����������6HYHUDO�F\FOHV�RI�UHVWUDLQHG�����
UHILQHPHQW�ZLWK�3+(1,;��$GDPV�HW�DO���������DQG�LWHUDWLYH�PRGHO�EXLOGLQJ�ZLWK�&227�����
�(PVOH\�DQG�&RZWDQ��������ZHUH�UHTXLUHG�WR�REWDLQ�WKH�ILQDO�PRGHOV�ZKHUH�WKH�ZDWHUV�����
ZHUH�DOVR�PRGHOOHG��'DWD�FROOHFWLRQ��GDWD�SURFHVVLQJ�DQG�PRGHO� UHILQHPHQW�VWDWLVWLFV�����
DUH� VXPPDUL]HG� LQ� 6XSSOHPHQWDO� 7DEOH� ��� 7KH� VWHUHRFKHPLVWU\� RI� WKH� PRGHOV� ZDV�����
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YHULILHG�ZLWK�0RO3URELW\�DQG�)LJXUHV�RI�PROHFXODU�PRGHOV�ZHUH�SURGXFHG�XVLQJ�3\02/�����
�7KH�3\02/�0ROHFXODU�*UDSKLFV�6\VWHP��9HUVLRQ���������6FKU|GLQJHU��//&��������
�����
([SUHVVLRQ� RI� UHFRPELQDQW� SURWHLQV� LQ� Xenopus� RRF\WHV� DQG�����
HOHFWURSK\VLRORJLFDO�SURFHGXUHV������
7KH�F'1$V�RI�$.7���$.7������$.7�����DQG�&,3.��+$��VXEFORQHG�GRZQVWUHDP�RI�WKH�����
7�� SURPRWHU� LQ� WKH� YHFWRU� S1%�X� �0DF$XOD\� HW� DO��� ������� ZHUH� XVHG� WR� V\QWKHVL]H�����
F51$�LQ�YLWUR�XVLQJ�WKH�P0HVVDJH�P0DFKLQH�7��SRO\PHUDVH�NLW��$PELRQ�(XURSH�/WG�������
8.������J�RI� F'1$V�$.7���$.7�����DQG�$.7�����ZHUH� OLQHDUL]HG�ZLWK� WKH� UHVWULFWLRQ�����
HQ]\PH�Not,� ZKHUHDV� WKDW� RI� &,3.��+$� ZDV� OLQHDUL]HG� ZLWK�NdeO�� 7KH� TXDOLW\� DQG�����
SXULW\�RI�F51$V�ZHUH�GHWHUPLQHG�E\�DEVRUEDQFH�DW�����DQG�����QP��1DQR'URS�1'�����
������1DQR'URS�7HFKQRORJLHV��:LOPLQJWRQ��86$���7KH�LQWHJULW\�DQG�VL]H�RI�WKH�SXULILHG�����
51$V� ZHUH� FKHFNHG� E\� DJDURVH� JHO� HOHFWURSKRUHVLV� ������� XQGHU� GHQDWXULQJ�����
FRQGLWLRQV������
)RU�HOHFWULFDO�UHFRUGLQJV�RI�$.7��DFWLYLW\�����QO�RI�D�F51$�PL[WXUH�FRQWDLQLQJ����QJ�RI�����
ZLOG�W\SH�RU�PXWDQW�YHUVLRQV�RI�$.7��DQG����QJ�RI�&,3.��+$�RU����QO�RI�GLVWLOOHG�ZDWHU�����
�FRQWURO�� ZHUH� LQMHFWHG� LQ� GHIROOLFXODWHG� RRF\WHV� RI�Xenopus laevis� XVLQJ� D� 1DQROLWHU�����
����� $XWRPDWLF� ,QMHFWRU� �:RUOG� 3UHFLVLRQ� ,QVWUXPHQWV� ,QF��� 86$��� ,QMHFWHG� RRF\WHV�����
ZHUH�PDLQWDLQHG�DW����&� LQ�1'���VROXWLRQ� ����P0�1D&O����P0�.&O����P0�&D&O���������
P0�0J&O������P0�+HSHV�1D2+�S+������7ZR�WR�WKUHH�GD\V�DIWHU�LQMHFWLRQ��WKH�FXUUHQWV�����
ZHUH� PHDVXUHG� DW� ���&� �URRP� WHPSHUDWXUH�� LQ� WZR�HOHFWURGH� YROWDJH�FODPS� �7(9&������
H[SHULPHQWV� XVLQJ� WKH� *HQHFODPS� ���� DPSOLILHU� �$[RQ� ,QVWUXPHQWV�� 86$��� 9ROWDJH�����
FRQWURO��GDWD�DFTXLVLWLRQ�DQG�GDWD�DQDO\VHV�ZHUH�FDUULHG�RXW�ZLWK� WKH�VRIWZDUH�3XOVH������
3XOVHILW� �+(.$�� /DPEUHFKW� ��3IDO]��*HUPDQ\���$OO� HOHFWURGHV�ZHUH� ILOOHG�ZLWK� �0�.&O�����
VROXWLRQ��7(9&�UHFRUGLQJV�ZHUH�REWDLQHG�XVLQJ�D�EDWK�VROXWLRQ�FRQWDLQLQJ���P0�0J&O�������
�� P0� &D&O�� DQG� ��� P0� 7ULV�+&O�� S+� ���� ZLWK� WKH� DGGLWLRQ� RI� ���� P0� .&O�� 3XOVH�����
SURWRFROV� XVHG� D� KROGLQJ� SRWHQWLDO� RI� ���� P9�� IROORZHG� E\� D� WHVW� SXOVH� WR� GLIIHUHQW�����
YROWDJH�VWHSV�IURP������WR�����P9�LQ����P9�LQFUHPHQWV�GXULQJ�����PV��VHSDUDWHG�E\�����
LQWHUYDOV�RI���VHFRQGV������
�����
3URWHLQ�SURWHLQ�GRFNLQJ������
�����
Activated CIPK23 kinase model�� 6WDUWLQJ� IURP� WKH� FU\VWDOORJUDSKLF� VWUXFWXUH� RI� WKH�����
&,3.���NLQDVH�GRPDLQ�LQ�WKH� LQDFWLYH�FRQIRUPDWLRQ��3'%�LG���&=7���&KDYHV�6DQMXDQ�����
HW�DO����������ZH�HPSOR\HG�02'(//(5��:HEE�DQG�6DOL�������� WR�JHQHUDWH�DQ�DFWLYH�����
IRUP�RI�WKH�HQ]\PH�EDVHG�RQ�WKH�VWUXFWXUH�RI�WKH�Rattus norvegicus��¶�$03�DFWLYDWHG�����
SURWHLQ�NLQDVH�Į��VXEXQLW��3'%�LG���&)+���2QO\�DFWLYDWLRQ�UHODWHG�PRWLIV�ZHUH�PRGHOHG�����
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�L�H�� WKH� JO\FLQH�ULFK� ORRS�� WKH� K\GURSKRELF� VSLQH�� WKH� DFWLYDWLRQ� ORRS� DQG� WKH�����
HOHFWURVWDWLF� ORFN��� 7KH� UHVXOWLQJ� PRGHO� ZDV� VXSHULPSRVHG� RQWR� WKH� VWUXFWXUH� RI� WKH�����
0Q���$73�KXPDQ� 3.$� FRPSOH[� �3'%� ,'� �$73�� WR� PRGHO� WKH� ERXQG� $73� DQG�����
PDJQHVLXP�LRQV��7KH�UHFRQVWUXFWHG�DFWLYDWHG�0J���$73�&,3.���VWUXFWXUH�ZDV�UHILQHG�����
XVLQJ� D� VWDQGDUG� SURWRFRO� RI� HQHUJ\� PLQLPL]DWLRQ� DQG� PROHFXODU� G\QDPLFV� �0'������
VLPXODWLRQ� XVLQJ� WKH�$0%(5��� IRUFH� ILHOG� DQG� RSWLPL]HG� SRO\SKRVSKDWH� SDUDPHWHUV������
%ULHIO\�� WKH�FRPSOH[�ZDV� LPPHUVHG� LQ�D�7,3�3�ZDWHU�ER[� ����c�GLVWDQFH� WR� WKH�HGJH�����
IURP�DQ\�DWRP�RI�WKH�SURWHLQ��DQG�UHILQHG�E\�PHDQV�RI�������VWHSV�RI�VWHHSHVW�GHVFHQW�����
IROORZHG� E\� ������ VWHSV� RI� FRQMXJDWH� JUDGLHQW� HQHUJ\� PLQLPL]DWLRQ�� 7KH� HQHUJ\�����
PLQLPL]HG� VWUXFWXUH� ZDV� WKHQ� KHDWHG� WR� D� WHPSHUDWXUH� RI� ���� .� ZKLOH� KDUPRQLFDOO\�����
UHVWUDLQLQJ�WKH�SRVLWLRQV�RI�WKH�$73�PROHFXOH��WKH�0J��� LRQV�DQG�WKH�&α�DWRPV�RI�WKH�����
SURWHLQ��7KHUHDIWHU��D�SURGXFWLRQ�UXQ�VSDQQLQJ����QV�DOORZHG�DGDSWDWLRQ�DQG�UHOD[DWLRQ�����
RI�WKH�DPLQR�DFLG�VLGH�FKDLQV������
�����
Protein-protein docking.�$Q�HQVHPEOH�RI�DFWLYDWHG�&,3.���FRQIRUPDWLRQV�ZDV�REWDLQHG�����
E\� FOXVWHULQJ� WKH� VWUXFWXUHV� JHQHUDWHG� GXULQJ� WKH� 0'� VLPXODWLRQ� SURWRFRO�� 7KH�����
VWUXFWXUHV� ZHUH� VXSHULPSRVHG� XVLQJ� WKHLU� &α� DWRPV� DQG� WKHLU� URRW�PHDQ�VTXDUH�����
GHYLDWLRQ� �506'��ZDV�XVHG�DV� WKH�VLPLODULW\�PHWULF� IRU�DQ�DYHUDJH� OLQNDJH�FOXVWHULQJ�����
DOJRULWKP� ���� c� FXWRII��� 7KH� FHQWURLGV� RI� WKH� WRS� ��� PRVW� SRSXODWHG� FOXVWHUV� ZHUH�����
VHOHFWHG� IRU�SURWHLQ�SURWHLQ�GRFNLQJ� WR�DFFRXQW� IRU�NLQDVH� IOH[LELOLW\��=�GRFN� �3LHUFH�HW�����
DO���������ZDV�HPSOR\HG�WR�SHUIRUP�ULJLG�GRFNLQJ�RI�$.7��RQ�WKH�HQVHPEOH�RI�&,3.�������
FRQIRUPDWLRQV��RQO\�FRQVLGHULQJ� WKH�NLQDVH�DPLQR�DFLGV�GHVFULEHG� WR�EH�HVVHQWLDO� IRU�����
ELQGLQJ� �UHVLGXHV� ������� DQG� ��������� �/HH� HW� DO��� ������� $� WRWDO� RI� ������ VROXWLRQV�����
ZHUH� H[WUDFWHG� IRU� HDFK� RI� WKH� ��� NLQDVH� FRQIRUPDWLRQV�� 7KHVH� VROXWLRQV� ZHUH� UH�����
UDQNHG� XVLQJ� WKH�=�UDQN� �3LHUFH� DQG�:HQJ�� ������ VFRULQJ� IXQFWLRQ� ��������PRGHOHG�����
FRPSOH[HV�� WR�VHOHFW�D� ILQDO� OLVW�RI�������VROXWLRQV�ZKLFK�ZHUH�VXEVHTXHQWO\�FOXVWHUHG�����
DFFRUGLQJ� WR� WKHLU� 506'� YDOXHV�� 7KH� WRS� ��� FOXVWHUV�� DFFRUGLQJ� WR� WKH� EHVW� HQHUJ\�����
YDOXH�DQG�WRS����PRVW�SRSXODWHG�FOXVWHUV��ZHUH�VHOHFWHG�IRU�YLVXDO�LQVSHFWLRQ��7KH�ILQDO�����
FRPSOH[�ZDV�VHOHFWHG�XVLQJ�D�FRPELQDWLRQ�RI�WKH�VFRUH�DQG�GHJUHH�RI�DJUHHPHQW�ZLWK�����
WKH� FDWDO\WLF� IXQFWLRQ� RI� WKH� HQ]\PH� DQG� H[SHULPHQWDO� HYLGHQFH� DYDLODEOH� �HVVHQWLDO�����
UHJLRQV�IRU�DQN\ULQ�GRPDLQ�ELQGLQJ�������
7KH�3URWHLQ�'DWD�%DQN��3'%��IRUPDWWHG�ILOH�ILOH�RI�WKH�FDOFXODWHG�FRPSOH[�EHWZHHQ�WKH�����
$1.� GRPDLQ� RI� $.7�� DQG� &,3.��� LV� SURYLGHG� DV� VXSSOHPHQWDU\� PDWHULDO�����
�6XSSOHPHQWDO�7DEOH����������
�����
$FFHVVLRQ�QXPEHU������
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7KH�DWRPLF�FRRUGLQDWHV�DQG�VWUXFWXUH�IDFWRUV�KDYH�EHHQ�GHSRVLWHG�LQ�WKH�SURWHLQ�'DWD�����
%DQN��ZZZ�SGE�RUJ�>3'%�,'�FRGH�RI�$QN\ULQ�GRPDLQ�RI�$.7����$$5�@������
�����
$FNQRZOHGJHPHQWV�����
�����
7KLV�ZRUN�ZDV� IXQGHG�E\�JUDQWV�%,2�����������5�WR�$��$OEHUW��%,2�����������5�WR�����
)�-��4XLQWHUR�� DQG�57,������������%�,��� DQG� %,2�����������5('7� WR� -�0�� 3DUGR������
IURP�$JHQFLD�(VWDWDO�GH�,QYHVWLJDFLyQ��$(,��6SDLQ��DQG�)RQGR�(XURSHR�GH�'HVDUUROOR�����
5HJLRQDO��)('(5��(XURSHDQ�8QLRQ���$��$OEHUW�WKDQNV�WKH�(65)�DQG�$/%$��EHDPOLQHV�����
,'�����DQG�;$/2&��IRU�WKH�DFFHVV�WR�WKH�V\QFKURWURQ�UDGLDWLRQ�VRXUFH�������
�����
6XSSOHPHQWDO�'DWD�����
�����
)LJXUH� 6��5HSUHVHQWDWLRQ� RI� WKH� FU\VWDO� VWUXFWXUHV� RI� WKH�$1.�GRPDLQ�RI�$.7��DQG�����
KXPDQ�$QN\LQ�5�����
)LJXUH� 6��� $PLQR� DFLG� VHTXHQFH� DOLJQPHQW� RI� WKH� $1.� GRPDLQ� RI� $.7�� DQG� WKRVH�����
VHTXHQFHV�RI� UHSUHVHQWDWLYH�SODQW�VSHFLHV�DQQRWDWHG�DV�$.7��DQG� WKRVH�6KDNHU�OLNH�����
$1.�FRQWDLQLQJ�.��FKDQQHOV�IURP�$UDELGRSVLV������
)LJXUH�6���6L]H�H[FOXVLRQ�FKURPDWRJUDSK\�DQG�%LROD\HU�LQWHUIHURPHWU\�����
)LJXUH� 6��� 7ZR� YLHZV� RI� D� VHFWLRQ� RI� WKH�SUHGLFWHG�PRGHO� IRU� WKH� FRPSOH[� EHWZHHQ�����
&,3.���DQG� WKH�$1.�GRPDLQ�RI�$.7���7KH� UHVLGXHV�RI�&,3.���SUHGLFWHG� WR� LQWHUDFW�����
ZLWK� WKH� $1.� GRPDLQ� DUH� GLVSOD\HG� LQ� D� FDUWRRQ� PRGH� DQG� WKH� $1.� GRPDLQ� LV�����
UHSUHVHQWHG�DV�D�PROHFXODU�VXUIDFH��&RORULQJ�VFKHPH�LV�DV�LQ�ILJXUH�������
7DEOH�6���&U\VWDOORJUDSKLF�GDWD�FROOHFWLRQ�DQG�UHILQHPHQW�VWDWLVWLFV�����
7DEOH�6���7KH�DWRPLF�FRRUGLQDWHV�RI�WKH�FDOFXODWHG�FRPSOH[�EHWZHHQ�WKH�$1.�GRPDLQ�����
RI�$.7��DQG�&,3.�������
�����
�����
)LJXUH�OHJHQGV�����
�����
)LJXUH����6WUXFWXUH�RI�WKH�$1.�GRPDLQ�RI�$.7����$��)XQFWLRQDO�DQG�VWUXFWXUDO�GRPDLQV�����
RI�$.7��� �%��7ZR�YLHZV�RI�D�ULEERQ�UHSUHVHQWDWLRQ�RI�WKH�FU\VWDO�VWUXFWXUH�RI�WKH�$1.�����
GRPDLQ��7KH�$1.� UHSHDWV�DUH�QXPEHUHG��+��DQG�+��KHOLFHV�VWDQG� IRU� WKRVH�KHOLFHV�����
IDFLQJ�LQZDUGV�RU�RXWZDUGV�RI�WKH�FRQFDYH�VLGH�RI�WKH�VWUXFWXUH�UHVSHFWLYHO\��&���8S��$�����
GHWDLOHG� YLHZ� RI� WKH� VWUXFWXUH� RI� WKH� $1.� UHSHDW� ��� 7KH� YDULDEOH� VLGH� FKDLQV� DUH�����
KLJKOLJKWHG�LQ�VWLFN�PRGH��'RZQ��6HTXHQFH�DOLJQPHQW�RI�WKH�VL[�$1.�UHSHDWV�RI�$.7������
WRJHWKHU�ZLWK�WKH�$1.�FRQVHQVXV�VHTXHQFHV�DFFRUGLQJ�WR�GLIIHUHQW�DXWKRUV�&���0RVDYL�����
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HW�DO��� �������&�� �0LFKDHO\�HW�DO����������&�� �6HGJZLFN�DQG�6PHUGRQ��������DQG�&������
�.RKO� HW� DO��� ������� � �'�� 0ROHFXODU� VXUIDFH� UHSUHVHQWDWLRQ� VKRZLQJ� WKH� FKDUJH�����
GLVWULEXWLRQ�RQ� WKH�$1.�GRPDLQ��7KH�UHG�DQG�EOXH�FRORUV�FRUUHVSRQG� WR�QHJDWLYH�DQG�����
SRVLWLYH�FKDUJHV�UHVSHFWLYHO\��7KH�YLHZ�LV�WDNHQ�DV�LQ�WKH�ORZHU�SDUW�RI��%������
�����
)LJXUH� ��� (OHFWURVWDWLF� LQWHUDFWLRQV� DUH� FULWLFDO� IRU� &,3.���$.7�� FRPSOH[� VWDELOLW\������
<HDVW� WZR�K\EULG� DVVD\� RI� IXOO�OHQJWK� &,3.���� &,3.��� RU� &,3.��� DQG� WKH� ZLOG�W\SH�����
$.7�� &�WHUPLQDO� GRPDLQ� �UHVLGXHV� ���� WR� ����� RU� PXWDQW� YHUVLRQV� $.7���������
�*OX���/\V�� *OX���/\V� DQG� *OX���/\V��� DQG� $.7����� �$UJ���*OX� DQG� /\V���*OX�������
)LYH�PLFUROLWHUV�RI�VHULDO�GHFLPDO�GLOXWLRQV�RI�\HDVW�FXOWXUHV�ZHUH�VSRWWHG�RQWR�6'�SODWHV�����
PLQXV�OHXFLQH��WU\SWRSKDQ���/7��RU�PLQXV�OHXFLQH��WU\SWRSKDQ��KLVWLGLQH���/7+���*URZWK�����
RQ�6'��/7+�PHGLXP�LQGLFDWHV�SURWHLQ±SURWHLQ�LQWHUDFWLRQ�������
�����
)LJXUH� ��� 7KH� VWUHQJWK� RI� WKH� ELQGLQJ� RI� WKH� FDWDO\WLF� GRPDLQ� RI� DFWLYDWHG� &,3.�������
�&,3.��+$��WR� WKH�$1.�GRPDLQ�RI�$.7�� LQIOXHQFHV�FKDQQHO�DFWLYLW\��&XUUHQW±YROWDJH�����
UHODWLRQVKLSV� UHFRUGHG� IURP� RRF\WHV� H[SUHVVLQJ� ZLOG� W\SH�$.7��&,3.��+$� �Q ��������
$.7�����&,3.��+$� �Q ���� DQG� $.7�����&,3.��+$� �Q ���� 7KH� EDWK� VROXWLRQ�����
FRQWDLQHG�����P0�.&O��+ROGLQJ�SRWHQWLDO�ZDV�í���P9��&ODPS�SRWHQWLDOV�UDQJHG�IURP�����
���� WR�í����P9�ZLWK����P9�GHFUHPHQWV�GXULQJ�����PV�� VHSDUDWHG�E\� LQWHUYDOV�RI�������
VHFRQGV�� $YHUDJH� FXUUHQWV� IURP� ZDWHU�LQMHFWHG� RRF\WHV� DW� HDFK� YROWDJH� KDYH� EHHQ�����
VXEWUDFWHG��'DWD�DUH�VKRZQ�DV�PHDQ�6'������
�����
)LJXUH����7KH�$1.�GRPDLQ�RI�$.7��LV�QRW�UHTXLUHG�IRU�.��WUDQVSRUW�DQG�PXWDWLRQV� LQ�����
$.7����� RU� $.7����� GR� QRW� DIIHFW�FKDQQHO� WUDQVSRUW� DFWLYLW\�� &HOOV� RI� \HDVW� VWUDLQ� ��������
�¨trk1, ¨trk2��ZHUH� WUDQVIRUPHG�ZLWK� WKH�HPSW\� YHFWRU� S)/��� ��YHFWRU��� WKH�ZLOG�W\SH�����
AKT1�F'1$���$.7����WKH�PXWDQW�AKT1�DOOHOH�ODFNLQJ�WKH�DQN\ULQ�UHSHDW�FRGLQJ�UHJLRQ�����
��$.7�¨$1.�� RU� WKH� PXWDWHG� YHUVLRQV� RI� AKT1� ��$.7������ DQG� ��$.7�����������
7UDQVIRUPHG� \HDVW� FHOOV� ZHUH� JURZQ� RYHUQLJKW� LQ� $UJLQLQH� 3KRVSKDWH� �$3�� PHGLXP�����
ZLWK����P0�.&O��)LYH�PLFUROLWHUV�RI�VHULDO�GHFLPDO�GLOXWLRQV�ZHUH�VSRWWHG�RQWR�$3�SODWHV�����
VXSSOHPHQWHG�ZLWK�WKH�LQGLFDWHG�.&O�FRQFHQWUDWLRQ�����
�����
)LJXUH����7KH�VWUXFWXUH�RI�WKH�FRPSOH[�EHWZHHQ�WKH�$1.�GRPDLQ�RI�$.7��DQG�&,3.��������
�$��$�ULEERQ�UHSUHVHQWDWLRQ�RI�WKH�SUHGLFWHG�PRGHO�IRU�WKH�&,3.���DQG�$1.�GRPDLQ�RI�����
$.7��� 7KRVH� UHVLGXHV� RI� &,3.��� H[SHULPHQWDOO\� GHWHUPLQHG� WR� EH� HVVHQWLDO� IRU� WKH�����
LQWHUDFWLRQ�ZLWK�$.7��DUH�GLVSOD\HG�LQ�JROG�FRORU��/HH�HW�DO����������%��DQG��&��5LEERQ�����
UHSUHVHQWDWLRQV�RI� WKH�&,3.���ELQGLQJ�VLWH�RQ� WKH�$1.�GRPDLQ��5HVLGXHV� LQYROYHG� LQ�����
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WKH�LQWHUDFWLRQ�DUH�GLVSOD\HG�LQ�VWLFN�PRGH��7KRVH�UHVLGXHV�OHDGLQJ�WR�WKH�$.7�����DQG�����
$.7�����DUH�ODEHOHG�������
�����
)LJXUH� ��� :RUNLQJ� PRGHO� IRU� $.7�� UHJXODWLRQ�� 7KH� HIIHFWLYH� UHJXODWLRQ� RI� $.7�� LV�����
DFKLHYHG� ZKHQ� DOO� WKH� LQWHUDFWLRQ� SDUWQHU�PHW� QHDUE\� $.7��� 7KH� UHSRUWHG� VWUXFWXUDO�����
UHTXLUHPHQWV�WR�DFWLYDWH�.��WUDQVSRUW�DUH�OLVWHG�IURP���WR���LQ�WKH�)LJ�����/LSLGDWLRQ�RI�����
&%/��&%/���%DWLVWLF�HW�DO�������������SKRVSKRU\ODWLRQ�RI�&%/��E\�&,3.����+DVKLPRWR�����
HW� DO��� ������� ��� DFWLYDWLRQ� RI� &,3.��� E\� &%/��&%/�� �$OEUHFKW� HW� DO��� ������� �������
LQWHUDFWLRQ� EHWZHHQ�$.7�� DQG�&,3.���&%/���� FRPSOH[� �;X� HW� DO��� ������ /HH� HW� DO�������
������� ��� LQWHUDFWLRQ� RI� $1.� DQG� &,3.��� �/HH� HW� DO��� ������ DQG� WKLV� ZRUN�� �������
SKRVSKRU\ODWLRQ�RI�$.7��;X�HW�DO���������+DVKLPRWR�HW�DO�������������
�����
�����
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Supplemental Figure S1. Representation of the crystal structures of the ANK domain 5 

of AKT1 and human Ankyin-R (PDB code: 1N11) (38). The figure highlights the 6 

different curvature of the domain.  7 

 8 

  9 



 

 2 

 10 

Supplemental Figure S2. Amino acid sequence alignment of the ANK domain of 11 

AKT1 and other plant protein homologs. (A) Arabidopsis ANK domain sequence and 12 



 

 3 

those sequences of representative plant species annotated as AKT1. (B) Arabidopsis 13 

ANK domain sequence and those Shaker-like ANK containing K+ channels from 14 

Arabidopsis. ANK repeats are highlighted and numbered. Residues conforming the 15 

acidic and basic patches at molecular surface are highlighted with a red or blue 16 

rectangle, respectively. Arrows indicate residues predicted to interact with CIPK23. 17 

Residues 701 and 72 at the C-terminal of ANK domain of AKT1 has been excluded 18 

from the alignment (72).  19 

  20 
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 21 
 22 

Supplemental Figure S3. Biophysical characterization of ANK domain of AKT1. (A) 23 

Size exclusion chromatography profiles showing the monomeric character of the ANK 24 

domain. (B) The ANK domain of AKT1 and the mutated ANK domain AKT1(-) interact 25 

with the catalytic domain of CIPK23 in vitro. Biolayer Interferometry analysis of the 26 

interaction. The measurements were performed at three different concentrations, as it 27 

is indicated in the figure, to ensure a concentration dependent response and to 28 

produce a good estimation of the rate constants for net association, dissociation and 29 

the equilibrium dissociation constant. The corresponding measurements for the 30 

mutated ANK domain AKT1(+) cannot be adjusted to the model, indicating lack of 31 

binding to CIPK23 within the experimental conditions.  32 

 33 
  34 



 

 5 

 35 
 36 
Supplemental Figure S4. Two views of a section of the predicted model for the 37 

complex between CIPK23 and the ANK domain of AKT1. The residues of CIPK23 38 

predicted to interact with the ANK domain are displayed in a cartoon mode and the 39 

ANK domain is represented as a molecular surface. Coloring scheme is as in figure 5  40 

 41 

  42 
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 43 

Table S1.  Data collection and refinement statistics. 44 

  

  

Resolution range 42.78  - 1.9 (1.968  - 1.9) 

Space group P 21 21 2 

Unit cell 34.921 85.57 65.989 90 90 90 

Total reflections 31820 (2841) 

Unique reflections 16142 (1535) 

Multiplicity 2.0 (1.9) 

Completeness (%) 99.35 (95.57) 

Mean I/sigma(I) 15.11 (1.59) 

Wilson B-factor 28.38 

R-merge 0.03192 (0.5094) 

R-meas 0.04514 (0.7204) 

R-pim 0.03192 (0.5094) 

CC1/2 0.999 (0.6) 

CC* 1 (0.866) 

Reflections used in refinement 16140 (1533) 

Reflections used for R-free 812 (73) 

R-work 0.1865 (0.3297) 

R-free 0.2195 (0.3165) 

CC(work) 0.968 (0.734) 



 

 7 

CC(free) 0.948 (0.620) 

Number of non-hydrogen atoms 1568 

  macromolecules 1429 

  ligands 2 

  solvent 137 

Protein residues 185 

RMS(bonds) 0.005 

RMS(angles) 1.01 

Ramachandran favored (%) 98.36 

Ramachandran allowed (%) 1.64 

Ramachandran outliers (%) 0.00 

Rotamer outliers (%) 3.25 

Clashscore 3.53 

Average B-factor 37.81 

  macromolecules 37.56 

  ligands 32.65 

  solvent 40.40 

Number of TLS groups 9 

Statistics for the highest-resolution shell are shown in parentheses. 45 

 46 
 47 
 48 
 49 



Supplemental Table S2. The atomic coordinates of the calculated complex between the ANK domain of
ATOM 1 N PRO 19 3,983 -46,350 46,743 1.00 0.00
ATOM 2 CA PRO 19 4,722 -46,893 45,573 1.00 0.00
ATOM 3 C PRO 19 5,047 -48,311 45,727 1.00 0.00
ATOM 4 O PRO 19 6,105 -48,638 46,320 1.00 0.00
ATOM 5 CB PRO 19 5,906 -45,970 45,208 1.00 0.00
ATOM 6 CG PRO 19 5,432 -44,645 45,704 1.00 0.00
ATOM 7 CD PRO 19 4,246 -44,881 46,630 1.00 0.00
ATOM 8 HA PRO 19 4,066 -46,781 44,709 1.00 0.00
ATOM 9 HB2 PRO 19 6,793 -46,316 45,737 1.00 0.00
ATOM 10 HB3 PRO 19 6,099 -46,134 44,148 1.00 0.00
ATOM 11 HG2 PRO 19 6,170 -44,157 46,341 1.00 0.00
ATOM 12 HG3 PRO 19 5,324 -43,884 44,931 1.00 0.00
ATOM 13 HD2 PRO 19 4,412 -44,603 47,671 1.00 0.00
ATOM 14 HD3 PRO 19 3,358 -44,375 46,249 1.00 0.00
ATOM 15 H2 PRO 19 3,013 -46,631 46,704 1.00 0.00
ATOM 16 H3 PRO 19 4,367 -46,775 47,574 1.00 0.00
ATOM 17 N GLY 20 4,199 -49,233 45,241 1.00 0.00
ATOM 18 CA GLY 20 4,345 -50,667 45,644 1.00 0.00
ATOM 19 C GLY 20 3,512 -50,934 46,934 1.00 0.00
ATOM 20 O GLY 20 3,061 -49,998 47,580 1.00 0.00
ATOM 21 H GLY 20 3,291 -48,978 44,880 1.00 0.00
ATOM 22 HA2 GLY 20 3,938 -51,348 44,897 1.00 0.00
ATOM 23 HA3 GLY 20 5,344 -51,026 45,888 1.00 0.00
ATOM 24 N ILE 21 3,185 -52,196 47,327 1.00 0.00
ATOM 25 CA ILE 21 2,410 -52,505 48,592 1.00 0.00
ATOM 26 C ILE 21 3,394 -52,788 49,780 1.00 0.00
ATOM 27 O ILE 21 4,443 -53,404 49,585 1.00 0.00
ATOM 28 CB ILE 21 1,487 -53,773 48,562 1.00 0.00
ATOM 29 CG1 ILE 21 2,229 -55,076 48,146 1.00 0.00
ATOM 30 CG2 ILE 21 0.317 -53,439 47,631 1.00 0.00
ATOM 31 CD1 ILE 21 1,292 -56,287 48,039 1.00 0.00
ATOM 32 H ILE 21 3,541 -52,990 46,814 1.00 0.00
ATOM 33 HA ILE 21 1,791 -51,633 48,803 1.00 0.00
ATOM 34 HB ILE 21 1,070 -53,937 49,555 1.00 0.00
ATOM 35 HG12 ILE 21 2,577 -54,791 47,154 1.00 0.00
ATOM 36 HG13 ILE 21 3,012 -55,244 48,886 1.00 0.00
ATOM 37 HG21 ILE 21 -0.432 -54,231 47,641 1.00 0.00
ATOM 38 HG22 ILE 21 0.687 -53,328 46,611 1.00 0.00
ATOM 39 HG23 ILE 21 -0.159 -52,492 47,883 1.00 0.00
ATOM 40 HD11 ILE 21 0.715 -56,135 47,126 1.00 0.00
ATOM 41 HD12 ILE 21 0.545 -56,358 48,830 1.00 0.00
ATOM 42 HD13 ILE 21 1,812 -57,244 47,984 1.00 0.00



ATOM 43 N HID 22 2,951 -52,528 51,001 1.00 0.00
ATOM 44 CA HID 22 3,602 -52,938 52,249 1.00 0.00
ATOM 45 C HID 22 3,129 -54,330 52,777 1.00 0.00
ATOM 46 O HID 22 3,980 -55,000 53,320 1.00 0.00
ATOM 47 CB HID 22 3,601 -51,820 53,355 1.00 0.00
ATOM 48 CG HID 22 4,239 -50,532 52,868 1.00 0.00
ATOM 49 CD2 HID 22 3,672 -49,353 52,607 1.00 0.00
ATOM 50 ND1 HID 22 5,568 -50,308 52,971 1.00 0.00
ATOM 51 CE1 HID 22 5,795 -49,023 52,710 1.00 0.00
ATOM 52 NE2 HID 22 4,658 -48,439 52,381 1.00 0.00
ATOM 53 H HID 22 1,998 -52,201 51,065 1.00 0.00
ATOM 54 HA HID 22 4,634 -53,229 52,047 1.00 0.00
ATOM 55 HB2 HID 22 2,589 -51,563 53,671 1.00 0.00
ATOM 56 HB3 HID 22 4,129 -52,274 54,193 1.00 0.00
ATOM 57 HD1 HID 22 6,277 -50,934 53,326 1.00 0.00
ATOM 58 HD2 HID 22 2,606 -49,209 52,519 1.00 0.00
ATOM 59 HE1 HID 22 6,768 -48,555 52,750 1.00 0.00
ATOM 60 N SER 23 1,919 -54,692 52,446 1.00 0.00
ATOM 61 CA SER 23 1,574 -56,133 52,515 1.00 0.00
ATOM 62 C SER 23 0.416 -56,576 51,605 1.00 0.00
ATOM 63 O SER 23 -0.317 -55,681 51,152 1.00 0.00
ATOM 64 CB SER 23 1,178 -56,444 53,986 1.00 0.00
ATOM 65 OG SER 23 0.065 -55,595 54,329 1.00 0.00
ATOM 66 H SER 23 1,280 -54,064 51,981 1.00 0.00
ATOM 67 HA SER 23 2,467 -56,704 52,262 1.00 0.00
ATOM 68 HB2 SER 23 0.947 -57,506 54,077 1.00 0.00
ATOM 69 HB3 SER 23 1,998 -56,199 54,662 1.00 0.00
ATOM 70 HG SER 23 0.424 -54,721 54,499 1.00 0.00
ATOM 71 N GLY 24 0.390 -57,884 51,346 1.00 0.00
ATOM 72 CA GLY 24 -0.659 -58,522 50,583 1.00 0.00
ATOM 73 C GLY 24 -2,004 -58,766 51,329 1.00 0.00
ATOM 74 O GLY 24 -1,994 -58,853 52,615 1.00 0.00
ATOM 75 H GLY 24 1,172 -58,427 51,681 1.00 0.00
ATOM 76 HA2 GLY 24 -0.791 -57,981 49,646 1.00 0.00
ATOM 77 HA3 GLY 24 -0.338 -59,542 50,376 1.00 0.00
ATOM 78 N ARG 25 -3,128 -58,859 50,659 1.00 0.00
ATOM 79 CA ARG 25 -4,532 -59,048 51,149 1.00 0.00
ATOM 80 C ARG 25 -5,295 -60,192 50,407 1.00 0.00
ATOM 81 O ARG 25 -6,070 -60,920 51,033 1.00 0.00
ATOM 82 CB ARG 25 -5,351 -57,694 50,991 1.00 0.00
ATOM 83 CG ARG 25 -6,782 -57,780 51,573 1.00 0.00
ATOM 84 CD ARG 25 -6,583 -57,833 53,054 1.00 0.00
ATOM 85 NE ARG 25 -7,817 -57,789 53,776 1.00 0.00



ATOM 86 CZ ARG 25 -8,064 -58,366 54,977 1.00 0.00
ATOM 87 NH1 ARG 25 -7,151 -58,907 55,739 1.00 0.00
ATOM 88 NH2 ARG 25 -9,284 -58,379 55,444 1.00 0.00
ATOM 89 H ARG 25 -3,048 -58,428 49,748 1.00 0.00
ATOM 90 HA ARG 25 -4,413 -59,326 52,196 1.00 0.00
ATOM 91 HB2 ARG 25 -4,814 -56,865 51,452 1.00 0.00
ATOM 92 HB3 ARG 25 -5,561 -57,514 49,938 1.00 0.00
ATOM 93 HG2 ARG 25 -7,289 -56,901 51,173 1.00 0.00
ATOM 94 HG3 ARG 25 -7,389 -58,654 51,337 1.00 0.00
ATOM 95 HD2 ARG 25 -6,198 -58,824 53,292 1.00 0.00
ATOM 96 HD3 ARG 25 -6,006 -56,991 53,434 1.00 0.00
ATOM 97 HE ARG 25 -8,660 -57,531 53,284 1.00 0.00
ATOM 98 HH11 ARG 25 -6,170 -58,794 55,528 1.00 0.00
ATOM 99 HH12 ARG 25 -7,329 -59,352 56,627 1.00 0.00
ATOM 100 HH21 ARG 25 -10,020 -57,983 54,876 1.00 0.00
ATOM 101 HH22 ARG 25 -9,449 -59,040 56,190 1.00 0.00
ATOM 102 N THR 26 -5,075 -60,290 49,064 1.00 0.00
ATOM 103 CA THR 26 -5,611 -61,370 48,219 1.00 0.00
ATOM 104 C THR 26 -4,390 -62,147 47,705 1.00 0.00
ATOM 105 O THR 26 -3,416 -61,514 47,271 1.00 0.00
ATOM 106 CB THR 26 -6,507 -60,945 47,021 1.00 0.00
ATOM 107 CG2 THR 26 -7,090 -61,961 46,012 1.00 0.00
ATOM 108 OG1 THR 26 -7,572 -60,192 47,541 1.00 0.00
ATOM 109 H THR 26 -4,388 -59,630 48,730 1.00 0.00
ATOM 110 HA THR 26 -6,186 -62,036 48,865 1.00 0.00
ATOM 111 HB THR 26 -5,926 -60,253 46,412 1.00 0.00
ATOM 112 HG1 THR 26 -7,513 -59,339 47,106 1.00 0.00
ATOM 113 HG21 THR 26 -7,860 -62,601 46,441 1.00 0.00
ATOM 114 HG22 THR 26 -6,272 -62,550 45,595 1.00 0.00
ATOM 115 HG23 THR 26 -7,581 -61,442 45,190 1.00 0.00
ATOM 116 N ARG 27 -4,412 -63,464 47,731 1.00 0.00
ATOM 117 CA ARG 27 -3,367 -64,279 46,980 1.00 0.00
ATOM 118 C ARG 27 -3,844 -65,098 45,743 1.00 0.00
ATOM 119 O ARG 27 -4,800 -65,853 45,821 1.00 0.00
ATOM 120 CB ARG 27 -2,513 -65,111 47,980 1.00 0.00
ATOM 121 CG ARG 27 -1,142 -65,612 47,501 1.00 0.00
ATOM 122 CD ARG 27 -0.468 -66,706 48,421 1.00 0.00
ATOM 123 NE ARG 27 -1,351 -67,756 48,877 1.00 0.00
ATOM 124 CZ ARG 27 -1,489 -68,978 48,336 1.00 0.00
ATOM 125 NH1 ARG 27 -0.829 -69,548 47,336 1.00 0.00
ATOM 126 NH2 ARG 27 -2,339 -69,687 48,936 1.00 0.00
ATOM 127 H ARG 27 -5,214 -63,887 48,176 1.00 0.00
ATOM 128 HA ARG 27 -2,552 -63,627 46,664 1.00 0.00



ATOM 129 HB2 ARG 27 -2,335 -64,496 48,862 1.00 0.00
ATOM 130 HB3 ARG 27 -3,154 -65,946 48,264 1.00 0.00
ATOM 131 HG2 ARG 27 -1,198 -66,076 46,517 1.00 0.00
ATOM 132 HG3 ARG 27 -0.457 -64,764 47,480 1.00 0.00
ATOM 133 HD2 ARG 27 0.423 -67,134 47,963 1.00 0.00
ATOM 134 HD3 ARG 27 -0.178 -66,217 49,351 1.00 0.00
ATOM 135 HE ARG 27 -1,940 -67,554 49,674 1.00 0.00
ATOM 136 HH11 ARG 27 -0.084 -69,075 46,846 1.00 0.00
ATOM 137 HH12 ARG 27 -1,020 -70,534 47,227 1.00 0.00
ATOM 138 HH21 ARG 27 -2,892 -69,270 49,672 1.00 0.00
ATOM 139 HH22 ARG 27 -2,717 -70,410 48,341 1.00 0.00
ATOM 140 N VAL 28 -3,060 -65,041 44,673 1.00 0.00
ATOM 141 CA VAL 28 -3,143 -65,992 43,610 1.00 0.00
ATOM 142 C VAL 28 -1,815 -66,722 43,332 1.00 0.00
ATOM 143 O VAL 28 -0.840 -66,184 42,895 1.00 0.00
ATOM 144 CB VAL 28 -3,564 -65,300 42,283 1.00 0.00
ATOM 145 CG1 VAL 28 -5,090 -65,226 42,339 1.00 0.00
ATOM 146 CG2 VAL 28 -2,943 -63,842 42,111 1.00 0.00
ATOM 147 H VAL 28 -2,235 -64,462 44,721 1.00 0.00
ATOM 148 HA VAL 28 -3,897 -66,761 43,784 1.00 0.00
ATOM 149 HB VAL 28 -3,318 -65,879 41,393 1.00 0.00
ATOM 150 HG11 VAL 28 -5,571 -66,195 42,208 1.00 0.00
ATOM 151 HG12 VAL 28 -5,464 -64,789 43,265 1.00 0.00
ATOM 152 HG13 VAL 28 -5,389 -64,584 41,511 1.00 0.00
ATOM 153 HG21 VAL 28 -3,173 -63,162 42,932 1.00 0.00
ATOM 154 HG22 VAL 28 -3,291 -63,431 41,164 1.00 0.00
ATOM 155 HG23 VAL 28 -1,859 -63,818 42,004 1.00 0.00
ATOM 156 N GLY 29 -1,777 -68,049 43,721 1.00 0.00
ATOM 157 CA GLY 29 -0.567 -68,852 43,623 1.00 0.00
ATOM 158 C GLY 29 0.685 -68,107 44,213 1.00 0.00
ATOM 159 O GLY 29 0.680 -67,901 45,393 1.00 0.00
ATOM 160 H GLY 29 -2,687 -68,416 43,960 1.00 0.00
ATOM 161 HA2 GLY 29 -0.691 -69,753 44,224 1.00 0.00
ATOM 162 HA3 GLY 29 -0.444 -69,034 42,556 1.00 0.00
ATOM 163 N LYS 30 1,715 -67,838 43,395 1.00 0.00
ATOM 164 CA LYS 30 3,058 -67,246 43,738 1.00 0.00
ATOM 165 C LYS 30 2,958 -65,767 44,075 1.00 0.00
ATOM 166 O LYS 30 4,047 -65,240 44,379 1.00 0.00
ATOM 167 CB LYS 30 4,004 -67,480 42,536 1.00 0.00
ATOM 168 CG LYS 30 5,491 -67,095 42,669 1.00 0.00
ATOM 169 CD LYS 30 6,394 -67,682 41,575 1.00 0.00
ATOM 170 CE LYS 30 6,139 -66,874 40,253 1.00 0.00
ATOM 171 NZ LYS 30 6,749 -67,499 39,104 1.00 0.00



ATOM 172 H LYS 30 1,527 -68,068 42,430 1.00 0.00
ATOM 173 HA LYS 30 3,453 -67,766 44,611 1.00 0.00
ATOM 174 HB2 LYS 30 3,859 -68,553 42,404 1.00 0.00
ATOM 175 HB3 LYS 30 3,529 -67,008 41,676 1.00 0.00
ATOM 176 HG2 LYS 30 5,660 -66,035 42,861 1.00 0.00
ATOM 177 HG3 LYS 30 5,715 -67,737 43,520 1.00 0.00
ATOM 178 HD2 LYS 30 7,442 -67,671 41,874 1.00 0.00
ATOM 179 HD3 LYS 30 6,047 -68,701 41,400 1.00 0.00
ATOM 180 HE2 LYS 30 5,056 -66,868 40,129 1.00 0.00
ATOM 181 HE3 LYS 30 6,483 -65,844 40,348 1.00 0.00
ATOM 182 HZ1 LYS 30 6,458 -68,452 38,943 1.00 0.00
ATOM 183 HZ2 LYS 30 7,751 -67,569 39,210 1.00 0.00
ATOM 184 HZ3 LYS 30 6,529 -66,916 38,309 1.00 0.00
ATOM 185 N TYR 31 1,801 -65,165 44,000 1.00 0.00
ATOM 186 CA TYR 31 1,640 -63,650 44,022 1.00 0.00
ATOM 187 C TYR 31 0.562 -63,214 45,091 1.00 0.00
ATOM 188 O TYR 31 -0.590 -63,700 45,085 1.00 0.00
ATOM 189 CB TYR 31 1,329 -63,182 42,600 1.00 0.00
ATOM 190 CG TYR 31 2,542 -63,220 41,724 1.00 0.00
ATOM 191 CD1 TYR 31 3,613 -62,368 41,933 1.00 0.00
ATOM 192 CD2 TYR 31 2,620 -64,285 40,870 1.00 0.00
ATOM 193 CE1 TYR 31 4,794 -62,589 41,161 1.00 0.00
ATOM 194 CE2 TYR 31 3,690 -64,445 40,053 1.00 0.00
ATOM 195 CZ TYR 31 4,781 -63,567 40,112 1.00 0.00
ATOM 196 OH TYR 31 5,774 -63,712 39,260 1.00 0.00
ATOM 197 H TYR 31 0.991 -65,724 43,776 1.00 0.00
ATOM 198 HA TYR 31 2,545 -63,092 44,261 1.00 0.00
ATOM 199 HB2 TYR 31 0.522 -63,792 42,193 1.00 0.00
ATOM 200 HB3 TYR 31 0.953 -62,159 42,588 1.00 0.00
ATOM 201 HD1 TYR 31 3,589 -61,609 42,701 1.00 0.00
ATOM 202 HD2 TYR 31 1,809 -64,991 40,773 1.00 0.00
ATOM 203 HE1 TYR 31 5,695 -62,027 41,353 1.00 0.00
ATOM 204 HE2 TYR 31 3,697 -65,260 39,345 1.00 0.00
ATOM 205 HH TYR 31 5,628 -64,342 38,550 1.00 0.00
ATOM 206 N GLU 32 0.907 -62,224 45,926 1.00 0.00
ATOM 207 CA GLU 32 -0.066 -61,551 46,762 1.00 0.00
ATOM 208 C GLU 32 -0.370 -60,163 46,192 1.00 0.00
ATOM 209 O GLU 32 0.540 -59,549 45,617 1.00 0.00
ATOM 210 CB GLU 32 0.450 -61,471 48,188 1.00 0.00
ATOM 211 CG GLU 32 1,854 -60,865 48,485 1.00 0.00
ATOM 212 CD GLU 32 2,034 -60,567 49,942 1.00 0.00
ATOM 213 OE1 GLU 32 1,628 -61,396 50,769 1.00 0.00
ATOM 214 OE2 GLU 32 2,455 -59,420 50,251 1.00 0.00



ATOM 215 H GLU 32 1,860 -61,912 45,800 1.00 0.00
ATOM 216 HA GLU 32 -0.998 -62,116 46,784 1.00 0.00
ATOM 217 HB2 GLU 32 -0.311 -60,876 48,694 1.00 0.00
ATOM 218 HB3 GLU 32 0.398 -62,461 48,640 1.00 0.00
ATOM 219 HG2 GLU 32 2,649 -61,555 48,202 1.00 0.00
ATOM 220 HG3 GLU 32 1,882 -59,878 48,024 1.00 0.00
ATOM 221 N LEU 33 -1,611 -59,672 46,392 1.00 0.00
ATOM 222 CA LEU 33 -2,264 -58,463 45,846 1.00 0.00
ATOM 223 C LEU 33 -2,642 -57,554 47,100 1.00 0.00
ATOM 224 O LEU 33 -3,242 -58,079 48,039 1.00 0.00
ATOM 225 CB LEU 33 -3,534 -58,763 45,113 1.00 0.00
ATOM 226 CG LEU 33 -3,227 -59,797 44,070 1.00 0.00
ATOM 227 CD1 LEU 33 -4,501 -60,002 43,164 1.00 0.00
ATOM 228 CD2 LEU 33 -2,117 -59,643 42,992 1.00 0.00
ATOM 229 H LEU 33 -2,223 -60,218 46,981 1.00 0.00
ATOM 230 HA LEU 33 -1,518 -57,901 45,284 1.00 0.00
ATOM 231 HB2 LEU 33 -4,197 -59,174 45,875 1.00 0.00
ATOM 232 HB3 LEU 33 -3,874 -57,841 44,641 1.00 0.00
ATOM 233 HG LEU 33 -3,017 -60,769 44,517 1.00 0.00
ATOM 234 HD11 LEU 33 -5,271 -60,299 43,877 1.00 0.00
ATOM 235 HD12 LEU 33 -4,324 -60,795 42,438 1.00 0.00
ATOM 236 HD13 LEU 33 -4,712 -59,085 42,615 1.00 0.00
ATOM 237 HD21 LEU 33 -1,259 -59,129 43,424 1.00 0.00
ATOM 238 HD22 LEU 33 -1,890 -60,600 42,524 1.00 0.00
ATOM 239 HD23 LEU 33 -2,449 -59,024 42,158 1.00 0.00
ATOM 240 N GLY 34 -2,580 -56,220 47,040 1.00 0.00
ATOM 241 CA GLY 34 -3,062 -55,304 48,048 1.00 0.00
ATOM 242 C GLY 34 -4,555 -55,147 48,065 1.00 0.00
ATOM 243 O GLY 34 -5,275 -55,816 47,306 1.00 0.00
ATOM 244 H GLY 34 -2,217 -55,855 46,172 1.00 0.00
ATOM 245 HA2 GLY 34 -2,847 -55,800 48,995 1.00 0.00
ATOM 246 HA3 GLY 34 -2,658 -54,292 48,012 1.00 0.00
ATOM 247 N ARG 35 -5,015 -54,250 48,988 1.00 0.00
ATOM 248 CA ARG 35 -6,419 -53,878 49,193 1.00 0.00
ATOM 249 C ARG 35 -6,980 -53,181 47,945 1.00 0.00
ATOM 250 O ARG 35 -6,323 -52,455 47,185 1.00 0.00
ATOM 251 CB ARG 35 -6,659 -52,923 50,430 1.00 0.00
ATOM 252 CG ARG 35 -6,389 -53,686 51,734 1.00 0.00
ATOM 253 CD ARG 35 -6,680 -52,871 52,999 1.00 0.00
ATOM 254 NE ARG 35 -6,411 -53,638 54,247 1.00 0.00
ATOM 255 CZ ARG 35 -7,312 -54,342 54,941 1.00 0.00
ATOM 256 NH1 ARG 35 -8,530 -54,541 54,575 1.00 0.00
ATOM 257 NH2 ARG 35 -6,954 -54,702 56,106 1.00 0.00



ATOM 258 H ARG 35 -4,323 -53,915 49,644 1.00 0.00
ATOM 259 HA ARG 35 -6,937 -54,830 49,303 1.00 0.00
ATOM 260 HB2 ARG 35 -5,971 -52,078 50,404 1.00 0.00
ATOM 261 HB3 ARG 35 -7,653 -52,478 50,448 1.00 0.00
ATOM 262 HG2 ARG 35 -7,042 -54,552 51,847 1.00 0.00
ATOM 263 HG3 ARG 35 -5,364 -54,055 51,782 1.00 0.00
ATOM 264 HD2 ARG 35 -6,062 -51,976 53,071 1.00 0.00
ATOM 265 HD3 ARG 35 -7,711 -52,516 52,986 1.00 0.00
ATOM 266 HE ARG 35 -5,506 -53,545 54,687 1.00 0.00
ATOM 267 HH11 ARG 35 -8,969 -54,089 53,785 1.00 0.00
ATOM 268 HH12 ARG 35 -9,162 -54,900 55,276 1.00 0.00
ATOM 269 HH21 ARG 35 -6,059 -54,438 56,493 1.00 0.00
ATOM 270 HH22 ARG 35 -7,437 -55,434 56,608 1.00 0.00
ATOM 271 N THR 36 -8,290 -53,364 47,706 1.00 0.00
ATOM 272 CA THR 36 -8,946 -52,971 46,480 1.00 0.00
ATOM 273 C THR 36 -8,888 -51,432 46,354 1.00 0.00
ATOM 274 O THR 36 -9,193 -50,708 47,307 1.00 0.00
ATOM 275 CB THR 36 -10,353 -53,471 46,281 1.00 0.00
ATOM 276 CG2 THR 36 -10,318 -54,965 45,875 1.00 0.00
ATOM 277 OG1 THR 36 -11,126 -53,343 47,411 1.00 0.00
ATOM 278 H THR 36 -8,813 -53,985 48,307 1.00 0.00
ATOM 279 HA THR 36 -8,299 -53,346 45,686 1.00 0.00
ATOM 280 HB THR 36 -10,785 -52,912 45,451 1.00 0.00
ATOM 281 HG1 THR 36 -12,026 -53,171 47,125 1.00 0.00
ATOM 282 HG21 THR 36 -9,797 -55,086 44,926 1.00 0.00
ATOM 283 HG22 THR 36 -11,376 -55,215 45,806 1.00 0.00
ATOM 284 HG23 THR 36 -9,786 -55,594 46,589 1.00 0.00
ATOM 285 N LEU 37 -8,620 -50,915 45,151 1.00 0.00
ATOM 286 CA LEU 37 -8,525 -49,530 44,741 1.00 0.00
ATOM 287 C LEU 37 -9,658 -48,964 43,864 1.00 0.00
ATOM 288 O LEU 37 -9,819 -47,720 43,762 1.00 0.00
ATOM 289 CB LEU 37 -7,205 -49,575 43,970 1.00 0.00
ATOM 290 CG LEU 37 -6,461 -48,242 43,548 1.00 0.00
ATOM 291 CD1 LEU 37 -5,900 -47,605 44,794 1.00 0.00
ATOM 292 CD2 LEU 37 -5,323 -48,490 42,594 1.00 0.00
ATOM 293 H LEU 37 -8,519 -51,574 44,392 1.00 0.00
ATOM 294 HA LEU 37 -8,304 -48,961 45,645 1.00 0.00
ATOM 295 HB2 LEU 37 -6,422 -50,099 44,517 1.00 0.00
ATOM 296 HB3 LEU 37 -7,479 -50,068 43,038 1.00 0.00
ATOM 297 HG LEU 37 -7,193 -47,618 43,037 1.00 0.00
ATOM 298 HD11 LEU 37 -6,755 -47,326 45,409 1.00 0.00
ATOM 299 HD12 LEU 37 -5,539 -46,603 44,556 1.00 0.00
ATOM 300 HD13 LEU 37 -5,131 -48,231 45,247 1.00 0.00



ATOM 301 HD21 LEU 37 -4,557 -49,117 43,052 1.00 0.00
ATOM 302 HD22 LEU 37 -5,672 -49,051 41,726 1.00 0.00
ATOM 303 HD23 LEU 37 -4,786 -47,592 42,292 1.00 0.00
ATOM 304 N GLY 38 -10,473 -49,834 43,261 1.00 0.00
ATOM 305 CA GLY 38 -11,611 -49,433 42,405 1.00 0.00
ATOM 306 C GLY 38 -11,202 -48,845 41,107 1.00 0.00
ATOM 307 O GLY 38 -11,567 -47,750 40,748 1.00 0.00
ATOM 308 H GLY 38 -10,274 -50,811 43,423 1.00 0.00
ATOM 309 HA2 GLY 38 -12,272 -50,281 42,231 1.00 0.00
ATOM 310 HA3 GLY 38 -12,202 -48,698 42,952 1.00 0.00
ATOM 311 N GLU 39 -10,316 -49,562 40,394 1.00 0.00
ATOM 312 CA GLU 39 -9,660 -49,180 39,125 1.00 0.00
ATOM 313 C GLU 39 -10,133 -49,906 37,885 1.00 0.00
ATOM 314 O GLU 39 -10,888 -50,801 37,948 1.00 0.00
ATOM 315 CB GLU 39 -8,168 -49,415 39,363 1.00 0.00
ATOM 316 CG GLU 39 -7,575 -50,778 39,077 1.00 0.00
ATOM 317 CD GLU 39 -8,174 -52,050 39,757 1.00 0.00
ATOM 318 OE1 GLU 39 -8,521 -52,063 40,967 1.00 0.00
ATOM 319 OE2 GLU 39 -8,049 -53,157 39,163 1.00 0.00
ATOM 320 H GLU 39 -10,068 -50,459 40,787 1.00 0.00
ATOM 321 HA GLU 39 -9,810 -48,111 38,975 1.00 0.00
ATOM 322 HB2 GLU 39 -7,612 -48,787 38,667 1.00 0.00
ATOM 323 HB3 GLU 39 -7,876 -49,036 40,342 1.00 0.00
ATOM 324 HG2 GLU 39 -7,704 -50,990 38,016 1.00 0.00
ATOM 325 HG3 GLU 39 -6,489 -50,696 39,091 1.00 0.00
ATOM 326 N GLY 40 -9,916 -49,367 36,683 1.00 0.00
ATOM 327 CA GLY 40 -10,057 -50,022 35,403 1.00 0.00
ATOM 328 C GLY 40 -11,364 -49,860 34,729 1.00 0.00
ATOM 329 O GLY 40 -12,297 -50,448 35,245 1.00 0.00
ATOM 330 H GLY 40 -9,342 -48,537 36,731 1.00 0.00
ATOM 331 HA2 GLY 40 -9,260 -49,647 34,762 1.00 0.00
ATOM 332 HA3 GLY 40 -9,860 -51,074 35,608 1.00 0.00
ATOM 333 N THR 41 -11,541 -49,264 33,523 1.00 0.00
ATOM 334 CA THR 41 -12,813 -49,248 32,721 1.00 0.00
ATOM 335 C THR 41 -13,269 -50,574 32,172 1.00 0.00
ATOM 336 O THR 41 -14,490 -50,842 32,222 1.00 0.00
ATOM 337 CB THR 41 -12,631 -48,293 31,566 1.00 0.00
ATOM 338 CG2 THR 41 -12,685 -46,882 32,114 1.00 0.00
ATOM 339 OG1 THR 41 -11,462 -48,453 30,747 1.00 0.00
ATOM 340 H THR 41 -10,769 -48,778 33,088 1.00 0.00
ATOM 341 HA THR 41 -13,656 -48,971 33,355 1.00 0.00
ATOM 342 HB THR 41 -13,533 -48,414 30,968 1.00 0.00
ATOM 343 HG1 THR 41 -11,766 -48,191 29,874 1.00 0.00



ATOM 344 HG21 THR 41 -13,621 -46,775 32,662 1.00 0.00
ATOM 345 HG22 THR 41 -12,527 -46,231 31,254 1.00 0.00
ATOM 346 HG23 THR 41 -11,854 -46,708 32,799 1.00 0.00
ATOM 347 N PHE 42 -12,333 -51,396 31,826 1.00 0.00
ATOM 348 CA PHE 42 -12,626 -52,730 31,222 1.00 0.00
ATOM 349 C PHE 42 -11,797 -53,884 31,878 1.00 0.00
ATOM 350 O PHE 42 -12,379 -54,968 32,049 1.00 0.00
ATOM 351 CB PHE 42 -12,309 -52,634 29,741 1.00 0.00
ATOM 352 CG PHE 42 -12,834 -53,644 28,776 1.00 0.00
ATOM 353 CD1 PHE 42 -14,190 -54,102 28,866 1.00 0.00
ATOM 354 CD2 PHE 42 -12,003 -54,272 27,753 1.00 0.00
ATOM 355 CE1 PHE 42 -14,718 -54,927 27,855 1.00 0.00
ATOM 356 CE2 PHE 42 -12,480 -55,198 26,834 1.00 0.00
ATOM 357 CZ PHE 42 -13,891 -55,546 26,906 1.00 0.00
ATOM 358 H PHE 42 -11,367 -51,100 31,810 1.00 0.00
ATOM 359 HA PHE 42 -13,665 -53,014 31,384 1.00 0.00
ATOM 360 HB2 PHE 42 -12,605 -51,667 29,336 1.00 0.00
ATOM 361 HB3 PHE 42 -11,226 -52,720 29,652 1.00 0.00
ATOM 362 HD1 PHE 42 -14,834 -53,801 29,679 1.00 0.00
ATOM 363 HD2 PHE 42 -10,965 -53,978 27,722 1.00 0.00
ATOM 364 HE1 PHE 42 -15,738 -55,276 27,919 1.00 0.00
ATOM 365 HE2 PHE 42 -11,820 -55,650 26,107 1.00 0.00
ATOM 366 HZ PHE 42 -14,292 -56,288 26,231 1.00 0.00
ATOM 367 N ALA 43 -10,567 -53,671 32,337 1.00 0.00
ATOM 368 CA ALA 43 -9,709 -54,650 32,900 1.00 0.00
ATOM 369 C ALA 43 -9,174 -54,102 34,224 1.00 0.00
ATOM 370 O ALA 43 -9,218 -52,902 34,526 1.00 0.00
ATOM 371 CB ALA 43 -8,510 -54,908 31,901 1.00 0.00
ATOM 372 H ALA 43 -10,216 -52,728 32,253 1.00 0.00
ATOM 373 HA ALA 43 -10,217 -55,603 33,037 1.00 0.00
ATOM 374 HB1 ALA 43 -8,853 -55,288 30,940 1.00 0.00
ATOM 375 HB2 ALA 43 -7,752 -55,542 32,361 1.00 0.00
ATOM 376 HB3 ALA 43 -8,103 -53,936 31,623 1.00 0.00
ATOM 377 N LYS 44 -8,554 -54,981 34,991 1.00 0.00
ATOM 378 CA LYS 44 -8,159 -54,645 36,372 1.00 0.00
ATOM 379 C LYS 44 -6,624 -54,650 36,480 1.00 0.00
ATOM 380 O LYS 44 -5,947 -55,479 35,825 1.00 0.00
ATOM 381 CB LYS 44 -8,849 -55,672 37,251 1.00 0.00
ATOM 382 CG LYS 44 -10,389 -55,456 37,359 1.00 0.00
ATOM 383 CD LYS 44 -10,978 -54,055 37,712 1.00 0.00
ATOM 384 CE LYS 44 -12,523 -54,025 37,468 1.00 0.00
ATOM 385 NZ LYS 44 -13,214 -52,836 38,067 1.00 0.00
ATOM 386 H LYS 44 -8,452 -55,967 34,799 1.00 0.00



ATOM 387 HA LYS 44 -8,535 -53,643 36,577 1.00 0.00
ATOM 388 HB2 LYS 44 -8,730 -56,635 36,756 1.00 0.00
ATOM 389 HB3 LYS 44 -8,376 -55,665 38,233 1.00 0.00
ATOM 390 HG2 LYS 44 -10,861 -55,807 36,441 1.00 0.00
ATOM 391 HG3 LYS 44 -10,768 -56,158 38,102 1.00 0.00
ATOM 392 HD2 LYS 44 -10,806 -53,797 38,757 1.00 0.00
ATOM 393 HD3 LYS 44 -10,647 -53,286 37,015 1.00 0.00
ATOM 394 HE2 LYS 44 -12,794 -54,153 36,420 1.00 0.00
ATOM 395 HE3 LYS 44 -12,953 -54,922 37,915 1.00 0.00
ATOM 396 HZ1 LYS 44 -13,390 -53,018 39,045 1.00 0.00
ATOM 397 HZ2 LYS 44 -14,073 -52,544 37,625 1.00 0.00
ATOM 398 HZ3 LYS 44 -12,613 -52,025 38,101 1.00 0.00
ATOM 399 N VAL 45 -6,106 -53,870 37,376 1.00 0.00
ATOM 400 CA VAL 45 -4,673 -53,855 37,771 1.00 0.00
ATOM 401 C VAL 45 -4,518 -53,876 39,300 1.00 0.00
ATOM 402 O VAL 45 -5,085 -52,966 39,959 1.00 0.00
ATOM 403 CB VAL 45 -3,870 -52,670 37,107 1.00 0.00
ATOM 404 CG1 VAL 45 -2,403 -52,530 37,520 1.00 0.00
ATOM 405 CG2 VAL 45 -3,846 -52,899 35,617 1.00 0.00
ATOM 406 H VAL 45 -6,716 -53,155 37,745 1.00 0.00
ATOM 407 HA VAL 45 -4,182 -54,746 37,380 1.00 0.00
ATOM 408 HB VAL 45 -4,408 -51,731 37,246 1.00 0.00
ATOM 409 HG11 VAL 45 -1,852 -51,789 36,941 1.00 0.00
ATOM 410 HG12 VAL 45 -2,316 -52,247 38,569 1.00 0.00
ATOM 411 HG13 VAL 45 -1,892 -53,484 37,392 1.00 0.00
ATOM 412 HG21 VAL 45 -3,331 -53,830 35,378 1.00 0.00
ATOM 413 HG22 VAL 45 -3,307 -52,080 35,141 1.00 0.00
ATOM 414 HG23 VAL 45 -4,835 -53,067 35,194 1.00 0.00
ATOM 415 N LYS 46 -3,576 -54,654 39,795 1.00 0.00
ATOM 416 CA LYS 46 -3,117 -54,727 41,156 1.00 0.00
ATOM 417 C LYS 46 -1,554 -54,628 41,262 1.00 0.00
ATOM 418 O LYS 46 -0.871 -55,327 40,541 1.00 0.00
ATOM 419 CB LYS 46 -3,646 -56,011 41,825 1.00 0.00
ATOM 420 CG LYS 46 -5,150 -56,022 42,080 1.00 0.00
ATOM 421 CD LYS 46 -5,990 -56,507 40,878 1.00 0.00
ATOM 422 CE LYS 46 -7,482 -56,351 41,232 1.00 0.00
ATOM 423 NZ LYS 46 -7,933 -54,932 41,353 1.00 0.00
ATOM 424 H LYS 46 -3,127 -55,185 39,063 1.00 0.00
ATOM 425 HA LYS 46 -3,490 -53,811 41,613 1.00 0.00
ATOM 426 HB2 LYS 46 -3,397 -56,844 41,167 1.00 0.00
ATOM 427 HB3 LYS 46 -3,198 -56,141 42,809 1.00 0.00
ATOM 428 HG2 LYS 46 -5,405 -56,729 42,869 1.00 0.00
ATOM 429 HG3 LYS 46 -5,526 -55,067 42,446 1.00 0.00



ATOM 430 HD2 LYS 46 -5,810 -55,871 40,012 1.00 0.00
ATOM 431 HD3 LYS 46 -5,786 -57,537 40,588 1.00 0.00
ATOM 432 HE2 LYS 46 -8,080 -56,731 40,403 1.00 0.00
ATOM 433 HE3 LYS 46 -7,595 -56,824 42,207 1.00 0.00
ATOM 434 HZ1 LYS 46 -8,011 -54,484 40,451 1.00 0.00
ATOM 435 HZ2 LYS 46 -7,365 -54,305 41,906 1.00 0.00
ATOM 436 HZ3 LYS 46 -8,885 -54,807 41,666 1.00 0.00
ATOM 437 N PHE 47 -1,057 -53,772 42,151 1.00 0.00
ATOM 438 CA PHE 47 0.281 -53,905 42,696 1.00 0.00
ATOM 439 C PHE 47 0.453 -55,096 43,633 1.00 0.00
ATOM 440 O PHE 47 -0.249 -55,330 44,615 1.00 0.00
ATOM 441 CB PHE 47 0.638 -52,480 43,373 1.00 0.00
ATOM 442 CG PHE 47 0.840 -51,427 42,412 1.00 0.00
ATOM 443 CD1 PHE 47 -0.132 -50,441 42,255 1.00 0.00
ATOM 444 CD2 PHE 47 1,955 -51,450 41,547 1.00 0.00
ATOM 445 CE1 PHE 47 -0.063 -49,441 41,264 1.00 0.00
ATOM 446 CE2 PHE 47 2,070 -50,461 40,566 1.00 0.00
ATOM 447 CZ PHE 47 1,119 -49,439 40,462 1.00 0.00
ATOM 448 H PHE 47 -1,715 -53,183 42,642 1.00 0.00
ATOM 449 HA PHE 47 0.977 -54,184 41,906 1.00 0.00
ATOM 450 HB2 PHE 47 -0.050 -52,095 44,125 1.00 0.00
ATOM 451 HB3 PHE 47 1,577 -52,673 43,892 1.00 0.00
ATOM 452 HD1 PHE 47 -1,022 -50,551 42,859 1.00 0.00
ATOM 453 HD2 PHE 47 2,672 -52,257 41,589 1.00 0.00
ATOM 454 HE1 PHE 47 -0.882 -48,758 41,089 1.00 0.00
ATOM 455 HE2 PHE 47 2,988 -50,435 39,999 1.00 0.00
ATOM 456 HZ PHE 47 1,281 -48,595 39,809 1.00 0.00
ATOM 457 N ALA 48 1,429 -55,917 43,269 1.00 0.00
ATOM 458 CA ALA 48 1,692 -57,298 43,703 1.00 0.00
ATOM 459 C ALA 48 3,145 -57,608 44,120 1.00 0.00
ATOM 460 O ALA 48 4,098 -56,841 43,857 1.00 0.00
ATOM 461 CB ALA 48 1,277 -58,252 42,533 1.00 0.00
ATOM 462 H ALA 48 2,001 -55,606 42,496 1.00 0.00
ATOM 463 HA ALA 48 1,055 -57,516 44,561 1.00 0.00
ATOM 464 HB1 ALA 48 0.210 -58,127 42,352 1.00 0.00
ATOM 465 HB2 ALA 48 1,363 -59,312 42,771 1.00 0.00
ATOM 466 HB3 ALA 48 1,793 -58,006 41,605 1.00 0.00
ATOM 467 N ARG 49 3,320 -58,691 44,921 1.00 0.00
ATOM 468 CA ARG 49 4,637 -59,201 45,317 1.00 0.00
ATOM 469 C ARG 49 4,730 -60,673 45,207 1.00 0.00
ATOM 470 O ARG 49 3,801 -61,381 45,625 1.00 0.00
ATOM 471 CB ARG 49 4,866 -58,740 46,763 1.00 0.00
ATOM 472 CG ARG 49 5,481 -57,331 46,828 1.00 0.00



ATOM 473 CD ARG 49 5,709 -56,862 48,277 1.00 0.00
ATOM 474 NE ARG 49 5,903 -55,431 48,241 1.00 0.00
ATOM 475 CZ ARG 49 7,050 -54,776 48,168 1.00 0.00
ATOM 476 NH1 ARG 49 8,177 -55,295 47,725 1.00 0.00
ATOM 477 NH2 ARG 49 7,113 -53,541 48,554 1.00 0.00
ATOM 478 H ARG 49 2,486 -59,233 45,096 1.00 0.00
ATOM 479 HA ARG 49 5,370 -58,749 44,649 1.00 0.00
ATOM 480 HB2 ARG 49 3,895 -58,676 47,254 1.00 0.00
ATOM 481 HB3 ARG 49 5,504 -59,480 47,244 1.00 0.00
ATOM 482 HG2 ARG 49 6,400 -57,413 46,248 1.00 0.00
ATOM 483 HG3 ARG 49 4,664 -56,710 46,462 1.00 0.00
ATOM 484 HD2 ARG 49 4,884 -57,096 48,949 1.00 0.00
ATOM 485 HD3 ARG 49 6,595 -57,333 48,702 1.00 0.00
ATOM 486 HE ARG 49 5,129 -54,801 48,395 1.00 0.00
ATOM 487 HH11 ARG 49 8,267 -56,298 47,649 1.00 0.00
ATOM 488 HH12 ARG 49 9,003 -54,745 47,534 1.00 0.00
ATOM 489 HH21 ARG 49 6,301 -53,205 49,054 1.00 0.00
ATOM 490 HH22 ARG 49 7,988 -53,044 48,639 1.00 0.00
ATOM 491 N ASN 50 5,864 -61,191 44,739 1.00 0.00
ATOM 492 CA ASN 50 6,108 -62,590 44,764 1.00 0.00
ATOM 493 C ASN 50 6,154 -63,014 46,308 1.00 0.00
ATOM 494 O ASN 50 6,514 -62,298 47,224 1.00 0.00
ATOM 495 CB ASN 50 7,444 -62,826 43,969 1.00 0.00
ATOM 496 CG ASN 50 7,984 -64,259 44,026 1.00 0.00
ATOM 497 ND2 ASN 50 8,732 -64,688 42,995 1.00 0.00
ATOM 498 OD1 ASN 50 7,777 -64,887 45,048 1.00 0.00
ATOM 499 H ASN 50 6,661 -60,582 44,622 1.00 0.00
ATOM 500 HA ASN 50 5,249 -63,012 44,243 1.00 0.00
ATOM 501 HB2 ASN 50 7,294 -62,558 42,922 1.00 0.00
ATOM 502 HB3 ASN 50 8,176 -62,158 44,422 1.00 0.00
ATOM 503 HD21 ASN 50 8,998 -64,001 42,303 1.00 0.00
ATOM 504 HD22 ASN 50 8,964 -65,666 42,894 1.00 0.00
ATOM 505 N VAL 51 5,539 -64,176 46,539 1.00 0.00
ATOM 506 CA VAL 51 5,315 -64,778 47,917 1.00 0.00
ATOM 507 C VAL 51 6,462 -65,666 48,419 1.00 0.00
ATOM 508 O VAL 51 6,257 -66,153 49,493 1.00 0.00
ATOM 509 CB VAL 51 3,971 -65,541 47,984 1.00 0.00
ATOM 510 CG1 VAL 51 2,842 -64,556 47,544 1.00 0.00
ATOM 511 CG2 VAL 51 3,936 -66,825 47,152 1.00 0.00
ATOM 512 H VAL 51 5,214 -64,673 45,721 1.00 0.00
ATOM 513 HA VAL 51 5,194 -63,962 48,630 1.00 0.00
ATOM 514 HB VAL 51 3,800 -65,816 49,025 1.00 0.00
ATOM 515 HG11 VAL 51 1,898 -65,081 47,692 1.00 0.00



ATOM 516 HG12 VAL 51 2,918 -63,610 48,081 1.00 0.00
ATOM 517 HG13 VAL 51 2,966 -64,336 46,482 1.00 0.00
ATOM 518 HG21 VAL 51 4,411 -67,629 47,714 1.00 0.00
ATOM 519 HG22 VAL 51 4,534 -66,618 46,265 1.00 0.00
ATOM 520 HG23 VAL 51 2,913 -67,089 46,885 1.00 0.00
ATOM 521 N GLU 52 7,622 -65,710 47,790 1.00 0.00
ATOM 522 CA GLU 52 8,820 -66,460 48,214 1.00 0.00
ATOM 523 C GLU 52 10,017 -65,561 48,489 1.00 0.00
ATOM 524 O GLU 52 11,002 -66,016 48,989 1.00 0.00
ATOM 525 CB GLU 52 9,304 -67,482 47,123 1.00 0.00
ATOM 526 CG GLU 52 8,177 -68,552 46,808 1.00 0.00
ATOM 527 CD GLU 52 8,499 -69,646 45,771 1.00 0.00
ATOM 528 OE1 GLU 52 9,322 -69,430 44,892 1.00 0.00
ATOM 529 OE2 GLU 52 7,814 -70,692 45,904 1.00 0.00
ATOM 530 H GLU 52 7,535 -65,533 46,800 1.00 0.00
ATOM 531 HA GLU 52 8,587 -66,952 49,159 1.00 0.00
ATOM 532 HB2 GLU 52 9,433 -66,973 46,168 1.00 0.00
ATOM 533 HB3 GLU 52 10,173 -68,056 47,443 1.00 0.00
ATOM 534 HG2 GLU 52 8,057 -69,032 47,778 1.00 0.00
ATOM 535 HG3 GLU 52 7,207 -68,086 46,631 1.00 0.00
ATOM 536 N ASN 53 9,965 -64,262 48,093 1.00 0.00
ATOM 537 CA ASN 53 11,087 -63,340 48,028 1.00 0.00
ATOM 538 C ASN 53 10,677 -61,823 48,072 1.00 0.00
ATOM 539 O ASN 53 11,466 -60,994 48,428 1.00 0.00
ATOM 540 CB ASN 53 11,972 -63,666 46,778 1.00 0.00
ATOM 541 CG ASN 53 11,255 -63,634 45,415 1.00 0.00
ATOM 542 ND2 ASN 53 11,587 -64,347 44,406 1.00 0.00
ATOM 543 OD1 ASN 53 10,329 -62,901 45,279 1.00 0.00
ATOM 544 H ASN 53 9,098 -63,981 47,659 1.00 0.00
ATOM 545 HA ASN 53 11,611 -63,483 48,973 1.00 0.00
ATOM 546 HB2 ASN 53 12,881 -63,072 46,689 1.00 0.00
ATOM 547 HB3 ASN 53 12,391 -64,662 46,930 1.00 0.00
ATOM 548 HD21 ASN 53 12,257 -65,100 44,479 1.00 0.00
ATOM 549 HD22 ASN 53 10,999 -64,245 43,591 1.00 0.00
ATOM 550 N GLY 54 9,433 -61,539 47,728 1.00 0.00
ATOM 551 CA GLY 54 8,869 -60,175 47,801 1.00 0.00
ATOM 552 C GLY 54 9,285 -59,185 46,724 1.00 0.00
ATOM 553 O GLY 54 9,205 -57,986 46,930 1.00 0.00
ATOM 554 H GLY 54 8,754 -62,283 47,656 1.00 0.00
ATOM 555 HA2 GLY 54 7,785 -60,246 47,712 1.00 0.00
ATOM 556 HA3 GLY 54 9,147 -59,769 48,773 1.00 0.00
ATOM 557 N ASP 55 9,935 -59,572 45,621 1.00 0.00
ATOM 558 CA ASP 55 10,054 -58,855 44,393 1.00 0.00



ATOM 559 C ASP 55 8,726 -58,221 43,946 1.00 0.00
ATOM 560 O ASP 55 7,696 -58,884 44,103 1.00 0.00
ATOM 561 CB ASP 55 10,590 -59,771 43,280 1.00 0.00
ATOM 562 CG ASP 55 10,937 -59,153 41,889 1.00 0.00
ATOM 563 OD1 ASP 55 11,831 -58,278 41,893 1.00 0.00
ATOM 564 OD2 ASP 55 10,500 -59,693 40,872 1.00 0.00
ATOM 565 H ASP 55 10,052 -60,559 45,442 1.00 0.00
ATOM 566 HA ASP 55 10,777 -58,052 44,530 1.00 0.00
ATOM 567 HB2 ASP 55 11,556 -60,231 43,486 1.00 0.00
ATOM 568 HB3 ASP 55 9,909 -60,612 43,151 1.00 0.00
ATOM 569 N ASN 56 8,775 -56,926 43,602 1.00 0.00
ATOM 570 CA ASN 56 7,694 -55,931 43,487 1.00 0.00
ATOM 571 C ASN 56 7,332 -55,841 42,030 1.00 0.00
ATOM 572 O ASN 56 8,202 -55,592 41,181 1.00 0.00
ATOM 573 CB ASN 56 8,075 -54,632 44,185 1.00 0.00
ATOM 574 CG ASN 56 7,080 -53,515 43,859 1.00 0.00
ATOM 575 ND2 ASN 56 7,617 -52,341 43,873 1.00 0.00
ATOM 576 OD1 ASN 56 5,908 -53,661 43,478 1.00 0.00
ATOM 577 H ASN 56 9,701 -56,597 43,371 1.00 0.00
ATOM 578 HA ASN 56 6,829 -56,332 44,015 1.00 0.00
ATOM 579 HB2 ASN 56 7,978 -54,823 45,254 1.00 0.00
ATOM 580 HB3 ASN 56 9,099 -54,309 43,998 1.00 0.00
ATOM 581 HD21 ASN 56 8,606 -52,239 44,052 1.00 0.00
ATOM 582 HD22 ASN 56 6,977 -51,657 43,495 1.00 0.00
ATOM 583 N VAL 57 6,047 -56,110 41,740 1.00 0.00
ATOM 584 CA VAL 57 5,527 -56,271 40,423 1.00 0.00
ATOM 585 C VAL 57 4,105 -55,730 40,279 1.00 0.00
ATOM 586 O VAL 57 3,416 -55,342 41,277 1.00 0.00
ATOM 587 CB VAL 57 5,560 -57,805 40,022 1.00 0.00
ATOM 588 CG1 VAL 57 6,887 -58,256 39,434 1.00 0.00
ATOM 589 CG2 VAL 57 5,095 -58,782 41,121 1.00 0.00
ATOM 590 H VAL 57 5,465 -56,372 42,523 1.00 0.00
ATOM 591 HA VAL 57 6,190 -55,784 39,709 1.00 0.00
ATOM 592 HB VAL 57 4,863 -57,954 39,198 1.00 0.00
ATOM 593 HG11 VAL 57 6,707 -59,202 38,925 1.00 0.00
ATOM 594 HG12 VAL 57 7,138 -57,474 38,717 1.00 0.00
ATOM 595 HG13 VAL 57 7,679 -58,230 40,182 1.00 0.00
ATOM 596 HG21 VAL 57 5,735 -58,598 41,984 1.00 0.00
ATOM 597 HG22 VAL 57 5,165 -59,832 40,836 1.00 0.00
ATOM 598 HG23 VAL 57 4,057 -58,579 41,385 1.00 0.00
ATOM 599 N ALA 58 3,621 -55,538 39,072 1.00 0.00
ATOM 600 CA ALA 58 2,212 -55,243 38,790 1.00 0.00
ATOM 601 C ALA 58 1,550 -56,596 38,297 1.00 0.00



ATOM 602 O ALA 58 2,303 -57,358 37,691 1.00 0.00
ATOM 603 CB ALA 58 2,036 -54,003 37,787 1.00 0.00
ATOM 604 H ALA 58 4,146 -55,853 38,269 1.00 0.00
ATOM 605 HA ALA 58 1,730 -54,876 39,695 1.00 0.00
ATOM 606 HB1 ALA 58 2,287 -53,081 38,313 1.00 0.00
ATOM 607 HB2 ALA 58 0.965 -53,977 37,588 1.00 0.00
ATOM 608 HB3 ALA 58 2,648 -54,215 36,911 1.00 0.00
ATOM 609 N ILE 59 0.259 -56,889 38,503 1.00 0.00
ATOM 610 CA ILE 59 -0.414 -57,970 37,670 1.00 0.00
ATOM 611 C ILE 59 -1,585 -57,288 36,958 1.00 0.00
ATOM 612 O ILE 59 -2,219 -56,478 37,563 1.00 0.00
ATOM 613 CB ILE 59 -0.847 -59,119 38,592 1.00 0.00
ATOM 614 CG1 ILE 59 0.452 -59,911 38,930 1.00 0.00
ATOM 615 CG2 ILE 59 -1,815 -60,022 37,886 1.00 0.00
ATOM 616 CD1 ILE 59 0.151 -61,193 39,751 1.00 0.00
ATOM 617 H ILE 59 -0.291 -56,271 39,083 1.00 0.00
ATOM 618 HA ILE 59 0.148 -58,424 36,854 1.00 0.00
ATOM 619 HB ILE 59 -1,311 -58,639 39,454 1.00 0.00
ATOM 620 HG12 ILE 59 0.969 -60,237 38,028 1.00 0.00
ATOM 621 HG13 ILE 59 1,125 -59,229 39,451 1.00 0.00
ATOM 622 HG21 ILE 59 -2,704 -59,492 37,546 1.00 0.00
ATOM 623 HG22 ILE 59 -2,100 -60,845 38,541 1.00 0.00
ATOM 624 HG23 ILE 59 -1,364 -60,385 36,962 1.00 0.00
ATOM 625 HD11 ILE 59 -0.475 -61,919 39,234 1.00 0.00
ATOM 626 HD12 ILE 59 -0.257 -60,896 40,718 1.00 0.00
ATOM 627 HD13 ILE 59 1,109 -61,660 39,979 1.00 0.00
ATOM 628 N LYS 60 -1,792 -57,554 35,686 1.00 0.00
ATOM 629 CA LYS 60 -2,995 -57,159 34,941 1.00 0.00
ATOM 630 C LYS 60 -3,910 -58,369 34,722 1.00 0.00
ATOM 631 O LYS 60 -3,485 -59,526 34,709 1.00 0.00
ATOM 632 CB LYS 60 -2,595 -56,458 33,613 1.00 0.00
ATOM 633 CG LYS 60 -3,865 -55,821 32,886 1.00 0.00
ATOM 634 CD LYS 60 -3,347 -54,961 31,726 1.00 0.00
ATOM 635 CE LYS 60 -4,468 -54,324 30,913 1.00 0.00
ATOM 636 NZ LYS 60 -4,045 -53,470 29,825 1.00 0.00
ATOM 637 H LYS 60 -1,098 -58,159 35,271 1.00 0.00
ATOM 638 HA LYS 60 -3,565 -56,418 35,501 1.00 0.00
ATOM 639 HB2 LYS 60 -1,872 -55,667 33,809 1.00 0.00
ATOM 640 HB3 LYS 60 -2,141 -57,236 32,997 1.00 0.00
ATOM 641 HG2 LYS 60 -4,558 -56,554 32,473 1.00 0.00
ATOM 642 HG3 LYS 60 -4,401 -55,253 33,646 1.00 0.00
ATOM 643 HD2 LYS 60 -2,782 -54,134 32,158 1.00 0.00
ATOM 644 HD3 LYS 60 -2,628 -55,451 31,071 1.00 0.00



ATOM 645 HE2 LYS 60 -4,942 -55,167 30,410 1.00 0.00
ATOM 646 HE3 LYS 60 -5,101 -53,768 31,603 1.00 0.00
ATOM 647 HZ1 LYS 60 -4,826 -53,015 29,374 1.00 0.00
ATOM 648 HZ2 LYS 60 -3,516 -53,949 29,111 1.00 0.00
ATOM 649 HZ3 LYS 60 -3,558 -52,619 30,072 1.00 0.00
ATOM 650 N VAL 61 -5,205 -58,110 34,810 1.00 0.00
ATOM 651 CA VAL 61 -6,251 -59,197 34,867 1.00 0.00
ATOM 652 C VAL 61 -7,605 -58,753 34,286 1.00 0.00
ATOM 653 O VAL 61 -8,143 -57,651 34,468 1.00 0.00
ATOM 654 CB VAL 61 -6,434 -59,777 36,268 1.00 0.00
ATOM 655 CG1 VAL 61 -6,353 -58,665 37,402 1.00 0.00
ATOM 656 CG2 VAL 61 -7,681 -60,662 36,469 1.00 0.00
ATOM 657 H VAL 61 -5,537 -57,197 35,085 1.00 0.00
ATOM 658 HA VAL 61 -5,905 -60,025 34,248 1.00 0.00
ATOM 659 HB VAL 61 -5,552 -60,378 36,489 1.00 0.00
ATOM 660 HG11 VAL 61 -7,038 -57,923 36,992 1.00 0.00
ATOM 661 HG12 VAL 61 -6,762 -59,081 38,323 1.00 0.00
ATOM 662 HG13 VAL 61 -5,317 -58,365 37,556 1.00 0.00
ATOM 663 HG21 VAL 61 -7,566 -61,526 35,815 1.00 0.00
ATOM 664 HG22 VAL 61 -8,651 -60,203 36,274 1.00 0.00
ATOM 665 HG23 VAL 61 -7,628 -61,142 37,447 1.00 0.00
ATOM 666 N ILE 62 -8,275 -59,762 33,611 1.00 0.00
ATOM 667 CA ILE 62 -9,685 -59,537 33,214 1.00 0.00
ATOM 668 C ILE 62 -10,525 -60,710 33,337 1.00 0.00
ATOM 669 O ILE 62 -10,059 -61,866 33,247 1.00 0.00
ATOM 670 CB ILE 62 -9,790 -58,949 31,715 1.00 0.00
ATOM 671 CG1 ILE 62 -11,201 -58,354 31,423 1.00 0.00
ATOM 672 CG2 ILE 62 -9,303 -59,956 30,613 1.00 0.00
ATOM 673 CD1 ILE 62 -11,295 -57,471 30,097 1.00 0.00
ATOM 674 H ILE 62 -7,762 -60,600 33,378 1.00 0.00
ATOM 675 HA ILE 62 -10,179 -58,775 33,815 1.00 0.00
ATOM 676 HB ILE 62 -9,140 -58,075 31,761 1.00 0.00
ATOM 677 HG12 ILE 62 -11,947 -59,128 31,241 1.00 0.00
ATOM 678 HG13 ILE 62 -11,698 -57,728 32,165 1.00 0.00
ATOM 679 HG21 ILE 62 -9,483 -59,492 29,642 1.00 0.00
ATOM 680 HG22 ILE 62 -9,982 -60,804 30,693 1.00 0.00
ATOM 681 HG23 ILE 62 -8,270 -60,269 30,765 1.00 0.00
ATOM 682 HD11 ILE 62 -10,692 -58,002 29,361 1.00 0.00
ATOM 683 HD12 ILE 62 -10,847 -56,501 30,309 1.00 0.00
ATOM 684 HD13 ILE 62 -12,343 -57,321 29,838 1.00 0.00
ATOM 685 N ASP 63 -11,852 -60,557 33,502 1.00 0.00
ATOM 686 CA ASP 63 -12,732 -61,712 33,511 1.00 0.00
ATOM 687 C ASP 63 -13,258 -61,970 32,107 1.00 0.00



ATOM 688 O ASP 63 -13,787 -61,062 31,440 1.00 0.00
ATOM 689 CB ASP 63 -13,744 -61,500 34,572 1.00 0.00
ATOM 690 CG ASP 63 -14,612 -62,755 34,845 1.00 0.00
ATOM 691 OD1 ASP 63 -15,679 -62,960 34,196 1.00 0.00
ATOM 692 OD2 ASP 63 -14,205 -63,578 35,714 1.00 0.00
ATOM 693 H ASP 63 -12,250 -59,632 33,581 1.00 0.00
ATOM 694 HA ASP 63 -12,139 -62,619 33,632 1.00 0.00
ATOM 695 HB2 ASP 63 -13,256 -61,239 35,511 1.00 0.00
ATOM 696 HB3 ASP 63 -14,290 -60,612 34,252 1.00 0.00
ATOM 697 N LYS 64 -12,931 -63,143 31,524 1.00 0.00
ATOM 698 CA LYS 64 -12,879 -63,388 30,125 1.00 0.00
ATOM 699 C LYS 64 -14,221 -63,296 29,483 1.00 0.00
ATOM 700 O LYS 64 -14,314 -63,237 28,257 1.00 0.00
ATOM 701 CB LYS 64 -12,294 -64,760 30,072 1.00 0.00
ATOM 702 CG LYS 64 -10,728 -64,765 29,970 1.00 0.00
ATOM 703 CD LYS 64 -10,090 -66,074 29,596 1.00 0.00
ATOM 704 CE LYS 64 -10,632 -66,532 28,192 1.00 0.00
ATOM 705 NZ LYS 64 -9,952 -67,762 27,770 1.00 0.00
ATOM 706 H LYS 64 -12,423 -63,792 32,109 1.00 0.00
ATOM 707 HA LYS 64 -12,195 -62,667 29,677 1.00 0.00
ATOM 708 HB2 LYS 64 -12,617 -65,392 30,899 1.00 0.00
ATOM 709 HB3 LYS 64 -12,714 -65,354 29,259 1.00 0.00
ATOM 710 HG2 LYS 64 -10,428 -63,997 29,256 1.00 0.00
ATOM 711 HG3 LYS 64 -10,321 -64,453 30,933 1.00 0.00
ATOM 712 HD2 LYS 64 -9,013 -65,909 29,571 1.00 0.00
ATOM 713 HD3 LYS 64 -10,408 -66,760 30,380 1.00 0.00
ATOM 714 HE2 LYS 64 -11,710 -66,659 28,290 1.00 0.00
ATOM 715 HE3 LYS 64 -10,424 -65,743 27,468 1.00 0.00
ATOM 716 HZ1 LYS 64 -10,185 -68,032 26,824 1.00 0.00
ATOM 717 HZ2 LYS 64 -10,346 -68,440 28,406 1.00 0.00
ATOM 718 HZ3 LYS 64 -8,949 -67,727 27,880 1.00 0.00
ATOM 719 N GLU 65 -15,334 -63,380 30,187 1.00 0.00
ATOM 720 CA GLU 65 -16,666 -63,090 29,735 1.00 0.00
ATOM 721 C GLU 65 -16,699 -61,742 28,995 1.00 0.00
ATOM 722 O GLU 65 -17,294 -61,742 27,929 1.00 0.00
ATOM 723 CB GLU 65 -17,629 -63,138 30,958 1.00 0.00
ATOM 724 CG GLU 65 -19,120 -63,020 30,491 1.00 0.00
ATOM 725 CD GLU 65 -20,101 -62,812 31,683 1.00 0.00
ATOM 726 OE1 GLU 65 -20,727 -63,781 32,092 1.00 0.00
ATOM 727 OE2 GLU 65 -20,158 -61,671 32,256 1.00 0.00
ATOM 728 H GLU 65 -15,098 -63,557 31,154 1.00 0.00
ATOM 729 HA GLU 65 -16,939 -63,904 29,063 1.00 0.00
ATOM 730 HB2 GLU 65 -17,404 -64,060 31,495 1.00 0.00



ATOM 731 HB3 GLU 65 -17,361 -62,353 31,665 1.00 0.00
ATOM 732 HG2 GLU 65 -19,251 -62,144 29,854 1.00 0.00
ATOM 733 HG3 GLU 65 -19,392 -63,904 29,913 1.00 0.00
ATOM 734 N LYS 66 -15,935 -60,733 29,393 1.00 0.00
ATOM 735 CA LYS 66 -15,887 -59,371 28,768 1.00 0.00
ATOM 736 C LYS 66 -15,315 -59,433 27,360 1.00 0.00
ATOM 737 O LYS 66 -15,554 -58,516 26,605 1.00 0.00
ATOM 738 CB LYS 66 -15,117 -58,439 29,713 1.00 0.00
ATOM 739 CG LYS 66 -15,676 -58,303 31,085 1.00 0.00
ATOM 740 CD LYS 66 -15,178 -57,058 31,808 1.00 0.00
ATOM 741 CE LYS 66 -16,036 -56,735 32,998 1.00 0.00
ATOM 742 NZ LYS 66 -16,021 -57,715 34,098 1.00 0.00
ATOM 743 H LYS 66 -15,481 -60,946 30,270 1.00 0.00
ATOM 744 HA LYS 66 -16,883 -58,935 28,701 1.00 0.00
ATOM 745 HB2 LYS 66 -14,072 -58,744 29,774 1.00 0.00
ATOM 746 HB3 LYS 66 -15,183 -57,465 29,226 1.00 0.00
ATOM 747 HG2 LYS 66 -16,765 -58,333 31,045 1.00 0.00
ATOM 748 HG3 LYS 66 -15,335 -59,155 31,671 1.00 0.00
ATOM 749 HD2 LYS 66 -14,194 -57,229 32,244 1.00 0.00
ATOM 750 HD3 LYS 66 -15,245 -56,279 31,049 1.00 0.00
ATOM 751 HE2 LYS 66 -15,582 -55,826 33,393 1.00 0.00
ATOM 752 HE3 LYS 66 -17,057 -56,634 32,629 1.00 0.00
ATOM 753 HZ1 LYS 66 -16,687 -57,450 34,810 1.00 0.00
ATOM 754 HZ2 LYS 66 -15,161 -57,803 34,621 1.00 0.00
ATOM 755 HZ3 LYS 66 -16,312 -58,609 33,728 1.00 0.00
ATOM 756 N VAL 67 -14,681 -60,516 26,970 1.00 0.00
ATOM 757 CA VAL 67 -14,188 -60,831 25,621 1.00 0.00
ATOM 758 C VAL 67 -14,831 -62,029 24,864 1.00 0.00
ATOM 759 O VAL 67 -14,538 -62,345 23,713 1.00 0.00
ATOM 760 CB VAL 67 -12,692 -60,894 25,546 1.00 0.00
ATOM 761 CG1 VAL 67 -12,148 -59,524 26,008 1.00 0.00
ATOM 762 CG2 VAL 67 -12,094 -62,019 26,466 1.00 0.00
ATOM 763 H VAL 67 -14,465 -61,204 27,677 1.00 0.00
ATOM 764 HA VAL 67 -14,469 -59,963 25,026 1.00 0.00
ATOM 765 HB VAL 67 -12,409 -60,881 24,494 1.00 0.00
ATOM 766 HG11 VAL 67 -12,260 -59,279 27,064 1.00 0.00
ATOM 767 HG12 VAL 67 -11,114 -59,433 25,678 1.00 0.00
ATOM 768 HG13 VAL 67 -12,782 -58,776 25,532 1.00 0.00
ATOM 769 HG21 VAL 67 -12,378 -62,018 27,518 1.00 0.00
ATOM 770 HG22 VAL 67 -11,019 -61,843 26,444 1.00 0.00
ATOM 771 HG23 VAL 67 -12,296 -62,972 25,977 1.00 0.00
ATOM 772 N LEU 68 -15,876 -62,662 25,414 1.00 0.00
ATOM 773 CA LEU 68 -16,509 -63,933 24,993 1.00 0.00



ATOM 774 C LEU 68 -17,246 -63,839 23,631 1.00 0.00
ATOM 775 O LEU 68 -17,405 -64,857 22,959 1.00 0.00
ATOM 776 CB LEU 68 -17,390 -64,462 26,143 1.00 0.00
ATOM 777 CG LEU 68 -17,970 -65,876 25,783 1.00 0.00
ATOM 778 CD1 LEU 68 -16,981 -67,021 25,812 1.00 0.00
ATOM 779 CD2 LEU 68 -19,147 -66,245 26,709 1.00 0.00
ATOM 780 H LEU 68 -16,106 -62,369 26,352 1.00 0.00
ATOM 781 HA LEU 68 -15,671 -64,624 24,889 1.00 0.00
ATOM 782 HB2 LEU 68 -16,751 -64,610 27,013 1.00 0.00
ATOM 783 HB3 LEU 68 -18,242 -63,791 26,249 1.00 0.00
ATOM 784 HG LEU 68 -18,451 -65,869 24,806 1.00 0.00
ATOM 785 HD11 LEU 68 -16,767 -67,228 26,860 1.00 0.00
ATOM 786 HD12 LEU 68 -16,012 -66,915 25,323 1.00 0.00
ATOM 787 HD13 LEU 68 -17,448 -67,908 25,383 1.00 0.00
ATOM 788 HD21 LEU 68 -18,820 -66,476 27,723 1.00 0.00
ATOM 789 HD22 LEU 68 -19,844 -65,414 26,814 1.00 0.00
ATOM 790 HD23 LEU 68 -19,668 -67,117 26,313 1.00 0.00
ATOM 791 N LYS 69 -17,623 -62,609 23,224 1.00 0.00
ATOM 792 CA LYS 69 -18,496 -62,198 22,088 1.00 0.00
ATOM 793 C LYS 69 -17,927 -60,843 21,499 1.00 0.00
ATOM 794 O LYS 69 -18,696 -60,086 20,986 1.00 0.00
ATOM 795 CB LYS 69 -19,941 -62,159 22,507 1.00 0.00
ATOM 796 CG LYS 69 -20,522 -63,458 23,027 1.00 0.00
ATOM 797 CD LYS 69 -22,090 -63,238 23,212 1.00 0.00
ATOM 798 CE LYS 69 -22,677 -64,344 23,962 1.00 0.00
ATOM 799 NZ LYS 69 -24,142 -64,201 24,076 1.00 0.00
ATOM 800 H LYS 69 -17,395 -61,976 23,976 1.00 0.00
ATOM 801 HA LYS 69 -18,269 -62,848 21,243 1.00 0.00
ATOM 802 HB2 LYS 69 -19,861 -61,416 23,301 1.00 0.00
ATOM 803 HB3 LYS 69 -20,450 -61,645 21,691 1.00 0.00
ATOM 804 HG2 LYS 69 -20,455 -64,299 22,338 1.00 0.00
ATOM 805 HG3 LYS 69 -19,999 -63,660 23,961 1.00 0.00
ATOM 806 HD2 LYS 69 -22,213 -62,348 23,830 1.00 0.00
ATOM 807 HD3 LYS 69 -22,569 -63,102 22,242 1.00 0.00
ATOM 808 HE2 LYS 69 -22,420 -65,244 23,403 1.00 0.00
ATOM 809 HE3 LYS 69 -22,235 -64,499 24,947 1.00 0.00
ATOM 810 HZ1 LYS 69 -24,444 -63,242 24,176 1.00 0.00
ATOM 811 HZ2 LYS 69 -24,445 -64,706 24,897 1.00 0.00
ATOM 812 HZ3 LYS 69 -24,639 -64,522 23,257 1.00 0.00
ATOM 813 N ASN 70 -16,654 -60,551 21,715 1.00 0.00
ATOM 814 CA ASN 70 -15,975 -59,390 21,130 1.00 0.00
ATOM 815 C ASN 70 -14,663 -59,736 20,385 1.00 0.00
ATOM 816 O ASN 70 -13,692 -60,267 20,964 1.00 0.00



ATOM 817 CB ASN 70 -15,626 -58,423 22,337 1.00 0.00
ATOM 818 CG ASN 70 -15,328 -56,996 21,879 1.00 0.00
ATOM 819 ND2 ASN 70 -15,604 -56,020 22,687 1.00 0.00
ATOM 820 OD1 ASN 70 -14,800 -56,815 20,760 1.00 0.00
ATOM 821 H ASN 70 -16,001 -61,227 22,084 1.00 0.00
ATOM 822 HA ASN 70 -16,653 -58,858 20,463 1.00 0.00
ATOM 823 HB2 ASN 70 -16,530 -58,438 22,945 1.00 0.00
ATOM 824 HB3 ASN 70 -14,854 -58,959 22,890 1.00 0.00
ATOM 825 HD21 ASN 70 -16,160 -56,107 23,526 1.00 0.00
ATOM 826 HD22 ASN 70 -15,511 -55,088 22,312 1.00 0.00
ATOM 827 N LYS 71 -14,580 -59,263 19,090 1.00 0.00
ATOM 828 CA LYS 71 -13,264 -59,246 18,295 1.00 0.00
ATOM 829 C LYS 71 -12,028 -58,742 19,010 1.00 0.00
ATOM 830 O LYS 71 -10,876 -58,913 18,579 1.00 0.00
ATOM 831 CB LYS 71 -13,565 -58,611 16,970 1.00 0.00
ATOM 832 CG LYS 71 -13,922 -57,114 16,766 1.00 0.00
ATOM 833 CD LYS 71 -14,220 -56,681 15,306 1.00 0.00
ATOM 834 CE LYS 71 -13,088 -56,997 14,282 1.00 0.00
ATOM 835 NZ LYS 71 -11,717 -56,455 14,487 1.00 0.00
ATOM 836 H LYS 71 -15,328 -58,675 18,751 1.00 0.00
ATOM 837 HA LYS 71 -12,953 -60,281 18,156 1.00 0.00
ATOM 838 HB2 LYS 71 -12,741 -58,802 16,283 1.00 0.00
ATOM 839 HB3 LYS 71 -14,379 -59,145 16,481 1.00 0.00
ATOM 840 HG2 LYS 71 -14,851 -56,955 17,315 1.00 0.00
ATOM 841 HG3 LYS 71 -13,207 -56,427 17,217 1.00 0.00
ATOM 842 HD2 LYS 71 -15,100 -57,243 14,993 1.00 0.00
ATOM 843 HD3 LYS 71 -14,441 -55,615 15,356 1.00 0.00
ATOM 844 HE2 LYS 71 -12,992 -58,080 14,212 1.00 0.00
ATOM 845 HE3 LYS 71 -13,454 -56,723 13,293 1.00 0.00
ATOM 846 HZ1 LYS 71 -11,815 -55,453 14,565 1.00 0.00
ATOM 847 HZ2 LYS 71 -11,091 -56,579 13,703 1.00 0.00
ATOM 848 HZ3 LYS 71 -11,265 -56,788 15,327 1.00 0.00
ATOM 849 N MET 72 -12,219 -57,927 20,033 1.00 0.00
ATOM 850 CA MET 72 -11,151 -57,278 20,796 1.00 0.00
ATOM 851 C MET 72 -10,199 -58,209 21,616 1.00 0.00
ATOM 852 O MET 72 -9,191 -57,881 22,141 1.00 0.00
ATOM 853 CB MET 72 -11,880 -56,176 21,569 1.00 0.00
ATOM 854 CG MET 72 -10,966 -55,375 22,546 1.00 0.00
ATOM 855 SD MET 72 -11,745 -54,023 23,536 1.00 0.00
ATOM 856 CE MET 72 -12,313 -52,804 22,282 1.00 0.00
ATOM 857 H MET 72 -13,172 -57,785 20,335 1.00 0.00
ATOM 858 HA MET 72 -10,602 -56,669 20,075 1.00 0.00
ATOM 859 HB2 MET 72 -12,253 -55,500 20,800 1.00 0.00



ATOM 860 HB3 MET 72 -12,725 -56,604 22,109 1.00 0.00
ATOM 861 HG2 MET 72 -10,577 -56,049 23,309 1.00 0.00
ATOM 862 HG3 MET 72 -10,159 -54,920 21,970 1.00 0.00
ATOM 863 HE1 MET 72 -13,274 -53,074 21,843 1.00 0.00
ATOM 864 HE2 MET 72 -12,383 -51,829 22,765 1.00 0.00
ATOM 865 HE3 MET 72 -11,566 -52,733 21,490 1.00 0.00
ATOM 866 N ILE 73 -10,575 -59,452 21,750 1.00 0.00
ATOM 867 CA ILE 73 -9,792 -60,547 22,328 1.00 0.00
ATOM 868 C ILE 73 -8,340 -60,705 21,658 1.00 0.00
ATOM 869 O ILE 73 -7,326 -60,666 22,428 1.00 0.00
ATOM 870 CB ILE 73 -10,580 -61,904 22,332 1.00 0.00
ATOM 871 CG1 ILE 73 -9,909 -62,960 23,292 1.00 0.00
ATOM 872 CG2 ILE 73 -10,747 -62,512 20,955 1.00 0.00
ATOM 873 CD1 ILE 73 -10,611 -64,304 23,416 1.00 0.00
ATOM 874 H ILE 73 -11,522 -59,692 21,491 1.00 0.00
ATOM 875 HA ILE 73 -9,794 -60,325 23,395 1.00 0.00
ATOM 876 HB ILE 73 -11,637 -61,773 22,564 1.00 0.00
ATOM 877 HG12 ILE 73 -8,895 -63,168 22,949 1.00 0.00
ATOM 878 HG13 ILE 73 -9,931 -62,558 24,305 1.00 0.00
ATOM 879 HG21 ILE 73 -11,010 -61,767 20,204 1.00 0.00
ATOM 880 HG22 ILE 73 -11,561 -63,231 21,045 1.00 0.00
ATOM 881 HG23 ILE 73 -9,895 -63,104 20,625 1.00 0.00
ATOM 882 HD11 ILE 73 -11,680 -64,095 23,457 1.00 0.00
ATOM 883 HD12 ILE 73 -10,349 -64,828 24,335 1.00 0.00
ATOM 884 HD13 ILE 73 -10,461 -64,898 22,514 1.00 0.00
ATOM 885 N ALA 74 -8,253 -60,642 20,359 1.00 0.00
ATOM 886 CA ALA 74 -7,000 -60,656 19,550 1.00 0.00
ATOM 887 C ALA 74 -6,066 -59,473 19,862 1.00 0.00
ATOM 888 O ALA 74 -4,878 -59,564 19,421 1.00 0.00
ATOM 889 CB ALA 74 -7,564 -60,627 18,178 1.00 0.00
ATOM 890 H ALA 74 -9,120 -60,371 19,917 1.00 0.00
ATOM 891 HA ALA 74 -6,414 -61,556 19,744 1.00 0.00
ATOM 892 HB1 ALA 74 -8,109 -59,699 18,005 1.00 0.00
ATOM 893 HB2 ALA 74 -8,177 -61,527 18,145 1.00 0.00
ATOM 894 HB3 ALA 74 -6,735 -60,725 17,475 1.00 0.00
ATOM 895 N GLN 75 -6,584 -58,346 20,448 1.00 0.00
ATOM 896 CA GLN 75 -5,980 -57,025 20,544 1.00 0.00
ATOM 897 C GLN 75 -5,390 -56,853 21,951 1.00 0.00
ATOM 898 O GLN 75 -4,251 -56,422 22,173 1.00 0.00
ATOM 899 CB GLN 75 -7,026 -55,953 20,089 1.00 0.00
ATOM 900 CG GLN 75 -7,881 -56,268 18,863 1.00 0.00
ATOM 901 CD GLN 75 -8,736 -55,096 18,469 1.00 0.00
ATOM 902 NE2 GLN 75 -9,641 -55,378 17,559 1.00 0.00



ATOM 903 OE1 GLN 75 -8,707 -53,973 18,922 1.00 0.00
ATOM 904 H GLN 75 -7,520 -58,367 20,826 1.00 0.00
ATOM 905 HA GLN 75 -5,060 -56,948 19,964 1.00 0.00
ATOM 906 HB2 GLN 75 -7,708 -55,739 20,911 1.00 0.00
ATOM 907 HB3 GLN 75 -6,536 -54,990 19,938 1.00 0.00
ATOM 908 HG2 GLN 75 -7,254 -56,382 17,978 1.00 0.00
ATOM 909 HG3 GLN 75 -8,400 -57,204 19,065 1.00 0.00
ATOM 910 HE21 GLN 75 -10,288 -54,627 17,360 1.00 0.00
ATOM 911 HE22 GLN 75 -9,784 -56,273 17,114 1.00 0.00
ATOM 912 N ILE 76 -6,133 -57,276 23,043 1.00 0.00
ATOM 913 CA ILE 76 -5,560 -57,755 24,305 1.00 0.00
ATOM 914 C ILE 76 -4,419 -58,706 24,049 1.00 0.00
ATOM 915 O ILE 76 -3,323 -58,549 24,641 1.00 0.00
ATOM 916 CB ILE 76 -6,722 -58,293 25,229 1.00 0.00
ATOM 917 CG1 ILE 76 -7,501 -57,020 25,705 1.00 0.00
ATOM 918 CG2 ILE 76 -6,083 -58,943 26,489 1.00 0.00
ATOM 919 CD1 ILE 76 -8,829 -57,231 26,422 1.00 0.00
ATOM 920 H ILE 76 -7,082 -57,532 22,813 1.00 0.00
ATOM 921 HA ILE 76 -5,075 -56,927 24,823 1.00 0.00
ATOM 922 HB ILE 76 -7,385 -59,004 24,735 1.00 0.00
ATOM 923 HG12 ILE 76 -6,859 -56,322 26,241 1.00 0.00
ATOM 924 HG13 ILE 76 -7,737 -56,479 24,788 1.00 0.00
ATOM 925 HG21 ILE 76 -5,507 -59,838 26,252 1.00 0.00
ATOM 926 HG22 ILE 76 -6,889 -59,315 27,123 1.00 0.00
ATOM 927 HG23 ILE 76 -5,501 -58,182 27,007 1.00 0.00
ATOM 928 HD11 ILE 76 -9,412 -56,317 26,541 1.00 0.00
ATOM 929 HD12 ILE 76 -8,558 -57,601 27,410 1.00 0.00
ATOM 930 HD13 ILE 76 -9,474 -58,008 26,010 1.00 0.00
ATOM 931 N LYS 77 -4,582 -59,684 23,162 1.00 0.00
ATOM 932 CA LYS 77 -3,499 -60,677 22,805 1.00 0.00
ATOM 933 C LYS 77 -2,297 -59,905 22,174 1.00 0.00
ATOM 934 O LYS 77 -1,153 -60,157 22,569 1.00 0.00
ATOM 935 CB LYS 77 -4,015 -61,817 21,909 1.00 0.00
ATOM 936 CG LYS 77 -4,771 -62,968 22,624 1.00 0.00
ATOM 937 CD LYS 77 -4,974 -64,153 21,624 1.00 0.00
ATOM 938 CE LYS 77 -5,854 -65,121 22,434 1.00 0.00
ATOM 939 NZ LYS 77 -6,383 -66,074 21,411 1.00 0.00
ATOM 940 H LYS 77 -5,528 -59,938 22,917 1.00 0.00
ATOM 941 HA LYS 77 -3,067 -61,117 23,704 1.00 0.00
ATOM 942 HB2 LYS 77 -4,629 -61,495 21,068 1.00 0.00
ATOM 943 HB3 LYS 77 -3,118 -62,304 21,525 1.00 0.00
ATOM 944 HG2 LYS 77 -4,153 -63,274 23,467 1.00 0.00
ATOM 945 HG3 LYS 77 -5,683 -62,642 23,124 1.00 0.00



ATOM 946 HD2 LYS 77 -5,469 -63,901 20,687 1.00 0.00
ATOM 947 HD3 LYS 77 -4,021 -64,647 21,439 1.00 0.00
ATOM 948 HE2 LYS 77 -5,336 -65,508 23,311 1.00 0.00
ATOM 949 HE3 LYS 77 -6,696 -64,537 22,808 1.00 0.00
ATOM 950 HZ1 LYS 77 -7,118 -65,580 20,924 1.00 0.00
ATOM 951 HZ2 LYS 77 -6,828 -66,866 21,851 1.00 0.00
ATOM 952 HZ3 LYS 77 -5,651 -66,405 20,800 1.00 0.00
ATOM 953 N ARG 78 -2,534 -58,909 21,316 1.00 0.00
ATOM 954 CA ARG 78 -1,380 -58,103 20,741 1.00 0.00
ATOM 955 C ARG 78 -0.557 -57,366 21,867 1.00 0.00
ATOM 956 O ARG 78 0.691 -57,264 21,781 1.00 0.00
ATOM 957 CB ARG 78 -1,989 -57,024 19,793 1.00 0.00
ATOM 958 CG ARG 78 -0.874 -56,265 18,941 1.00 0.00
ATOM 959 CD ARG 78 -1,394 -55,318 17,846 1.00 0.00
ATOM 960 NE ARG 78 -1,739 -56,097 16,619 1.00 0.00
ATOM 961 CZ ARG 78 -2,118 -55,654 15,417 1.00 0.00
ATOM 962 NH1 ARG 78 -2,333 -54,429 15,084 1.00 0.00
ATOM 963 NH2 ARG 78 -2,414 -56,450 14,415 1.00 0.00
ATOM 964 H ARG 78 -3,451 -58,789 20,909 1.00 0.00
ATOM 965 HA ARG 78 -0.672 -58,717 20,183 1.00 0.00
ATOM 966 HB2 ARG 78 -2,697 -57,536 19,142 1.00 0.00
ATOM 967 HB3 ARG 78 -2,518 -56,301 20,414 1.00 0.00
ATOM 968 HG2 ARG 78 -0.406 -55,626 19,690 1.00 0.00
ATOM 969 HG3 ARG 78 -0.118 -56,914 18,499 1.00 0.00
ATOM 970 HD2 ARG 78 -2,267 -54,800 18,243 1.00 0.00
ATOM 971 HD3 ARG 78 -0.697 -54,555 17,501 1.00 0.00
ATOM 972 HE ARG 78 -1,579 -57,095 16,601 1.00 0.00
ATOM 973 HH11 ARG 78 -2,175 -53,711 15,777 1.00 0.00
ATOM 974 HH12 ARG 78 -2,894 -54,232 14,267 1.00 0.00
ATOM 975 HH21 ARG 78 -2,279 -57,432 14,608 1.00 0.00
ATOM 976 HH22 ARG 78 -2,450 -56,120 13,460 1.00 0.00
ATOM 977 N GLU 79 -1,207 -56,840 22,883 1.00 0.00
ATOM 978 CA GLU 79 -0.507 -56,166 23,951 1.00 0.00
ATOM 979 C GLU 79 0.421 -57,118 24,682 1.00 0.00
ATOM 980 O GLU 79 1,563 -56,783 24,977 1.00 0.00
ATOM 981 CB GLU 79 -1,535 -55,498 24,900 1.00 0.00
ATOM 982 CG GLU 79 -0.797 -54,857 26,153 1.00 0.00
ATOM 983 CD GLU 79 -1,875 -54,030 26,955 1.00 0.00
ATOM 984 OE1 GLU 79 -2,381 -54,556 27,999 1.00 0.00
ATOM 985 OE2 GLU 79 -2,296 -52,871 26,564 1.00 0.00
ATOM 986 H GLU 79 -2,215 -56,858 22,829 1.00 0.00
ATOM 987 HA GLU 79 0.225 -55,431 23,618 1.00 0.00
ATOM 988 HB2 GLU 79 -2,056 -54,713 24,355 1.00 0.00



ATOM 989 HB3 GLU 79 -2,273 -56,248 25,187 1.00 0.00
ATOM 990 HG2 GLU 79 -0.530 -55,621 26,882 1.00 0.00
ATOM 991 HG3 GLU 79 0.098 -54,309 25,854 1.00 0.00
ATOM 992 N ILE 80 -0.039 -58,365 24,990 1.00 0.00
ATOM 993 CA ILE 80 0.639 -59,320 25,868 1.00 0.00
ATOM 994 C ILE 80 1,881 -59,950 25,056 1.00 0.00
ATOM 995 O ILE 80 2,939 -60,144 25,660 1.00 0.00
ATOM 996 CB ILE 80 -0.336 -60,371 26,396 1.00 0.00
ATOM 997 CG1 ILE 80 -1,421 -59,611 27,193 1.00 0.00
ATOM 998 CG2 ILE 80 0.363 -61,437 27,375 1.00 0.00
ATOM 999 CD1 ILE 80 -2,697 -60,422 27,417 1.00 0.00
ATOM 1000 H ILE 80 -0.919 -58,597 24,552 1.00 0.00
ATOM 1001 HA ILE 80 1,006 -58,775 26,737 1.00 0.00
ATOM 1002 HB ILE 80 -0.969 -60,872 25,664 1.00 0.00
ATOM 1003 HG12 ILE 80 -1,050 -59,223 28,141 1.00 0.00
ATOM 1004 HG13 ILE 80 -1,743 -58,756 26,599 1.00 0.00
ATOM 1005 HG21 ILE 80 -0.425 -62,066 27,790 1.00 0.00
ATOM 1006 HG22 ILE 80 0.861 -60,950 28,213 1.00 0.00
ATOM 1007 HG23 ILE 80 1,085 -62,020 26,804 1.00 0.00
ATOM 1008 HD11 ILE 80 -2,586 -61,023 28,319 1.00 0.00
ATOM 1009 HD12 ILE 80 -2,964 -61,057 26,571 1.00 0.00
ATOM 1010 HD13 ILE 80 -3,492 -59,683 27,517 1.00 0.00
ATOM 1011 N SER 81 1,770 -60,190 23,740 1.00 0.00
ATOM 1012 CA SER 81 3,031 -60,427 23,008 1.00 0.00
ATOM 1013 C SER 81 4,077 -59,219 22,803 1.00 0.00
ATOM 1014 O SER 81 5,258 -59,419 22,672 1.00 0.00
ATOM 1015 CB SER 81 2,671 -60,849 21,613 1.00 0.00
ATOM 1016 OG SER 81 1,902 -59,905 20,891 1.00 0.00
ATOM 1017 H SER 81 0.917 -60,011 23,228 1.00 0.00
ATOM 1018 HA SER 81 3,638 -61,170 23,527 1.00 0.00
ATOM 1019 HB2 SER 81 3,577 -61,071 21,048 1.00 0.00
ATOM 1020 HB3 SER 81 2,111 -61,773 21,755 1.00 0.00
ATOM 1021 HG SER 81 1,391 -60,392 20,240 1.00 0.00
ATOM 1022 N THR 82 3,568 -57,973 22,770 1.00 0.00
ATOM 1023 CA THR 82 4,423 -56,766 22,576 1.00 0.00
ATOM 1024 C THR 82 5,309 -56,462 23,791 1.00 0.00
ATOM 1025 O THR 82 6,517 -56,257 23,758 1.00 0.00
ATOM 1026 CB THR 82 3,637 -55,612 22,008 1.00 0.00
ATOM 1027 CG2 THR 82 4,359 -54,358 21,491 1.00 0.00
ATOM 1028 OG1 THR 82 2,912 -55,994 20,869 1.00 0.00
ATOM 1029 H THR 82 2,569 -57,872 22,874 1.00 0.00
ATOM 1030 HA THR 82 5,098 -56,979 21,747 1.00 0.00
ATOM 1031 HB THR 82 2,897 -55,401 22,779 1.00 0.00



ATOM 1032 HG1 THR 82 2,204 -56,463 21,316 1.00 0.00
ATOM 1033 HG21 THR 82 3,661 -53,543 21,304 1.00 0.00
ATOM 1034 HG22 THR 82 4,959 -54,690 20,643 1.00 0.00
ATOM 1035 HG23 THR 82 5,013 -54,030 22,299 1.00 0.00
ATOM 1036 N MET 83 4,785 -56,650 25,025 1.00 0.00
ATOM 1037 CA MET 83 5,551 -56,519 26,324 1.00 0.00
ATOM 1038 C MET 83 6,635 -57,587 26,632 1.00 0.00
ATOM 1039 O MET 83 7,167 -57,536 27,742 1.00 0.00
ATOM 1040 CB MET 83 4,469 -56,590 27,420 1.00 0.00
ATOM 1041 CG MET 83 3,584 -55,307 27,305 1.00 0.00
ATOM 1042 SD MET 83 2,196 -55,628 28,385 1.00 0.00
ATOM 1043 CE MET 83 1,447 -54,002 28,413 1.00 0.00
ATOM 1044 H MET 83 3,801 -56,874 25,014 1.00 0.00
ATOM 1045 HA MET 83 6,051 -55,563 26,480 1.00 0.00
ATOM 1046 HB2 MET 83 3,844 -57,471 27,273 1.00 0.00
ATOM 1047 HB3 MET 83 4,987 -56,470 28,372 1.00 0.00
ATOM 1048 HG2 MET 83 4,116 -54,378 27,511 1.00 0.00
ATOM 1049 HG3 MET 83 3,233 -55,125 26,290 1.00 0.00
ATOM 1050 HE1 MET 83 2,141 -53,273 28,832 1.00 0.00
ATOM 1051 HE2 MET 83 1,278 -53,641 27,398 1.00 0.00
ATOM 1052 HE3 MET 83 0.457 -54,049 28,865 1.00 0.00
ATOM 1053 N LYS 84 7,004 -58,491 25,733 1.00 0.00
ATOM 1054 CA LYS 84 8,284 -59,207 25,693 1.00 0.00
ATOM 1055 C LYS 84 8,817 -59,345 24,245 1.00 0.00
ATOM 1056 O LYS 84 9,519 -60,317 24,015 1.00 0.00
ATOM 1057 CB LYS 84 8,100 -60,582 26,375 1.00 0.00
ATOM 1058 CG LYS 84 7,115 -61,615 25,839 1.00 0.00
ATOM 1059 CD LYS 84 7,131 -62,991 26,543 1.00 0.00
ATOM 1060 CE LYS 84 6,917 -62,882 28,022 1.00 0.00
ATOM 1061 NZ LYS 84 6,776 -64,222 28,643 1.00 0.00
ATOM 1062 H LYS 84 6,388 -58,635 24,945 1.00 0.00
ATOM 1063 HA LYS 84 9,063 -58,734 26,289 1.00 0.00
ATOM 1064 HB2 LYS 84 9,091 -61,035 26,434 1.00 0.00
ATOM 1065 HB3 LYS 84 7,863 -60,420 27,426 1.00 0.00
ATOM 1066 HG2 LYS 84 6,111 -61,240 26,034 1.00 0.00
ATOM 1067 HG3 LYS 84 7,281 -61,643 24,761 1.00 0.00
ATOM 1068 HD2 LYS 84 6,406 -63,634 26,042 1.00 0.00
ATOM 1069 HD3 LYS 84 8,060 -63,538 26,384 1.00 0.00
ATOM 1070 HE2 LYS 84 7,732 -62,309 28,465 1.00 0.00
ATOM 1071 HE3 LYS 84 5,959 -62,381 28,162 1.00 0.00
ATOM 1072 HZ1 LYS 84 6,677 -64,135 29,645 1.00 0.00
ATOM 1073 HZ2 LYS 84 7,666 -64,699 28,606 1.00 0.00
ATOM 1074 HZ3 LYS 84 6,015 -64,702 28,185 1.00 0.00



ATOM 1075 N LEU 85 8,616 -58,369 23,358 1.00 0.00
ATOM 1076 CA LEU 85 9,105 -58,439 21,987 1.00 0.00
ATOM 1077 C LEU 85 10,069 -57,343 21,456 1.00 0.00
ATOM 1078 O LEU 85 10,903 -57,589 20,636 1.00 0.00
ATOM 1079 CB LEU 85 7,905 -58,607 21,055 1.00 0.00
ATOM 1080 CG LEU 85 8,119 -58,701 19,563 1.00 0.00
ATOM 1081 CD1 LEU 85 9,118 -59,803 19,074 1.00 0.00
ATOM 1082 CD2 LEU 85 6,850 -58,692 18,769 1.00 0.00
ATOM 1083 H LEU 85 8,002 -57,624 23,652 1.00 0.00
ATOM 1084 HA LEU 85 9,784 -59,292 21,996 1.00 0.00
ATOM 1085 HB2 LEU 85 7,481 -59,564 21,358 1.00 0.00
ATOM 1086 HB3 LEU 85 7,202 -57,819 21,326 1.00 0.00
ATOM 1087 HG LEU 85 8,634 -57,761 19,363 1.00 0.00
ATOM 1088 HD11 LEU 85 9,197 -60,646 19,762 1.00 0.00
ATOM 1089 HD12 LEU 85 10,104 -59,341 19,010 1.00 0.00
ATOM 1090 HD13 LEU 85 8,826 -60,186 18,096 1.00 0.00
ATOM 1091 HD21 LEU 85 6,387 -59,677 18,821 1.00 0.00
ATOM 1092 HD22 LEU 85 6,064 -57,977 19,014 1.00 0.00
ATOM 1093 HD23 LEU 85 7,038 -58,557 17,703 1.00 0.00
ATOM 1094 N ILE 86 9,861 -56,126 21,905 1.00 0.00
ATOM 1095 CA ILE 86 10,589 -54,930 21,457 1.00 0.00
ATOM 1096 C ILE 86 12,084 -54,987 21,840 1.00 0.00
ATOM 1097 O ILE 86 12,300 -55,038 23,069 1.00 0.00
ATOM 1098 CB ILE 86 9,938 -53,610 21,706 1.00 0.00
ATOM 1099 CG1 ILE 86 10,712 -52,433 21,031 1.00 0.00
ATOM 1100 CG2 ILE 86 9,499 -53,309 23,216 1.00 0.00
ATOM 1101 CD1 ILE 86 10,143 -51,014 21,062 1.00 0.00
ATOM 1102 H ILE 86 9,057 -55,970 22,495 1.00 0.00
ATOM 1103 HA ILE 86 10,622 -54,905 20,368 1.00 0.00
ATOM 1104 HB ILE 86 9,006 -53,658 21,142 1.00 0.00
ATOM 1105 HG12 ILE 86 11,695 -52,414 21,502 1.00 0.00
ATOM 1106 HG13 ILE 86 10,861 -52,803 20,017 1.00 0.00
ATOM 1107 HG21 ILE 86 8,937 -52,376 23,172 1.00 0.00
ATOM 1108 HG22 ILE 86 10,312 -53,214 23,937 1.00 0.00
ATOM 1109 HG23 ILE 86 8,913 -54,183 23,500 1.00 0.00
ATOM 1110 HD11 ILE 86 10,806 -50,351 20,507 1.00 0.00
ATOM 1111 HD12 ILE 86 10,110 -50,592 22,067 1.00 0.00
ATOM 1112 HD13 ILE 86 9,135 -50,975 20,646 1.00 0.00
ATOM 1113 N LYS 87 13,020 -54,714 20,920 1.00 0.00
ATOM 1114 CA LYS 87 14,519 -54,609 21,204 1.00 0.00
ATOM 1115 C LYS 87 14,942 -53,304 21,860 1.00 0.00
ATOM 1116 O LYS 87 16,015 -52,747 21,537 1.00 0.00
ATOM 1117 CB LYS 87 15,344 -54,931 19,937 1.00 0.00



ATOM 1118 CG LYS 87 15,092 -56,388 19,462 1.00 0.00
ATOM 1119 CD LYS 87 16,170 -56,900 18,509 1.00 0.00
ATOM 1120 CE LYS 87 15,528 -57,843 17,549 1.00 0.00
ATOM 1121 NZ LYS 87 16,489 -58,321 16,586 1.00 0.00
ATOM 1122 H LYS 87 12,696 -54,526 19,982 1.00 0.00
ATOM 1123 HA LYS 87 14,810 -55,423 21,868 1.00 0.00
ATOM 1124 HB2 LYS 87 15,061 -54,209 19,172 1.00 0.00
ATOM 1125 HB3 LYS 87 16,386 -54,822 20,239 1.00 0.00
ATOM 1126 HG2 LYS 87 14,954 -57,112 20,265 1.00 0.00
ATOM 1127 HG3 LYS 87 14,166 -56,425 18,888 1.00 0.00
ATOM 1128 HD2 LYS 87 16,505 -56,038 17,931 1.00 0.00
ATOM 1129 HD3 LYS 87 17,012 -57,377 19,010 1.00 0.00
ATOM 1130 HE2 LYS 87 14,956 -58,671 17,967 1.00 0.00
ATOM 1131 HE3 LYS 87 14,834 -57,234 16,971 1.00 0.00
ATOM 1132 HZ1 LYS 87 16,235 -59,188 16,136 1.00 0.00
ATOM 1133 HZ2 LYS 87 17,350 -58,470 17,091 1.00 0.00
ATOM 1134 HZ3 LYS 87 16,730 -57,651 15,869 1.00 0.00
ATOM 1135 N HID 88 14,031 -52,740 22,661 1.00 0.00
ATOM 1136 CA HID 88 14,167 -51,484 23,417 1.00 0.00
ATOM 1137 C HID 88 13,470 -51,498 24,745 1.00 0.00
ATOM 1138 O HID 88 12,433 -52,152 24,860 1.00 0.00
ATOM 1139 CB HID 88 13,675 -50,270 22,577 1.00 0.00
ATOM 1140 CG HID 88 14,224 -50,075 21,161 1.00 0.00
ATOM 1141 CD2 HID 88 13,753 -50,610 20,007 1.00 0.00
ATOM 1142 ND1 HID 88 15,283 -49,272 20,796 1.00 0.00
ATOM 1143 CE1 HID 88 15,420 -49,308 19,472 1.00 0.00
ATOM 1144 NE2 HID 88 14,480 -50,124 18,893 1.00 0.00
ATOM 1145 H HID 88 13,196 -53,277 22,844 1.00 0.00
ATOM 1146 HA HID 88 15,222 -51,303 23,621 1.00 0.00
ATOM 1147 HB2 HID 88 12,615 -50,455 22,401 1.00 0.00
ATOM 1148 HB3 HID 88 13,775 -49,393 23,215 1.00 0.00
ATOM 1149 HD1 HID 88 15,685 -48,599 21,432 1.00 0.00
ATOM 1150 HD2 HID 88 12,965 -51,339 19,894 1.00 0.00
ATOM 1151 HE1 HID 88 16,179 -48,760 18,932 1.00 0.00
ATOM 1152 N PRO 89 13,909 -50,656 25,742 1.00 0.00
ATOM 1153 CA PRO 89 13,349 -50,509 27,062 1.00 0.00
ATOM 1154 C PRO 89 12,010 -49,759 27,237 1.00 0.00
ATOM 1155 O PRO 89 11,491 -49,875 28,364 1.00 0.00
ATOM 1156 CB PRO 89 14,405 -49,965 27,985 1.00 0.00
ATOM 1157 CG PRO 89 15,179 -49,080 27,023 1.00 0.00
ATOM 1158 CD PRO 89 15,201 -49,964 25,787 1.00 0.00
ATOM 1159 HA PRO 89 13,220 -51,520 27,449 1.00 0.00
ATOM 1160 HB2 PRO 89 13,987 -49,328 28,765 1.00 0.00



ATOM 1161 HB3 PRO 89 15,042 -50,766 28,360 1.00 0.00
ATOM 1162 HG2 PRO 89 14,773 -48,098 26,776 1.00 0.00
ATOM 1163 HG3 PRO 89 16,175 -48,854 27,404 1.00 0.00
ATOM 1164 HD2 PRO 89 15,387 -49,351 24,906 1.00 0.00
ATOM 1165 HD3 PRO 89 16,047 -50,621 25,986 1.00 0.00
ATOM 1166 N ASN 90 11,484 -49,097 26,187 1.00 0.00
ATOM 1167 CA ASN 90 10,540 -48,013 26,426 1.00 0.00
ATOM 1168 C ASN 90 9,064 -48,476 26,575 1.00 0.00
ATOM 1169 O ASN 90 8,090 -47,808 26,146 1.00 0.00
ATOM 1170 CB ASN 90 10,744 -46,837 25,444 1.00 0.00
ATOM 1171 CG ASN 90 12,168 -46,352 25,405 1.00 0.00
ATOM 1172 ND2 ASN 90 12,477 -45,546 26,361 1.00 0.00
ATOM 1173 OD1 ASN 90 12,918 -46,672 24,491 1.00 0.00
ATOM 1174 H ASN 90 11,885 -49,224 25,270 1.00 0.00
ATOM 1175 HA ASN 90 10,655 -47,663 27,451 1.00 0.00
ATOM 1176 HB2 ASN 90 10,563 -47,277 24,462 1.00 0.00
ATOM 1177 HB3 ASN 90 9,973 -46,081 25,588 1.00 0.00
ATOM 1178 HD21 ASN 90 11,726 -45,212 26,947 1.00 0.00
ATOM 1179 HD22 ASN 90 13,404 -45,154 26,454 1.00 0.00
ATOM 1180 N VAL 91 8,937 -49,638 27,185 1.00 0.00
ATOM 1181 CA VAL 91 7,611 -50,289 27,431 1.00 0.00
ATOM 1182 C VAL 91 7,612 -50,982 28,790 1.00 0.00
ATOM 1183 O VAL 91 8,650 -51,101 29,475 1.00 0.00
ATOM 1184 CB VAL 91 7,315 -51,436 26,392 1.00 0.00
ATOM 1185 CG1 VAL 91 7,349 -50,750 24,946 1.00 0.00
ATOM 1186 CG2 VAL 91 8,399 -52,543 26,376 1.00 0.00
ATOM 1187 H VAL 91 9,735 -50,201 27,443 1.00 0.00
ATOM 1188 HA VAL 91 6,856 -49,503 27,430 1.00 0.00
ATOM 1189 HB VAL 91 6,383 -51,945 26,637 1.00 0.00
ATOM 1190 HG11 VAL 91 8,377 -50,522 24,663 1.00 0.00
ATOM 1191 HG12 VAL 91 7,013 -51,536 24,269 1.00 0.00
ATOM 1192 HG13 VAL 91 6,748 -49,857 24,772 1.00 0.00
ATOM 1193 HG21 VAL 91 9,359 -52,041 26,255 1.00 0.00
ATOM 1194 HG22 VAL 91 8,188 -53,215 25,544 1.00 0.00
ATOM 1195 HG23 VAL 91 8,412 -53,142 27,287 1.00 0.00
ATOM 1196 N ILE 92 6,464 -51,405 29,220 1.00 0.00
ATOM 1197 CA ILE 92 6,312 -52,280 30,387 1.00 0.00
ATOM 1198 C ILE 92 6,671 -53,765 30,044 1.00 0.00
ATOM 1199 O ILE 92 6,008 -54,353 29,183 1.00 0.00
ATOM 1200 CB ILE 92 4,918 -52,022 31,027 1.00 0.00
ATOM 1201 CG1 ILE 92 4,731 -50,514 31,534 1.00 0.00
ATOM 1202 CG2 ILE 92 4,573 -52,993 32,187 1.00 0.00
ATOM 1203 CD1 ILE 92 5,865 -50,051 32,556 1.00 0.00



ATOM 1204 H ILE 92 5,617 -51,340 28,672 1.00 0.00
ATOM 1205 HA ILE 92 6,995 -52,044 31,203 1.00 0.00
ATOM 1206 HB ILE 92 4,179 -52,112 30,230 1.00 0.00
ATOM 1207 HG12 ILE 92 4,663 -49,843 30,679 1.00 0.00
ATOM 1208 HG13 ILE 92 3,842 -50,354 32,145 1.00 0.00
ATOM 1209 HG21 ILE 92 3,785 -52,558 32,801 1.00 0.00
ATOM 1210 HG22 ILE 92 5,464 -53,167 32,791 1.00 0.00
ATOM 1211 HG23 ILE 92 4,234 -53,922 31,729 1.00 0.00
ATOM 1212 HD11 ILE 92 5,498 -49,126 33,000 1.00 0.00
ATOM 1213 HD12 ILE 92 6,652 -49,742 31,866 1.00 0.00
ATOM 1214 HD13 ILE 92 6,174 -50,732 33,349 1.00 0.00
ATOM 1215 N ARG 93 7,663 -54,318 30,714 1.00 0.00
ATOM 1216 CA ARG 93 7,919 -55,736 30,598 1.00 0.00
ATOM 1217 C ARG 93 6,818 -56,631 31,181 1.00 0.00
ATOM 1218 O ARG 93 6,128 -56,232 32,141 1.00 0.00
ATOM 1219 CB ARG 93 9,302 -56,166 31,160 1.00 0.00
ATOM 1220 CG ARG 93 10,305 -56,736 30,147 1.00 0.00
ATOM 1221 CD ARG 93 10,608 -55,690 29,082 1.00 0.00
ATOM 1222 NE ARG 93 11,207 -56,213 27,819 1.00 0.00
ATOM 1223 CZ ARG 93 11,553 -55,443 26,827 1.00 0.00
ATOM 1224 NH1 ARG 93 11,357 -54,144 26,813 1.00 0.00
ATOM 1225 NH2 ARG 93 11,921 -55,994 25,719 1.00 0.00
ATOM 1226 H ARG 93 8,226 -53,705 31,286 1.00 0.00
ATOM 1227 HA ARG 93 7,823 -56,036 29,553 1.00 0.00
ATOM 1228 HB2 ARG 93 9,770 -55,291 31,612 1.00 0.00
ATOM 1229 HB3 ARG 93 9,169 -56,893 31,961 1.00 0.00
ATOM 1230 HG2 ARG 93 11,208 -56,996 30,700 1.00 0.00
ATOM 1231 HG3 ARG 93 9,903 -57,599 29,619 1.00 0.00
ATOM 1232 HD2 ARG 93 9,672 -55,207 28,801 1.00 0.00
ATOM 1233 HD3 ARG 93 11,304 -54,953 29,482 1.00 0.00
ATOM 1234 HE ARG 93 11,441 -57,188 27,699 1.00 0.00
ATOM 1235 HH11 ARG 93 11,192 -53,576 27,632 1.00 0.00
ATOM 1236 HH12 ARG 93 11,642 -53,661 25,973 1.00 0.00
ATOM 1237 HH21 ARG 93 11,974 -57,002 25,701 1.00 0.00
ATOM 1238 HH22 ARG 93 12,172 -55,456 24,901 1.00 0.00
ATOM 1239 N MET 94 6,664 -57,751 30,527 1.00 0.00
ATOM 1240 CA MET 94 5,782 -58,881 30,919 1.00 0.00
ATOM 1241 C MET 94 6,589 -60,093 31,141 1.00 0.00
ATOM 1242 O MET 94 7,290 -60,431 30,201 1.00 0.00
ATOM 1243 CB MET 94 4,627 -59,038 29,940 1.00 0.00
ATOM 1244 CG MET 94 3,630 -60,133 30,274 1.00 0.00
ATOM 1245 SD MET 94 4,138 -61,840 29,778 1.00 0.00
ATOM 1246 CE MET 94 3,866 -61,578 27,997 1.00 0.00



ATOM 1247 H MET 94 7,100 -57,796 29,617 1.00 0.00
ATOM 1248 HA MET 94 5,309 -58,609 31,862 1.00 0.00
ATOM 1249 HB2 MET 94 4,071 -58,104 29,856 1.00 0.00
ATOM 1250 HB3 MET 94 5,175 -59,356 29,053 1.00 0.00
ATOM 1251 HG2 MET 94 3,321 -60,070 31,317 1.00 0.00
ATOM 1252 HG3 MET 94 2,723 -59,915 29,711 1.00 0.00
ATOM 1253 HE1 MET 94 3,832 -62,522 27,452 1.00 0.00
ATOM 1254 HE2 MET 94 2,899 -61,075 28,007 1.00 0.00
ATOM 1255 HE3 MET 94 4,606 -60,856 27,652 1.00 0.00
ATOM 1256 N PHE 95 6,414 -60,796 32,271 1.00 0.00
ATOM 1257 CA PHE 95 7,378 -61,893 32,631 1.00 0.00
ATOM 1258 C PHE 95 6,742 -63,267 32,336 1.00 0.00
ATOM 1259 O PHE 95 7,282 -64,125 31,660 1.00 0.00
ATOM 1260 CB PHE 95 7,855 -61,775 34,121 1.00 0.00
ATOM 1261 CG PHE 95 8,746 -60,576 34,516 1.00 0.00
ATOM 1262 CD1 PHE 95 8,199 -59,464 35,202 1.00 0.00
ATOM 1263 CD2 PHE 95 10,029 -60,457 33,988 1.00 0.00
ATOM 1264 CE1 PHE 95 9,007 -58,277 35,463 1.00 0.00
ATOM 1265 CE2 PHE 95 10,831 -59,297 34,190 1.00 0.00
ATOM 1266 CZ PHE 95 10,346 -58,219 34,967 1.00 0.00
ATOM 1267 H PHE 95 5,716 -60,523 32,949 1.00 0.00
ATOM 1268 HA PHE 95 8,212 -61,816 31,934 1.00 0.00
ATOM 1269 HB2 PHE 95 7,055 -61,791 34,861 1.00 0.00
ATOM 1270 HB3 PHE 95 8,471 -62,652 34,318 1.00 0.00
ATOM 1271 HD1 PHE 95 7,170 -59,582 35,509 1.00 0.00
ATOM 1272 HD2 PHE 95 10,421 -61,260 33,382 1.00 0.00
ATOM 1273 HE1 PHE 95 8,603 -57,569 36,172 1.00 0.00
ATOM 1274 HE2 PHE 95 11,821 -59,243 33,763 1.00 0.00
ATOM 1275 HZ PHE 95 10,900 -57,306 35,120 1.00 0.00
ATOM 1276 N GLU 96 5,509 -63,525 32,824 1.00 0.00
ATOM 1277 CA GLU 96 4,827 -64,766 32,689 1.00 0.00
ATOM 1278 C GLU 96 3,298 -64,483 32,493 1.00 0.00
ATOM 1279 O GLU 96 2,736 -63,409 32,848 1.00 0.00
ATOM 1280 CB GLU 96 5,073 -65,561 33,985 1.00 0.00
ATOM 1281 CG GLU 96 4,696 -64,871 35,290 1.00 0.00
ATOM 1282 CD GLU 96 5,102 -65,787 36,428 1.00 0.00
ATOM 1283 OE1 GLU 96 5,958 -65,338 37,232 1.00 0.00
ATOM 1284 OE2 GLU 96 4,565 -66,912 36,572 1.00 0.00
ATOM 1285 H GLU 96 5,002 -62,764 33,252 1.00 0.00
ATOM 1286 HA GLU 96 5,193 -65,349 31,843 1.00 0.00
ATOM 1287 HB2 GLU 96 4,665 -66,557 33,816 1.00 0.00
ATOM 1288 HB3 GLU 96 6,133 -65,814 34,028 1.00 0.00
ATOM 1289 HG2 GLU 96 5,164 -63,896 35,429 1.00 0.00



ATOM 1290 HG3 GLU 96 3,630 -64,657 35,226 1.00 0.00
ATOM 1291 N VAL 97 2,583 -65,544 32,002 1.00 0.00
ATOM 1292 CA VAL 97 1,167 -65,490 31,811 1.00 0.00
ATOM 1293 C VAL 97 0.461 -66,789 32,186 1.00 0.00
ATOM 1294 O VAL 97 1,011 -67,843 31,928 1.00 0.00
ATOM 1295 CB VAL 97 0.881 -65,161 30,338 1.00 0.00
ATOM 1296 CG1 VAL 97 -0.593 -64,738 30,155 1.00 0.00
ATOM 1297 CG2 VAL 97 1,782 -64,028 29,659 1.00 0.00
ATOM 1298 H VAL 97 3,008 -66,408 31,699 1.00 0.00
ATOM 1299 HA VAL 97 0.807 -64,593 32,315 1.00 0.00
ATOM 1300 HB VAL 97 1,046 -66,014 29,678 1.00 0.00
ATOM 1301 HG11 VAL 97 -0.754 -64,213 29,213 1.00 0.00
ATOM 1302 HG12 VAL 97 -1,278 -65,583 30,227 1.00 0.00
ATOM 1303 HG13 VAL 97 -0.782 -64,040 30,970 1.00 0.00
ATOM 1304 HG21 VAL 97 1,522 -64,050 28,600 1.00 0.00
ATOM 1305 HG22 VAL 97 2,848 -64,247 29,712 1.00 0.00
ATOM 1306 HG23 VAL 97 1,482 -63,101 30,147 1.00 0.00
ATOM 1307 N MET 98 -0.752 -66,700 32,727 1.00 0.00
ATOM 1308 CA MET 98 -1,423 -67,785 33,431 1.00 0.00
ATOM 1309 C MET 98 -2,954 -67,552 33,314 1.00 0.00
ATOM 1310 O MET 98 -3,472 -66,412 33,289 1.00 0.00
ATOM 1311 CB MET 98 -0.936 -67,905 34,860 1.00 0.00
ATOM 1312 CG MET 98 -0.894 -66,719 35,769 1.00 0.00
ATOM 1313 SD MET 98 -0.302 -67,047 37,475 1.00 0.00
ATOM 1314 CE MET 98 -0.452 -65,319 38,099 1.00 0.00
ATOM 1315 H MET 98 -1,188 -65,799 32,861 1.00 0.00
ATOM 1316 HA MET 98 -1,133 -68,707 32,926 1.00 0.00
ATOM 1317 HB2 MET 98 -1,563 -68,652 35,346 1.00 0.00
ATOM 1318 HB3 MET 98 0.084 -68,291 34,855 1.00 0.00
ATOM 1319 HG2 MET 98 -0.167 -66,032 35,336 1.00 0.00
ATOM 1320 HG3 MET 98 -1,894 -66,287 35,811 1.00 0.00
ATOM 1321 HE1 MET 98 0.435 -64,706 37,943 1.00 0.00
ATOM 1322 HE2 MET 98 -1,292 -64,787 37,654 1.00 0.00
ATOM 1323 HE3 MET 98 -0.688 -65,332 39,163 1.00 0.00
ATOM 1324 N ALA 99 -3,667 -68,648 33,209 1.00 0.00
ATOM 1325 CA ALA 99 -5,085 -68,720 32,940 1.00 0.00
ATOM 1326 C ALA 99 -5,862 -69,755 33,773 1.00 0.00
ATOM 1327 O ALA 99 -5,337 -70,808 34,136 1.00 0.00
ATOM 1328 CB ALA 99 -5,365 -68,757 31,470 1.00 0.00
ATOM 1329 H ALA 99 -3,254 -69,566 33,299 1.00 0.00
ATOM 1330 HA ALA 99 -5,511 -67,761 33,238 1.00 0.00
ATOM 1331 HB1 ALA 99 -4,948 -67,967 30,845 1.00 0.00
ATOM 1332 HB2 ALA 99 -6,436 -68,695 31,281 1.00 0.00



ATOM 1333 HB3 ALA 99 -4,927 -69,684 31,101 1.00 0.00
ATOM 1334 N SER 100 -7,143 -69,482 34,136 1.00 0.00
ATOM 1335 CA SER 100 -8,036 -70,431 34,810 1.00 0.00
ATOM 1336 C SER 100 -9,120 -70,686 33,806 1.00 0.00
ATOM 1337 O SER 100 -8,960 -70,380 32,647 1.00 0.00
ATOM 1338 CB SER 100 -8,555 -69,785 36,134 1.00 0.00
ATOM 1339 OG SER 100 -9,273 -68,636 35,810 1.00 0.00
ATOM 1340 H SER 100 -7,493 -68,630 33,722 1.00 0.00
ATOM 1341 HA SER 100 -7,649 -71,441 34,949 1.00 0.00
ATOM 1342 HB2 SER 100 -9,247 -70,399 36,708 1.00 0.00
ATOM 1343 HB3 SER 100 -7,744 -69,508 36,809 1.00 0.00
ATOM 1344 HG SER 100 -9,340 -68,228 36,677 1.00 0.00
ATOM 1345 N LYS 101 -10,261 -71,181 34,228 1.00 0.00
ATOM 1346 CA LYS 101 -11,411 -71,517 33,402 1.00 0.00
ATOM 1347 C LYS 101 -12,170 -70,158 33,187 1.00 0.00
ATOM 1348 O LYS 101 -13,118 -70,180 32,431 1.00 0.00
ATOM 1349 CB LYS 101 -12,249 -72,705 33,910 1.00 0.00
ATOM 1350 CG LYS 101 -11,704 -74,044 33,372 1.00 0.00
ATOM 1351 CD LYS 101 -11,754 -74,242 31,838 1.00 0.00
ATOM 1352 CE LYS 101 -11,126 -75,532 31,309 1.00 0.00
ATOM 1353 NZ LYS 101 -11,028 -75,525 29,908 1.00 0.00
ATOM 1354 H LYS 101 -10,195 -71,617 35,137 1.00 0.00
ATOM 1355 HA LYS 101 -11,042 -71,736 32,400 1.00 0.00
ATOM 1356 HB2 LYS 101 -12,315 -72,783 34,995 1.00 0.00
ATOM 1357 HB3 LYS 101 -13,268 -72,454 33,614 1.00 0.00
ATOM 1358 HG2 LYS 101 -10,724 -74,240 33,807 1.00 0.00
ATOM 1359 HG3 LYS 101 -12,252 -74,891 33,785 1.00 0.00
ATOM 1360 HD2 LYS 101 -12,821 -74,270 31,625 1.00 0.00
ATOM 1361 HD3 LYS 101 -11,124 -73,525 31,310 1.00 0.00
ATOM 1362 HE2 LYS 101 -10,135 -75,613 31,757 1.00 0.00
ATOM 1363 HE3 LYS 101 -11,728 -76,385 31,621 1.00 0.00
ATOM 1364 HZ1 LYS 101 -11,963 -75,294 29,603 1.00 0.00
ATOM 1365 HZ2 LYS 101 -10,618 -76,374 29,545 1.00 0.00
ATOM 1366 HZ3 LYS 101 -10,518 -74,723 29,567 1.00 0.00
ATOM 1367 N THR 102 -11,913 -69,038 33,882 1.00 0.00
ATOM 1368 CA THR 102 -12,732 -67,781 33,889 1.00 0.00
ATOM 1369 C THR 102 -11,850 -66,475 33,925 1.00 0.00
ATOM 1370 O THR 102 -12,352 -65,444 33,482 1.00 0.00
ATOM 1371 CB THR 102 -13,760 -67,653 34,985 1.00 0.00
ATOM 1372 CG2 THR 102 -14,849 -68,661 34,762 1.00 0.00
ATOM 1373 OG1 THR 102 -13,203 -67,724 36,245 1.00 0.00
ATOM 1374 H THR 102 -11,147 -69,146 34,532 1.00 0.00
ATOM 1375 HA THR 102 -13,223 -67,780 32,917 1.00 0.00



ATOM 1376 HB THR 102 -14,145 -66,653 34,784 1.00 0.00
ATOM 1377 HG1 THR 102 -12,925 -68,639 36,329 1.00 0.00
ATOM 1378 HG21 THR 102 -14,415 -69,646 34,938 1.00 0.00
ATOM 1379 HG22 THR 102 -15,023 -68,581 33,689 1.00 0.00
ATOM 1380 HG23 THR 102 -15,765 -68,458 35,317 1.00 0.00
ATOM 1381 N LYS 103 -10,582 -66,438 34,388 1.00 0.00
ATOM 1382 CA LYS 103 -9,791 -65,290 34,465 1.00 0.00
ATOM 1383 C LYS 103 -8,536 -65,526 33,668 1.00 0.00
ATOM 1384 O LYS 103 -8,219 -66,661 33,394 1.00 0.00
ATOM 1385 CB LYS 103 -9,509 -64,963 35,969 1.00 0.00
ATOM 1386 CG LYS 103 -10,729 -64,259 36,592 1.00 0.00
ATOM 1387 CD LYS 103 -10,506 -63,687 37,968 1.00 0.00
ATOM 1388 CE LYS 103 -11,573 -62,585 38,276 1.00 0.00
ATOM 1389 NZ LYS 103 -12,960 -63,079 38,629 1.00 0.00
ATOM 1390 H LYS 103 -10,107 -67,326 34,468 1.00 0.00
ATOM 1391 HA LYS 103 -10,273 -64,402 34,057 1.00 0.00
ATOM 1392 HB2 LYS 103 -9,210 -65,874 36,488 1.00 0.00
ATOM 1393 HB3 LYS 103 -8,699 -64,237 36,027 1.00 0.00
ATOM 1394 HG2 LYS 103 -10,842 -63,432 35,891 1.00 0.00
ATOM 1395 HG3 LYS 103 -11,571 -64,950 36,627 1.00 0.00
ATOM 1396 HD2 LYS 103 -10,624 -64,456 38,731 1.00 0.00
ATOM 1397 HD3 LYS 103 -9,481 -63,349 38,110 1.00 0.00
ATOM 1398 HE2 LYS 103 -11,316 -61,909 39,092 1.00 0.00
ATOM 1399 HE3 LYS 103 -11,582 -61,892 37,435 1.00 0.00
ATOM 1400 HZ1 LYS 103 -13,667 -62,411 38,899 1.00 0.00
ATOM 1401 HZ2 LYS 103 -12,974 -63,712 39,416 1.00 0.00
ATOM 1402 HZ3 LYS 103 -13,328 -63,503 37,790 1.00 0.00
ATOM 1403 N ILE 104 -7,723 -64,471 33,386 1.00 0.00
ATOM 1404 CA ILE 104 -6,377 -64,559 32,834 1.00 0.00
ATOM 1405 C ILE 104 -5,568 -63,412 33,483 1.00 0.00
ATOM 1406 O ILE 104 -6,086 -62,330 33,689 1.00 0.00
ATOM 1407 CB ILE 104 -6,317 -64,358 31,319 1.00 0.00
ATOM 1408 CG1 ILE 104 -4,884 -64,533 30,871 1.00 0.00
ATOM 1409 CG2 ILE 104 -7,009 -63,098 30,793 1.00 0.00
ATOM 1410 CD1 ILE 104 -4,668 -64,436 29,356 1.00 0.00
ATOM 1411 H ILE 104 -8,062 -63,600 33,767 1.00 0.00
ATOM 1412 HA ILE 104 -6,005 -65,557 33,065 1.00 0.00
ATOM 1413 HB ILE 104 -6,818 -65,228 30,894 1.00 0.00
ATOM 1414 HG12 ILE 104 -4,210 -63,817 31,344 1.00 0.00
ATOM 1415 HG13 ILE 104 -4,574 -65,560 31,061 1.00 0.00
ATOM 1416 HG21 ILE 104 -6,520 -62,211 31,195 1.00 0.00
ATOM 1417 HG22 ILE 104 -8,054 -63,109 31,103 1.00 0.00
ATOM 1418 HG23 ILE 104 -7,050 -63,137 29,705 1.00 0.00



ATOM 1419 HD11 ILE 104 -3,593 -64,403 29,182 1.00 0.00
ATOM 1420 HD12 ILE 104 -5,082 -63,530 28,911 1.00 0.00
ATOM 1421 HD13 ILE 104 -5,023 -65,347 28,875 1.00 0.00
ATOM 1422 N TYR 105 -4,317 -63,672 33,799 1.00 0.00
ATOM 1423 CA TYR 105 -3,350 -62,802 34,515 1.00 0.00
ATOM 1424 C TYR 105 -1,991 -62,818 33,810 1.00 0.00
ATOM 1425 O TYR 105 -1,581 -63,877 33,345 1.00 0.00
ATOM 1426 CB TYR 105 -3,119 -63,259 35,952 1.00 0.00
ATOM 1427 CG TYR 105 -4,289 -63,585 36,807 1.00 0.00
ATOM 1428 CD1 TYR 105 -4,785 -62,669 37,758 1.00 0.00
ATOM 1429 CD2 TYR 105 -4,882 -64,899 36,810 1.00 0.00
ATOM 1430 CE1 TYR 105 -5,822 -63,042 38,633 1.00 0.00
ATOM 1431 CE2 TYR 105 -5,918 -65,241 37,646 1.00 0.00
ATOM 1432 CZ TYR 105 -6,498 -64,273 38,529 1.00 0.00
ATOM 1433 OH TYR 105 -7,571 -64,506 39,286 1.00 0.00
ATOM 1434 H TYR 105 -3,903 -64,584 33,665 1.00 0.00
ATOM 1435 HA TYR 105 -3,712 -61,776 34,563 1.00 0.00
ATOM 1436 HB2 TYR 105 -2,483 -64,144 35,985 1.00 0.00
ATOM 1437 HB3 TYR 105 -2,550 -62,466 36,437 1.00 0.00
ATOM 1438 HD1 TYR 105 -4,414 -61,654 37,777 1.00 0.00
ATOM 1439 HD2 TYR 105 -4,382 -65,659 36,228 1.00 0.00
ATOM 1440 HE1 TYR 105 -6,242 -62,256 39,241 1.00 0.00
ATOM 1441 HE2 TYR 105 -6,398 -66,192 37,465 1.00 0.00
ATOM 1442 HH TYR 105 -7,732 -65,427 39,502 1.00 0.00
ATOM 1443 N PHE 106 -1,402 -61,634 33,732 1.00 0.00
ATOM 1444 CA PHE 106 -0.043 -61,500 33,248 1.00 0.00
ATOM 1445 C PHE 106 0.775 -60,605 34,170 1.00 0.00
ATOM 1446 O PHE 106 0.288 -59,647 34,722 1.00 0.00
ATOM 1447 CB PHE 106 0.036 -61,215 31,694 1.00 0.00
ATOM 1448 CG PHE 106 -0.985 -60,176 31,189 1.00 0.00
ATOM 1449 CD1 PHE 106 -0.563 -58,884 30,834 1.00 0.00
ATOM 1450 CD2 PHE 106 -2,367 -60,518 31,087 1.00 0.00
ATOM 1451 CE1 PHE 106 -1,522 -57,964 30,305 1.00 0.00
ATOM 1452 CE2 PHE 106 -3,323 -59,629 30,584 1.00 0.00
ATOM 1453 CZ PHE 106 -2,879 -58,377 30,194 1.00 0.00
ATOM 1454 H PHE 106 -1,802 -60,895 34,294 1.00 0.00
ATOM 1455 HA PHE 106 0.419 -62,473 33,411 1.00 0.00
ATOM 1456 HB2 PHE 106 1,007 -60,767 31,479 1.00 0.00
ATOM 1457 HB3 PHE 106 -0.045 -62,152 31,144 1.00 0.00
ATOM 1458 HD1 PHE 106 0.491 -58,647 30,831 1.00 0.00
ATOM 1459 HD2 PHE 106 -2,619 -61,543 31,316 1.00 0.00
ATOM 1460 HE1 PHE 106 -1,204 -56,958 30,076 1.00 0.00
ATOM 1461 HE2 PHE 106 -4,385 -59,825 30,625 1.00 0.00



ATOM 1462 HZ PHE 106 -3,613 -57,649 29,880 1.00 0.00
ATOM 1463 N VAL 107 2,021 -60,964 34,430 1.00 0.00
ATOM 1464 CA VAL 107 2,828 -60,301 35,499 1.00 0.00
ATOM 1465 C VAL 107 3,813 -59,309 34,880 1.00 0.00
ATOM 1466 O VAL 107 4,575 -59,766 34,103 1.00 0.00
ATOM 1467 CB VAL 107 3,536 -61,320 36,418 1.00 0.00
ATOM 1468 CG1 VAL 107 4,141 -60,615 37,631 1.00 0.00
ATOM 1469 CG2 VAL 107 2,639 -62,458 36,929 1.00 0.00
ATOM 1470 H VAL 107 2,532 -61,707 33,976 1.00 0.00
ATOM 1471 HA VAL 107 2,156 -59,765 36,169 1.00 0.00
ATOM 1472 HB VAL 107 4,343 -61,831 35,893 1.00 0.00
ATOM 1473 HG11 VAL 107 4,724 -61,311 38,235 1.00 0.00
ATOM 1474 HG12 VAL 107 4,860 -59,897 37,234 1.00 0.00
ATOM 1475 HG13 VAL 107 3,352 -60,165 38,233 1.00 0.00
ATOM 1476 HG21 VAL 107 3,262 -63,239 37,364 1.00 0.00
ATOM 1477 HG22 VAL 107 2,073 -62,847 36,082 1.00 0.00
ATOM 1478 HG23 VAL 107 2,016 -62,031 37,714 1.00 0.00
ATOM 1479 N LEU 108 3,744 -58,060 35,281 1.00 0.00
ATOM 1480 CA LEU 108 4,342 -56,862 34,625 1.00 0.00
ATOM 1481 C LEU 108 5,521 -56,239 35,474 1.00 0.00
ATOM 1482 O LEU 108 5,464 -56,273 36,743 1.00 0.00
ATOM 1483 CB LEU 108 3,201 -55,816 34,351 1.00 0.00
ATOM 1484 CG LEU 108 2,119 -56,381 33,417 1.00 0.00
ATOM 1485 CD1 LEU 108 1,016 -55,342 33,143 1.00 0.00
ATOM 1486 CD2 LEU 108 2,689 -56,674 32,030 1.00 0.00
ATOM 1487 H LEU 108 3,119 -57,828 36,039 1.00 0.00
ATOM 1488 HA LEU 108 4,704 -57,199 33,654 1.00 0.00
ATOM 1489 HB2 LEU 108 2,684 -55,607 35,288 1.00 0.00
ATOM 1490 HB3 LEU 108 3,724 -54,955 33,933 1.00 0.00
ATOM 1491 HG LEU 108 1,667 -57,223 33,941 1.00 0.00
ATOM 1492 HD11 LEU 108 0.262 -55,203 33,919 1.00 0.00
ATOM 1493 HD12 LEU 108 0.297 -55,578 32,358 1.00 0.00
ATOM 1494 HD13 LEU 108 1,307 -54,299 33,015 1.00 0.00
ATOM 1495 HD21 LEU 108 3,470 -57,435 32,008 1.00 0.00
ATOM 1496 HD22 LEU 108 1,936 -57,081 31,355 1.00 0.00
ATOM 1497 HD23 LEU 108 3,063 -55,762 31,565 1.00 0.00
ATOM 1498 N GLU 109 6,533 -55,653 34,883 1.00 0.00
ATOM 1499 CA GLU 109 7,534 -54,895 35,670 1.00 0.00
ATOM 1500 C GLU 109 6,856 -53,734 36,415 1.00 0.00
ATOM 1501 O GLU 109 5,957 -53,110 35,854 1.00 0.00
ATOM 1502 CB GLU 109 8,694 -54,377 34,708 1.00 0.00
ATOM 1503 CG GLU 109 8,416 -53,043 34,001 1.00 0.00
ATOM 1504 CD GLU 109 9,619 -52,600 33,187 1.00 0.00



ATOM 1505 OE1 GLU 109 10,705 -52,425 33,712 1.00 0.00
ATOM 1506 OE2 GLU 109 9,481 -52,559 31,907 1.00 0.00
ATOM 1507 H GLU 109 6,482 -55,574 33,877 1.00 0.00
ATOM 1508 HA GLU 109 7,888 -55,615 36,408 1.00 0.00
ATOM 1509 HB2 GLU 109 9,530 -54,208 35,388 1.00 0.00
ATOM 1510 HB3 GLU 109 8,937 -55,129 33,957 1.00 0.00
ATOM 1511 HG2 GLU 109 7,628 -53,228 33,270 1.00 0.00
ATOM 1512 HG3 GLU 109 8,227 -52,284 34,761 1.00 0.00
ATOM 1513 N PHE 110 7,341 -53,452 37,637 1.00 0.00
ATOM 1514 CA PHE 110 7,072 -52,269 38,379 1.00 0.00
ATOM 1515 C PHE 110 8,118 -51,212 38,021 1.00 0.00
ATOM 1516 O PHE 110 9,311 -51,519 37,838 1.00 0.00
ATOM 1517 CB PHE 110 7,294 -52,671 39,873 1.00 0.00
ATOM 1518 CG PHE 110 7,075 -51,512 40,838 1.00 0.00
ATOM 1519 CD1 PHE 110 5,766 -51,301 41,295 1.00 0.00
ATOM 1520 CD2 PHE 110 8,077 -50,647 41,340 1.00 0.00
ATOM 1521 CE1 PHE 110 5,367 -50,132 42,002 1.00 0.00
ATOM 1522 CE2 PHE 110 7,670 -49,562 42,138 1.00 0.00
ATOM 1523 CZ PHE 110 6,342 -49,293 42,452 1.00 0.00
ATOM 1524 H PHE 110 7,848 -54,208 38,077 1.00 0.00
ATOM 1525 HA PHE 110 6,040 -51,930 38,286 1.00 0.00
ATOM 1526 HB2 PHE 110 6,689 -53,505 40,230 1.00 0.00
ATOM 1527 HB3 PHE 110 8,295 -53,079 40,012 1.00 0.00
ATOM 1528 HD1 PHE 110 5,010 -51,933 40,852 1.00 0.00
ATOM 1529 HD2 PHE 110 9,106 -50,774 41,040 1.00 0.00
ATOM 1530 HE1 PHE 110 4,348 -49,953 42,313 1.00 0.00
ATOM 1531 HE2 PHE 110 8,446 -48,932 42,547 1.00 0.00
ATOM 1532 HZ PHE 110 6,088 -48,434 43,058 1.00 0.00
ATOM 1533 N VAL 111 7,838 -49,934 38,037 1.00 0.00
ATOM 1534 CA VAL 111 8,751 -48,821 37,769 1.00 0.00
ATOM 1535 C VAL 111 8,759 -47,811 38,907 1.00 0.00
ATOM 1536 O VAL 111 7,733 -47,500 39,505 1.00 0.00
ATOM 1537 CB VAL 111 8,666 -48,130 36,384 1.00 0.00
ATOM 1538 CG1 VAL 111 9,298 -48,949 35,322 1.00 0.00
ATOM 1539 CG2 VAL 111 7,267 -47,777 35,936 1.00 0.00
ATOM 1540 H VAL 111 6,910 -49,701 38,360 1.00 0.00
ATOM 1541 HA VAL 111 9,754 -49,246 37,748 1.00 0.00
ATOM 1542 HB VAL 111 9,141 -47,152 36,456 1.00 0.00
ATOM 1543 HG11 VAL 111 10,383 -48,999 35,409 1.00 0.00
ATOM 1544 HG12 VAL 111 8,944 -49,974 35,426 1.00 0.00
ATOM 1545 HG13 VAL 111 9,129 -48,531 34,329 1.00 0.00
ATOM 1546 HG21 VAL 111 7,191 -47,438 34,902 1.00 0.00
ATOM 1547 HG22 VAL 111 6,881 -46,962 36,548 1.00 0.00



ATOM 1548 HG23 VAL 111 6,569 -48,614 35,974 1.00 0.00
ATOM 1549 N THR 112 9,931 -47,269 39,211 1.00 0.00
ATOM 1550 CA THR 112 10,119 -46,363 40,365 1.00 0.00
ATOM 1551 C THR 112 9,646 -44,933 40,223 1.00 0.00
ATOM 1552 O THR 112 9,182 -44,399 41,201 1.00 0.00
ATOM 1553 CB THR 112 11,505 -46,298 40,979 1.00 0.00
ATOM 1554 CG2 THR 112 12,064 -47,580 41,403 1.00 0.00
ATOM 1555 OG1 THR 112 12,414 -45,664 40,242 1.00 0.00
ATOM 1556 H THR 112 10,737 -47,493 38,645 1.00 0.00
ATOM 1557 HA THR 112 9,361 -46,708 41,069 1.00 0.00
ATOM 1558 HB THR 112 11,432 -45,645 41,849 1.00 0.00
ATOM 1559 HG1 THR 112 13,272 -45,785 40,656 1.00 0.00
ATOM 1560 HG21 THR 112 11,415 -47,978 42,183 1.00 0.00
ATOM 1561 HG22 THR 112 13,076 -47,560 41,808 1.00 0.00
ATOM 1562 HG23 THR 112 12,112 -48,280 40,570 1.00 0.00
ATOM 1563 N GLY 113 9,677 -44,334 39,041 1.00 0.00
ATOM 1564 CA GLY 113 9,068 -43,031 38,952 1.00 0.00
ATOM 1565 C GLY 113 7,617 -43,095 38,515 1.00 0.00
ATOM 1566 O GLY 113 6,925 -42,143 38,987 1.00 0.00
ATOM 1567 H GLY 113 9,951 -44,889 38,243 1.00 0.00
ATOM 1568 HA2 GLY 113 9,193 -42,391 39,827 1.00 0.00
ATOM 1569 HA3 GLY 113 9,643 -42,437 38,242 1.00 0.00
ATOM 1570 N GLY 114 6,989 -44,095 37,802 1.00 0.00
ATOM 1571 CA GLY 114 5,519 -44,113 37,623 1.00 0.00
ATOM 1572 C GLY 114 5,024 -42,929 36,825 1.00 0.00
ATOM 1573 O GLY 114 5,713 -42,362 35,992 1.00 0.00
ATOM 1574 H GLY 114 7,502 -44,934 37,571 1.00 0.00
ATOM 1575 HA2 GLY 114 5,073 -45,021 37,217 1.00 0.00
ATOM 1576 HA3 GLY 114 5,110 -43,974 38,624 1.00 0.00
ATOM 1577 N GLU 115 3,731 -42,611 37,063 1.00 0.00
ATOM 1578 CA GLU 115 2,898 -41,675 36,343 1.00 0.00
ATOM 1579 C GLU 115 3,582 -40,380 35,809 1.00 0.00
ATOM 1580 O GLU 115 3,784 -39,404 36,490 1.00 0.00
ATOM 1581 CB GLU 115 1,729 -41,266 37,311 1.00 0.00
ATOM 1582 CG GLU 115 0.686 -42,401 37,568 1.00 0.00
ATOM 1583 CD GLU 115 -0.202 -42,828 36,388 1.00 0.00
ATOM 1584 OE1 GLU 115 -0.912 -41,928 35,813 1.00 0.00
ATOM 1585 OE2 GLU 115 -0.010 -43,974 35,922 1.00 0.00
ATOM 1586 H GLU 115 3,327 -43,065 37,870 1.00 0.00
ATOM 1587 HA GLU 115 2,500 -42,208 35,480 1.00 0.00
ATOM 1588 HB2 GLU 115 2,107 -40,878 38,258 1.00 0.00
ATOM 1589 HB3 GLU 115 1,148 -40,507 36,788 1.00 0.00
ATOM 1590 HG2 GLU 115 1,092 -43,254 38,110 1.00 0.00



ATOM 1591 HG3 GLU 115 -0.038 -41,992 38,274 1.00 0.00
ATOM 1592 N LEU 116 3,841 -40,313 34,429 1.00 0.00
ATOM 1593 CA LEU 116 4,748 -39,198 33,946 1.00 0.00
ATOM 1594 C LEU 116 4,079 -37,869 33,701 1.00 0.00
ATOM 1595 O LEU 116 4,706 -36,856 33,920 1.00 0.00
ATOM 1596 CB LEU 116 5,335 -39,700 32,603 1.00 0.00
ATOM 1597 CG LEU 116 6,402 -38,791 31,752 1.00 0.00
ATOM 1598 CD1 LEU 116 7,561 -38,324 32,699 1.00 0.00
ATOM 1599 CD2 LEU 116 7,048 -39,624 30,678 1.00 0.00
ATOM 1600 H LEU 116 3,526 -41,068 33,838 1.00 0.00
ATOM 1601 HA LEU 116 5,520 -39,026 34,696 1.00 0.00
ATOM 1602 HB2 LEU 116 5,861 -40,622 32,844 1.00 0.00
ATOM 1603 HB3 LEU 116 4,488 -39,873 31,941 1.00 0.00
ATOM 1604 HG LEU 116 5,966 -37,882 31,336 1.00 0.00
ATOM 1605 HD11 LEU 116 7,197 -37,642 33,467 1.00 0.00
ATOM 1606 HD12 LEU 116 8,343 -37,801 32,147 1.00 0.00
ATOM 1607 HD13 LEU 116 7,945 -39,188 33,241 1.00 0.00
ATOM 1608 HD21 LEU 116 7,775 -38,984 30,178 1.00 0.00
ATOM 1609 HD22 LEU 116 7,536 -40,501 31,103 1.00 0.00
ATOM 1610 HD23 LEU 116 6,329 -39,925 29,915 1.00 0.00
ATOM 1611 N PHE 117 2,804 -37,843 33,212 1.00 0.00
ATOM 1612 CA PHE 117 2,026 -36,652 32,998 1.00 0.00
ATOM 1613 C PHE 117 1,639 -36,007 34,335 1.00 0.00
ATOM 1614 O PHE 117 1,389 -34,850 34,361 1.00 0.00
ATOM 1615 CB PHE 117 0.738 -37,014 32,166 1.00 0.00
ATOM 1616 CG PHE 117 -0.249 -35,973 31,766 1.00 0.00
ATOM 1617 CD1 PHE 117 0.178 -34,649 31,519 1.00 0.00
ATOM 1618 CD2 PHE 117 -1,621 -36,336 31,638 1.00 0.00
ATOM 1619 CE1 PHE 117 -0.807 -33,677 31,193 1.00 0.00
ATOM 1620 CE2 PHE 117 -2,563 -35,353 31,202 1.00 0.00
ATOM 1621 CZ PHE 117 -2,171 -34,005 31,040 1.00 0.00
ATOM 1622 H PHE 117 2,413 -38,731 32,927 1.00 0.00
ATOM 1623 HA PHE 117 2,576 -35,856 32,495 1.00 0.00
ATOM 1624 HB2 PHE 117 1,181 -37,331 31,223 1.00 0.00
ATOM 1625 HB3 PHE 117 0.273 -37,939 32,509 1.00 0.00
ATOM 1626 HD1 PHE 117 1,216 -34,350 31,553 1.00 0.00
ATOM 1627 HD2 PHE 117 -1,920 -37,364 31,775 1.00 0.00
ATOM 1628 HE1 PHE 117 -0.482 -32,656 31,057 1.00 0.00
ATOM 1629 HE2 PHE 117 -3,562 -35,726 31,026 1.00 0.00
ATOM 1630 HZ PHE 117 -2,845 -33,176 30,876 1.00 0.00
ATOM 1631 N ASP 118 1,519 -36,777 35,413 1.00 0.00
ATOM 1632 CA ASP 118 1,347 -36,159 36,721 1.00 0.00
ATOM 1633 C ASP 118 2,681 -35,520 37,138 1.00 0.00



ATOM 1634 O ASP 118 2,638 -34,350 37,514 1.00 0.00
ATOM 1635 CB ASP 118 0.895 -37,262 37,630 1.00 0.00
ATOM 1636 CG ASP 118 0.963 -36,788 39,114 1.00 0.00
ATOM 1637 OD1 ASP 118 -0.103 -36,517 39,732 1.00 0.00
ATOM 1638 OD2 ASP 118 2,064 -36,638 39,658 1.00 0.00
ATOM 1639 H ASP 118 1,473 -37,780 35,306 1.00 0.00
ATOM 1640 HA ASP 118 0.517 -35,452 36,703 1.00 0.00
ATOM 1641 HB2 ASP 118 -0.148 -37,476 37,393 1.00 0.00
ATOM 1642 HB3 ASP 118 1,495 -38,159 37,484 1.00 0.00
ATOM 1643 N LYS 119 3,803 -36,185 36,985 1.00 0.00
ATOM 1644 CA LYS 119 5,069 -35,507 37,213 1.00 0.00
ATOM 1645 C LYS 119 5,266 -34,278 36,333 1.00 0.00
ATOM 1646 O LYS 119 5,733 -33,215 36,798 1.00 0.00
ATOM 1647 CB LYS 119 6,298 -36,463 36,972 1.00 0.00
ATOM 1648 CG LYS 119 7,564 -35,874 37,574 1.00 0.00
ATOM 1649 CD LYS 119 8,937 -36,655 37,360 1.00 0.00
ATOM 1650 CE LYS 119 10,085 -35,793 37,786 1.00 0.00
ATOM 1651 NZ LYS 119 11,367 -36,490 37,807 1.00 0.00
ATOM 1652 H LYS 119 3,728 -37,189 36,907 1.00 0.00
ATOM 1653 HA LYS 119 5,005 -35,205 38,258 1.00 0.00
ATOM 1654 HB2 LYS 119 6,157 -37,478 37,347 1.00 0.00
ATOM 1655 HB3 LYS 119 6,414 -36,618 35,899 1.00 0.00
ATOM 1656 HG2 LYS 119 7,729 -34,880 37,158 1.00 0.00
ATOM 1657 HG3 LYS 119 7,467 -35,696 38,645 1.00 0.00
ATOM 1658 HD2 LYS 119 8,959 -37,639 37,829 1.00 0.00
ATOM 1659 HD3 LYS 119 8,971 -36,820 36,283 1.00 0.00
ATOM 1660 HE2 LYS 119 10,169 -34,882 37,194 1.00 0.00
ATOM 1661 HE3 LYS 119 10,027 -35,581 38,853 1.00 0.00
ATOM 1662 HZ1 LYS 119 11,260 -37,274 38,436 1.00 0.00
ATOM 1663 HZ2 LYS 119 12,088 -35,851 38,113 1.00 0.00
ATOM 1664 HZ3 LYS 119 11,589 -36,904 36,912 1.00 0.00
ATOM 1665 N ILE 120 4,733 -34,298 35,109 1.00 0.00
ATOM 1666 CA ILE 120 4,836 -33,143 34,117 1.00 0.00
ATOM 1667 C ILE 120 3,854 -32,035 34,647 1.00 0.00
ATOM 1668 O ILE 120 4,242 -30,901 34,894 1.00 0.00
ATOM 1669 CB ILE 120 4,699 -33,507 32,650 1.00 0.00
ATOM 1670 CG1 ILE 120 5,966 -34,238 32,133 1.00 0.00
ATOM 1671 CG2 ILE 120 4,440 -32,266 31,849 1.00 0.00
ATOM 1672 CD1 ILE 120 5,830 -34,747 30,697 1.00 0.00
ATOM 1673 H ILE 120 4,509 -35,212 34,740 1.00 0.00
ATOM 1674 HA ILE 120 5,824 -32,681 34,116 1.00 0.00
ATOM 1675 HB ILE 120 3,802 -34,109 32,507 1.00 0.00
ATOM 1676 HG12 ILE 120 6,835 -33,580 32,150 1.00 0.00



ATOM 1677 HG13 ILE 120 6,162 -35,132 32,724 1.00 0.00
ATOM 1678 HG21 ILE 120 5,301 -31,611 31,985 1.00 0.00
ATOM 1679 HG22 ILE 120 3,509 -31,719 31,999 1.00 0.00
ATOM 1680 HG23 ILE 120 4,646 -32,529 30,812 1.00 0.00
ATOM 1681 HD11 ILE 120 6,646 -35,454 30,542 1.00 0.00
ATOM 1682 HD12 ILE 120 5,834 -33,934 29,973 1.00 0.00
ATOM 1683 HD13 ILE 120 4,913 -35,307 30,511 1.00 0.00
ATOM 1684 N SER 121 2,634 -32,369 35,042 1.00 0.00
ATOM 1685 CA SER 121 1,700 -31,432 35,693 1.00 0.00
ATOM 1686 C SER 121 2,186 -30,884 37,037 1.00 0.00
ATOM 1687 O SER 121 1,632 -29,952 37,571 1.00 0.00
ATOM 1688 CB SER 121 0.428 -32,206 35,876 1.00 0.00
ATOM 1689 OG SER 121 -0.130 -32,344 34,638 1.00 0.00
ATOM 1690 H SER 121 2,294 -33,313 34,929 1.00 0.00
ATOM 1691 HA SER 121 1,567 -30,583 35,021 1.00 0.00
ATOM 1692 HB2 SER 121 0.614 -33,187 36,312 1.00 0.00
ATOM 1693 HB3 SER 121 -0.320 -31,716 36,500 1.00 0.00
ATOM 1694 HG SER 121 0.176 -33,209 34,353 1.00 0.00
ATOM 1695 N SER 122 3,196 -31,514 37,602 1.00 0.00
ATOM 1696 CA SER 122 3,876 -31,182 38,871 1.00 0.00
ATOM 1697 C SER 122 5,086 -30,275 38,731 1.00 0.00
ATOM 1698 O SER 122 5,358 -29,436 39,535 1.00 0.00
ATOM 1699 CB SER 122 4,135 -32,421 39,671 1.00 0.00
ATOM 1700 OG SER 122 2,922 -33,079 39,986 1.00 0.00
ATOM 1701 H SER 122 3,596 -32,343 37,186 1.00 0.00
ATOM 1702 HA SER 122 3,184 -30,565 39,441 1.00 0.00
ATOM 1703 HB2 SER 122 4,914 -33,041 39,229 1.00 0.00
ATOM 1704 HB3 SER 122 4,536 -31,988 40,588 1.00 0.00
ATOM 1705 HG SER 122 2,737 -33,609 39,207 1.00 0.00
ATOM 1706 N ASN 123 5,813 -30,571 37,671 1.00 0.00
ATOM 1707 CA ASN 123 7,090 -29,920 37,463 1.00 0.00
ATOM 1708 C ASN 123 6,936 -28,748 36,429 1.00 0.00
ATOM 1709 O ASN 123 7,677 -27,789 36,481 1.00 0.00
ATOM 1710 CB ASN 123 8,102 -30,992 37,144 1.00 0.00
ATOM 1711 CG ASN 123 8,494 -31,768 38,371 1.00 0.00
ATOM 1712 ND2 ASN 123 9,619 -32,419 38,438 1.00 0.00
ATOM 1713 OD1 ASN 123 7,877 -31,818 39,374 1.00 0.00
ATOM 1714 H ASN 123 5,613 -31,431 37,180 1.00 0.00
ATOM 1715 HA ASN 123 7,478 -29,440 38,361 1.00 0.00
ATOM 1716 HB2 ASN 123 7,754 -31,724 36,416 1.00 0.00
ATOM 1717 HB3 ASN 123 8,995 -30,482 36,784 1.00 0.00
ATOM 1718 HD21 ASN 123 10,171 -32,532 37,601 1.00 0.00
ATOM 1719 HD22 ASN 123 9,942 -32,705 39,352 1.00 0.00



ATOM 1720 N GLY 124 5,914 -28,777 35,565 1.00 0.00
ATOM 1721 CA GLY 124 5,666 -27,898 34,385 1.00 0.00
ATOM 1722 C GLY 124 6,383 -28,357 33,097 1.00 0.00
ATOM 1723 O GLY 124 6,848 -29,468 32,939 1.00 0.00
ATOM 1724 H GLY 124 5,297 -29,578 35,602 1.00 0.00
ATOM 1725 HA2 GLY 124 4,598 -28,023 34,205 1.00 0.00
ATOM 1726 HA3 GLY 124 5,933 -26,859 34,569 1.00 0.00
ATOM 1727 N ARG 125 6,500 -27,375 32,162 1.00 0.00
ATOM 1728 CA ARG 125 6,992 -27,642 30,816 1.00 0.00
ATOM 1729 C ARG 125 8,430 -28,091 30,685 1.00 0.00
ATOM 1730 O ARG 125 9,299 -27,509 31,277 1.00 0.00
ATOM 1731 CB ARG 125 6,725 -26,392 29,896 1.00 0.00
ATOM 1732 CG ARG 125 7,489 -25,086 30,203 1.00 0.00
ATOM 1733 CD ARG 125 8,786 -24,995 29,418 1.00 0.00
ATOM 1734 NE ARG 125 9,703 -23,952 29,844 1.00 0.00
ATOM 1735 CZ ARG 125 10,851 -24,058 30,538 1.00 0.00
ATOM 1736 NH1 ARG 125 11,365 -25,158 30,988 1.00 0.00
ATOM 1737 NH2 ARG 125 11,514 -22,982 30,836 1.00 0.00
ATOM 1738 H ARG 125 5,977 -26,534 32,365 1.00 0.00
ATOM 1739 HA ARG 125 6,422 -28,472 30,397 1.00 0.00
ATOM 1740 HB2 ARG 125 6,761 -26,557 28,820 1.00 0.00
ATOM 1741 HB3 ARG 125 5,663 -26,228 30,078 1.00 0.00
ATOM 1742 HG2 ARG 125 6,793 -24,289 29,940 1.00 0.00
ATOM 1743 HG3 ARG 125 7,624 -25,121 31,284 1.00 0.00
ATOM 1744 HD2 ARG 125 9,299 -25,953 29,506 1.00 0.00
ATOM 1745 HD3 ARG 125 8,482 -24,836 28,383 1.00 0.00
ATOM 1746 HE ARG 125 9,458 -23,025 29,526 1.00 0.00
ATOM 1747 HH11 ARG 125 10,798 -25,962 30,758 1.00 0.00
ATOM 1748 HH12 ARG 125 12,026 -25,074 31,747 1.00 0.00
ATOM 1749 HH21 ARG 125 11,003 -22,121 30,695 1.00 0.00
ATOM 1750 HH22 ARG 125 12,294 -23,089 31,469 1.00 0.00
ATOM 1751 N LEU 126 8,700 -29,057 29,910 1.00 0.00
ATOM 1752 CA LEU 126 10,108 -29,438 29,749 1.00 0.00
ATOM 1753 C LEU 126 10,979 -28,419 28,992 1.00 0.00
ATOM 1754 O LEU 126 10,461 -27,712 28,112 1.00 0.00
ATOM 1755 CB LEU 126 10,170 -30,779 29,044 1.00 0.00
ATOM 1756 CG LEU 126 9,818 -31,980 29,930 1.00 0.00
ATOM 1757 CD1 LEU 126 9,660 -33,204 29,045 1.00 0.00
ATOM 1758 CD2 LEU 126 10,913 -32,302 30,983 1.00 0.00
ATOM 1759 H LEU 126 7,954 -29,580 29,474 1.00 0.00
ATOM 1760 HA LEU 126 10,562 -29,521 30,737 1.00 0.00
ATOM 1761 HB2 LEU 126 9,488 -30,797 28,194 1.00 0.00
ATOM 1762 HB3 LEU 126 11,193 -30,849 28,675 1.00 0.00



ATOM 1763 HG LEU 126 8,808 -31,796 30,294 1.00 0.00
ATOM 1764 HD11 LEU 126 9,124 -32,989 28,121 1.00 0.00
ATOM 1765 HD12 LEU 126 9,139 -33,998 29,579 1.00 0.00
ATOM 1766 HD13 LEU 126 10,635 -33,571 28,721 1.00 0.00
ATOM 1767 HD21 LEU 126 10,977 -31,470 31,683 1.00 0.00
ATOM 1768 HD22 LEU 126 10,612 -33,217 31,492 1.00 0.00
ATOM 1769 HD23 LEU 126 11,894 -32,413 30,521 1.00 0.00
ATOM 1770 N LYS 127 12,284 -28,458 29,254 1.00 0.00
ATOM 1771 CA LYS 127 13,232 -27,823 28,327 1.00 0.00
ATOM 1772 C LYS 127 13,269 -28,635 27,028 1.00 0.00
ATOM 1773 O LYS 127 13,102 -29,857 27,021 1.00 0.00
ATOM 1774 CB LYS 127 14,621 -27,747 29,027 1.00 0.00
ATOM 1775 CG LYS 127 14,681 -26,647 30,106 1.00 0.00
ATOM 1776 CD LYS 127 16,118 -26,553 30,725 1.00 0.00
ATOM 1777 CE LYS 127 16,463 -27,587 31,793 1.00 0.00
ATOM 1778 NZ LYS 127 16,870 -28,904 31,273 1.00 0.00
ATOM 1779 H LYS 127 12,603 -28,897 30,106 1.00 0.00
ATOM 1780 HA LYS 127 12,827 -26,858 28,021 1.00 0.00
ATOM 1781 HB2 LYS 127 14,772 -28,693 29,547 1.00 0.00
ATOM 1782 HB3 LYS 127 15,365 -27,570 28,250 1.00 0.00
ATOM 1783 HG2 LYS 127 14,446 -25,709 29,602 1.00 0.00
ATOM 1784 HG3 LYS 127 13,954 -26,865 30,887 1.00 0.00
ATOM 1785 HD2 LYS 127 16,922 -26,536 29,989 1.00 0.00
ATOM 1786 HD3 LYS 127 16,197 -25,553 31,154 1.00 0.00
ATOM 1787 HE2 LYS 127 17,314 -27,198 32,352 1.00 0.00
ATOM 1788 HE3 LYS 127 15,661 -27,666 32,527 1.00 0.00
ATOM 1789 HZ1 LYS 127 17,365 -28,852 30,394 1.00 0.00
ATOM 1790 HZ2 LYS 127 16,085 -29,533 31,186 1.00 0.00
ATOM 1791 HZ3 LYS 127 17,512 -29,422 31,856 1.00 0.00
ATOM 1792 N GLU 128 13,579 -27,955 25,907 1.00 0.00
ATOM 1793 CA GLU 128 13,455 -28,513 24,586 1.00 0.00
ATOM 1794 C GLU 128 14,223 -29,865 24,291 1.00 0.00
ATOM 1795 O GLU 128 13,645 -30,754 23,665 1.00 0.00
ATOM 1796 CB GLU 128 14,019 -27,461 23,603 1.00 0.00
ATOM 1797 CG GLU 128 13,766 -27,726 22,099 1.00 0.00
ATOM 1798 CD GLU 128 14,432 -26,760 21,177 1.00 0.00
ATOM 1799 OE1 GLU 128 15,358 -27,248 20,438 1.00 0.00
ATOM 1800 OE2 GLU 128 14,086 -25,597 21,160 1.00 0.00
ATOM 1801 H GLU 128 13,675 -26,962 26,058 1.00 0.00
ATOM 1802 HA GLU 128 12,403 -28,671 24,347 1.00 0.00
ATOM 1803 HB2 GLU 128 13,597 -26,475 23,795 1.00 0.00
ATOM 1804 HB3 GLU 128 15,081 -27,560 23,826 1.00 0.00
ATOM 1805 HG2 GLU 128 14,063 -28,769 21,991 1.00 0.00



ATOM 1806 HG3 GLU 128 12,732 -27,837 21,773 1.00 0.00
ATOM 1807 N ASP 129 15,494 -30,029 24,717 1.00 0.00
ATOM 1808 CA ASP 129 16,209 -31,253 24,465 1.00 0.00
ATOM 1809 C ASP 129 15,740 -32,422 25,335 1.00 0.00
ATOM 1810 O ASP 129 15,848 -33,599 24,950 1.00 0.00
ATOM 1811 CB ASP 129 17,725 -30,939 24,551 1.00 0.00
ATOM 1812 CG ASP 129 18,431 -32,191 24,034 1.00 0.00
ATOM 1813 OD1 ASP 129 18,367 -32,515 22,827 1.00 0.00
ATOM 1814 OD2 ASP 129 19,213 -32,797 24,777 1.00 0.00
ATOM 1815 H ASP 129 16,002 -29,245 25,101 1.00 0.00
ATOM 1816 HA ASP 129 15,896 -31,463 23,442 1.00 0.00
ATOM 1817 HB2 ASP 129 17,863 -30,100 23,870 1.00 0.00
ATOM 1818 HB3 ASP 129 17,970 -30,669 25,579 1.00 0.00
ATOM 1819 N GLU 130 15,123 -32,145 26,432 1.00 0.00
ATOM 1820 CA GLU 130 14,456 -33,126 27,275 1.00 0.00
ATOM 1821 C GLU 130 13,066 -33,563 26,721 1.00 0.00
ATOM 1822 O GLU 130 12,763 -34,785 26,721 1.00 0.00
ATOM 1823 CB GLU 130 14,237 -32,653 28,713 1.00 0.00
ATOM 1824 CG GLU 130 15,524 -32,416 29,493 1.00 0.00
ATOM 1825 CD GLU 130 15,224 -32,045 30,963 1.00 0.00
ATOM 1826 OE1 GLU 130 15,324 -32,891 31,877 1.00 0.00
ATOM 1827 OE2 GLU 130 15,035 -30,822 31,192 1.00 0.00
ATOM 1828 H GLU 130 14,981 -31,197 26,748 1.00 0.00
ATOM 1829 HA GLU 130 15,109 -33,989 27,402 1.00 0.00
ATOM 1830 HB2 GLU 130 13,665 -31,724 28,690 1.00 0.00
ATOM 1831 HB3 GLU 130 13,740 -33,469 29,237 1.00 0.00
ATOM 1832 HG2 GLU 130 16,196 -33,271 29,578 1.00 0.00
ATOM 1833 HG3 GLU 130 16,091 -31,585 29,077 1.00 0.00
ATOM 1834 N ALA 131 12,229 -32,654 26,224 1.00 0.00
ATOM 1835 CA ALA 131 10,991 -32,967 25,468 1.00 0.00
ATOM 1836 C ALA 131 11,290 -33,759 24,210 1.00 0.00
ATOM 1837 O ALA 131 10,757 -34,818 23,926 1.00 0.00
ATOM 1838 CB ALA 131 10,304 -31,641 25,190 1.00 0.00
ATOM 1839 H ALA 131 12,709 -31,807 25,953 1.00 0.00
ATOM 1840 HA ALA 131 10,270 -33,478 26,107 1.00 0.00
ATOM 1841 HB1 ALA 131 10,214 -31,016 26,078 1.00 0.00
ATOM 1842 HB2 ALA 131 9,339 -31,886 24,746 1.00 0.00
ATOM 1843 HB3 ALA 131 10,913 -31,085 24,478 1.00 0.00
ATOM 1844 N ARG 132 12,319 -33,307 23,507 1.00 0.00
ATOM 1845 CA ARG 132 12,896 -34,044 22,336 1.00 0.00
ATOM 1846 C ARG 132 13,203 -35,518 22,719 1.00 0.00
ATOM 1847 O ARG 132 12,783 -36,374 21,903 1.00 0.00
ATOM 1848 CB ARG 132 14,082 -33,399 21,724 1.00 0.00



ATOM 1849 CG ARG 132 14,551 -34,040 20,375 1.00 0.00
ATOM 1850 CD ARG 132 15,873 -33,342 19,861 1.00 0.00
ATOM 1851 NE ARG 132 15,601 -31,919 19,502 1.00 0.00
ATOM 1852 CZ ARG 132 15,845 -30,815 20,142 1.00 0.00
ATOM 1853 NH1 ARG 132 16,430 -30,829 21,268 1.00 0.00
ATOM 1854 NH2 ARG 132 15,592 -29,700 19,504 1.00 0.00
ATOM 1855 H ARG 132 12,690 -32,382 23,675 1.00 0.00
ATOM 1856 HA ARG 132 12,087 -34,141 21,612 1.00 0.00
ATOM 1857 HB2 ARG 132 13,706 -32,391 21,547 1.00 0.00
ATOM 1858 HB3 ARG 132 14,919 -33,379 22,422 1.00 0.00
ATOM 1859 HG2 ARG 132 14,769 -35,089 20,580 1.00 0.00
ATOM 1860 HG3 ARG 132 13,695 -34,081 19,700 1.00 0.00
ATOM 1861 HD2 ARG 132 16,608 -33,474 20,655 1.00 0.00
ATOM 1862 HD3 ARG 132 16,342 -33,874 19,034 1.00 0.00
ATOM 1863 HE ARG 132 15,281 -31,746 18,559 1.00 0.00
ATOM 1864 HH11 ARG 132 16,864 -31,656 21,652 1.00 0.00
ATOM 1865 HH12 ARG 132 16,682 -29,905 21,590 1.00 0.00
ATOM 1866 HH21 ARG 132 15,144 -29,820 18,606 1.00 0.00
ATOM 1867 HH22 ARG 132 15,780 -28,768 19,844 1.00 0.00
ATOM 1868 N LYS 133 13,647 -35,804 23,955 1.00 0.00
ATOM 1869 CA LYS 133 14,198 -37,119 24,320 1.00 0.00
ATOM 1870 C LYS 133 13,019 -38,042 24,681 1.00 0.00
ATOM 1871 O LYS 133 13,070 -39,189 24,221 1.00 0.00
ATOM 1872 CB LYS 133 15,212 -36,928 25,451 1.00 0.00
ATOM 1873 CG LYS 133 16,109 -38,164 25,640 1.00 0.00
ATOM 1874 CD LYS 133 17,141 -37,988 26,694 1.00 0.00
ATOM 1875 CE LYS 133 17,981 -39,293 26,676 1.00 0.00
ATOM 1876 NZ LYS 133 18,909 -39,370 27,783 1.00 0.00
ATOM 1877 H LYS 133 13,623 -35,119 24,697 1.00 0.00
ATOM 1878 HA LYS 133 14,736 -37,622 23,516 1.00 0.00
ATOM 1879 HB2 LYS 133 15,811 -36,032 25,288 1.00 0.00
ATOM 1880 HB3 LYS 133 14,664 -36,750 26,376 1.00 0.00
ATOM 1881 HG2 LYS 133 15,421 -38,988 25,826 1.00 0.00
ATOM 1882 HG3 LYS 133 16,644 -38,359 24,711 1.00 0.00
ATOM 1883 HD2 LYS 133 17,819 -37,153 26,518 1.00 0.00
ATOM 1884 HD3 LYS 133 16,695 -37,763 27,663 1.00 0.00
ATOM 1885 HE2 LYS 133 17,254 -40,107 26,689 1.00 0.00
ATOM 1886 HE3 LYS 133 18,548 -39,370 25,748 1.00 0.00
ATOM 1887 HZ1 LYS 133 19,275 -38,430 27,833 1.00 0.00
ATOM 1888 HZ2 LYS 133 19,656 -39,993 27,512 1.00 0.00
ATOM 1889 HZ3 LYS 133 18,445 -39,562 28,660 1.00 0.00
ATOM 1890 N TYR 134 12,017 -37,595 25,383 1.00 0.00
ATOM 1891 CA TYR 134 10,772 -38,369 25,578 1.00 0.00



ATOM 1892 C TYR 134 10,054 -38,683 24,214 1.00 0.00
ATOM 1893 O TYR 134 9,636 -39,794 23,996 1.00 0.00
ATOM 1894 CB TYR 134 9,942 -37,674 26,669 1.00 0.00
ATOM 1895 CG TYR 134 10,388 -37,680 28,132 1.00 0.00
ATOM 1896 CD1 TYR 134 9,860 -36,725 28,991 1.00 0.00
ATOM 1897 CD2 TYR 134 11,321 -38,641 28,613 1.00 0.00
ATOM 1898 CE1 TYR 134 10,204 -36,708 30,368 1.00 0.00
ATOM 1899 CE2 TYR 134 11,601 -38,654 29,992 1.00 0.00
ATOM 1900 CZ TYR 134 11,017 -37,724 30,847 1.00 0.00
ATOM 1901 OH TYR 134 11,276 -37,777 32,238 1.00 0.00
ATOM 1902 H TYR 134 12,064 -36,636 25,695 1.00 0.00
ATOM 1903 HA TYR 134 11,001 -39,351 25,996 1.00 0.00
ATOM 1904 HB2 TYR 134 9,867 -36,608 26,452 1.00 0.00
ATOM 1905 HB3 TYR 134 8,956 -38,138 26,630 1.00 0.00
ATOM 1906 HD1 TYR 134 9,066 -36,093 28,621 1.00 0.00
ATOM 1907 HD2 TYR 134 11,780 -39,460 28,079 1.00 0.00
ATOM 1908 HE1 TYR 134 9,775 -36,080 31,135 1.00 0.00
ATOM 1909 HE2 TYR 134 12,185 -39,452 30,426 1.00 0.00
ATOM 1910 HH TYR 134 11,003 -37,021 32,763 1.00 0.00
ATOM 1911 N PHE 135 10,018 -37,739 23,268 1.00 0.00
ATOM 1912 CA PHE 135 9,433 -37,918 21,962 1.00 0.00
ATOM 1913 C PHE 135 10,238 -38,901 21,140 1.00 0.00
ATOM 1914 O PHE 135 9,688 -39,836 20,481 1.00 0.00
ATOM 1915 CB PHE 135 9,239 -36,495 21,265 1.00 0.00
ATOM 1916 CG PHE 135 8,285 -36,504 20,071 1.00 0.00
ATOM 1917 CD1 PHE 135 6,935 -36,353 20,230 1.00 0.00
ATOM 1918 CD2 PHE 135 8,826 -36,759 18,796 1.00 0.00
ATOM 1919 CE1 PHE 135 6,073 -36,337 19,141 1.00 0.00
ATOM 1920 CE2 PHE 135 7,970 -36,784 17,650 1.00 0.00
ATOM 1921 CZ PHE 135 6,611 -36,546 17,847 1.00 0.00
ATOM 1922 H PHE 135 10,313 -36,841 23,627 1.00 0.00
ATOM 1923 HA PHE 135 8,433 -38,344 22,042 1.00 0.00
ATOM 1924 HB2 PHE 135 8,861 -35,847 22,056 1.00 0.00
ATOM 1925 HB3 PHE 135 10,194 -36,075 20,949 1.00 0.00
ATOM 1926 HD1 PHE 135 6,549 -36,210 21,230 1.00 0.00
ATOM 1927 HD2 PHE 135 9,893 -36,849 18,652 1.00 0.00
ATOM 1928 HE1 PHE 135 5,030 -36,068 19,229 1.00 0.00
ATOM 1929 HE2 PHE 135 8,415 -36,914 16,674 1.00 0.00
ATOM 1930 HZ PHE 135 5,892 -36,632 17,046 1.00 0.00
ATOM 1931 N GLN 136 11,558 -38,898 21,109 1.00 0.00
ATOM 1932 CA GLN 136 12,418 -39,916 20,475 1.00 0.00
ATOM 1933 C GLN 136 12,160 -41,319 21,050 1.00 0.00
ATOM 1934 O GLN 136 12,057 -42,304 20,268 1.00 0.00



ATOM 1935 CB GLN 136 13,850 -39,511 20,552 1.00 0.00
ATOM 1936 CG GLN 136 14,186 -38,359 19,553 1.00 0.00
ATOM 1937 CD GLN 136 15,592 -37,802 19,662 1.00 0.00
ATOM 1938 NE2 GLN 136 15,909 -36,870 18,777 1.00 0.00
ATOM 1939 OE1 GLN 136 16,413 -38,154 20,537 1.00 0.00
ATOM 1940 H GLN 136 11,932 -38,249 21,785 1.00 0.00
ATOM 1941 HA GLN 136 12,055 -39,903 19,447 1.00 0.00
ATOM 1942 HB2 GLN 136 13,946 -39,031 21,526 1.00 0.00
ATOM 1943 HB3 GLN 136 14,494 -40,371 20,371 1.00 0.00
ATOM 1944 HG2 GLN 136 14,242 -38,720 18,527 1.00 0.00
ATOM 1945 HG3 GLN 136 13,528 -37,492 19,623 1.00 0.00
ATOM 1946 HE21 GLN 136 16,828 -36,455 18,832 1.00 0.00
ATOM 1947 HE22 GLN 136 15,340 -36,768 17,949 1.00 0.00
ATOM 1948 N GLN 137 12,121 -41,471 22,415 1.00 0.00
ATOM 1949 CA GLN 137 11,825 -42,758 23,136 1.00 0.00
ATOM 1950 C GLN 137 10,423 -43,278 22,888 1.00 0.00
ATOM 1951 O GLN 137 10,265 -44,451 22,679 1.00 0.00
ATOM 1952 CB GLN 137 12,043 -42,444 24,582 1.00 0.00
ATOM 1953 CG GLN 137 13,522 -42,301 24,970 1.00 0.00
ATOM 1954 CD GLN 137 13,923 -41,981 26,461 1.00 0.00
ATOM 1955 NE2 GLN 137 15,203 -41,798 26,778 1.00 0.00
ATOM 1956 OE1 GLN 137 13,058 -41,785 27,327 1.00 0.00
ATOM 1957 H GLN 137 12,416 -40,698 22,997 1.00 0.00
ATOM 1958 HA GLN 137 12,579 -43,496 22,864 1.00 0.00
ATOM 1959 HB2 GLN 137 11,464 -41,534 24,743 1.00 0.00
ATOM 1960 HB3 GLN 137 11,595 -43,261 25,146 1.00 0.00
ATOM 1961 HG2 GLN 137 14,042 -43,234 24,749 1.00 0.00
ATOM 1962 HG3 GLN 137 13,895 -41,514 24,315 1.00 0.00
ATOM 1963 HE21 GLN 137 15,492 -41,797 27,747 1.00 0.00
ATOM 1964 HE22 GLN 137 15,857 -41,755 26,011 1.00 0.00
ATOM 1965 N LEU 138 9,507 -42,379 22,654 1.00 0.00
ATOM 1966 CA LEU 138 8,176 -42,756 22,390 1.00 0.00
ATOM 1967 C LEU 138 7,946 -43,250 20,951 1.00 0.00
ATOM 1968 O LEU 138 7,449 -44,356 20,694 1.00 0.00
ATOM 1969 CB LEU 138 7,177 -41,570 22,660 1.00 0.00
ATOM 1970 CG LEU 138 5,618 -41,847 22,335 1.00 0.00
ATOM 1971 CD1 LEU 138 5,050 -42,877 23,305 1.00 0.00
ATOM 1972 CD2 LEU 138 4,808 -40,543 22,640 1.00 0.00
ATOM 1973 H LEU 138 9,758 -41,404 22,740 1.00 0.00
ATOM 1974 HA LEU 138 7,938 -43,666 22,941 1.00 0.00
ATOM 1975 HB2 LEU 138 7,352 -41,148 23,650 1.00 0.00
ATOM 1976 HB3 LEU 138 7,427 -40,806 21,923 1.00 0.00
ATOM 1977 HG LEU 138 5,525 -42,219 21,315 1.00 0.00



ATOM 1978 HD11 LEU 138 5,375 -43,802 22,828 1.00 0.00
ATOM 1979 HD12 LEU 138 3,977 -42,695 23,237 1.00 0.00
ATOM 1980 HD13 LEU 138 5,399 -42,584 24,294 1.00 0.00
ATOM 1981 HD21 LEU 138 5,231 -39,626 22,230 1.00 0.00
ATOM 1982 HD22 LEU 138 3,807 -40,612 22,213 1.00 0.00
ATOM 1983 HD23 LEU 138 4,877 -40,338 23,708 1.00 0.00
ATOM 1984 N ILE 139 8,424 -42,419 19,977 1.00 0.00
ATOM 1985 CA ILE 139 8,098 -42,592 18,577 1.00 0.00
ATOM 1986 C ILE 139 9,015 -43,588 17,914 1.00 0.00
ATOM 1987 O ILE 139 8,598 -44,151 16,869 1.00 0.00
ATOM 1988 CB ILE 139 7,965 -41,196 17,932 1.00 0.00
ATOM 1989 CG1 ILE 139 7,008 -41,183 16,729 1.00 0.00
ATOM 1990 CG2 ILE 139 9,339 -40,613 17,502 1.00 0.00
ATOM 1991 CD1 ILE 139 5,521 -41,372 17,171 1.00 0.00
ATOM 1992 H ILE 139 8,807 -41,506 20,178 1.00 0.00
ATOM 1993 HA ILE 139 7,108 -43,050 18,568 1.00 0.00
ATOM 1994 HB ILE 139 7,552 -40,506 18,667 1.00 0.00
ATOM 1995 HG12 ILE 139 7,077 -40,256 16,159 1.00 0.00
ATOM 1996 HG13 ILE 139 7,282 -42,047 16,124 1.00 0.00
ATOM 1997 HG21 ILE 139 9,123 -39,564 17,302 1.00 0.00
ATOM 1998 HG22 ILE 139 9,704 -41,165 16,635 1.00 0.00
ATOM 1999 HG23 ILE 139 10,020 -40,730 18,345 1.00 0.00
ATOM 2000 HD11 ILE 139 4,857 -41,519 16,318 1.00 0.00
ATOM 2001 HD12 ILE 139 5,192 -40,636 17,904 1.00 0.00
ATOM 2002 HD13 ILE 139 5,437 -42,345 17,655 1.00 0.00
ATOM 2003 N ASN 140 10,204 -43,880 18,396 1.00 0.00
ATOM 2004 CA ASN 140 10,950 -45,002 17,937 1.00 0.00
ATOM 2005 C ASN 140 10,230 -46,358 18,154 1.00 0.00
ATOM 2006 O ASN 140 10,254 -47,138 17,195 1.00 0.00
ATOM 2007 CB ASN 140 12,317 -44,999 18,653 1.00 0.00
ATOM 2008 CG ASN 140 13,077 -46,254 18,306 1.00 0.00
ATOM 2009 ND2 ASN 140 12,985 -47,221 19,120 1.00 0.00
ATOM 2010 OD1 ASN 140 13,765 -46,346 17,306 1.00 0.00
ATOM 2011 H ASN 140 10,543 -43,497 19,267 1.00 0.00
ATOM 2012 HA ASN 140 11,195 -44,937 16,877 1.00 0.00
ATOM 2013 HB2 ASN 140 12,838 -44,081 18,380 1.00 0.00
ATOM 2014 HB3 ASN 140 12,127 -44,947 19,724 1.00 0.00
ATOM 2015 HD21 ASN 140 12,507 -47,154 20,007 1.00 0.00
ATOM 2016 HD22 ASN 140 13,673 -47,922 18,888 1.00 0.00
ATOM 2017 N ALA 141 9,544 -46,547 19,297 1.00 0.00
ATOM 2018 CA ALA 141 8,821 -47,772 19,622 1.00 0.00
ATOM 2019 C ALA 141 7,564 -47,941 18,758 1.00 0.00
ATOM 2020 O ALA 141 7,056 -49,066 18,526 1.00 0.00



ATOM 2021 CB ALA 141 8,542 -47,809 21,093 1.00 0.00
ATOM 2022 H ALA 141 9,545 -45,844 20,024 1.00 0.00
ATOM 2023 HA ALA 141 9,449 -48,633 19,394 1.00 0.00
ATOM 2024 HB1 ALA 141 9,475 -47,698 21,644 1.00 0.00
ATOM 2025 HB2 ALA 141 8,021 -48,709 21,414 1.00 0.00
ATOM 2026 HB3 ALA 141 7,855 -47,007 21,364 1.00 0.00
ATOM 2027 N VAL 142 7,051 -46,846 18,234 1.00 0.00
ATOM 2028 CA VAL 142 5,905 -46,868 17,287 1.00 0.00
ATOM 2029 C VAL 142 6,343 -47,203 15,837 1.00 0.00
ATOM 2030 O VAL 142 5,861 -48,142 15,211 1.00 0.00
ATOM 2031 CB VAL 142 5,012 -45,580 17,362 1.00 0.00
ATOM 2032 CG1 VAL 142 3,665 -45,821 16,660 1.00 0.00
ATOM 2033 CG2 VAL 142 4,693 -45,099 18,805 1.00 0.00
ATOM 2034 H VAL 142 7,381 -45,957 18,581 1.00 0.00
ATOM 2035 HA VAL 142 5,227 -47,660 17,606 1.00 0.00
ATOM 2036 HB VAL 142 5,560 -44,785 16,855 1.00 0.00
ATOM 2037 HG11 VAL 142 2,951 -45,043 16,929 1.00 0.00
ATOM 2038 HG12 VAL 142 3,761 -45,795 15,574 1.00 0.00
ATOM 2039 HG13 VAL 142 3,282 -46,714 17,154 1.00 0.00
ATOM 2040 HG21 VAL 142 5,615 -44,760 19,278 1.00 0.00
ATOM 2041 HG22 VAL 142 4,260 -45,899 19,407 1.00 0.00
ATOM 2042 HG23 VAL 142 4,021 -44,251 18,672 1.00 0.00
ATOM 2043 N ASP 143 7,329 -46,495 15,299 1.00 0.00
ATOM 2044 CA ASP 143 7,810 -46,842 13,996 1.00 0.00
ATOM 2045 C ASP 143 8,442 -48,228 13,909 1.00 0.00
ATOM 2046 O ASP 143 8,238 -48,949 12,923 1.00 0.00
ATOM 2047 CB ASP 143 8,953 -45,888 13,641 1.00 0.00
ATOM 2048 CG ASP 143 9,356 -46,053 12,125 1.00 0.00
ATOM 2049 OD1 ASP 143 8,446 -45,950 11,291 1.00 0.00
ATOM 2050 OD2 ASP 143 10,567 -46,219 11,849 1.00 0.00
ATOM 2051 H ASP 143 7,721 -45,792 15,908 1.00 0.00
ATOM 2052 HA ASP 143 7,008 -46,847 13,257 1.00 0.00
ATOM 2053 HB2 ASP 143 8,639 -44,847 13,719 1.00 0.00
ATOM 2054 HB3 ASP 143 9,810 -46,146 14,263 1.00 0.00
ATOM 2055 N TYR 144 9,162 -48,622 14,986 1.00 0.00
ATOM 2056 CA TYR 144 9,678 -50,006 15,104 1.00 0.00
ATOM 2057 C TYR 144 8,533 -51,059 15,037 1.00 0.00
ATOM 2058 O TYR 144 8,561 -51,998 14,231 1.00 0.00
ATOM 2059 CB TYR 144 10,462 -50,009 16,404 1.00 0.00
ATOM 2060 CG TYR 144 11,109 -51,359 16,700 1.00 0.00
ATOM 2061 CD1 TYR 144 12,459 -51,556 16,367 1.00 0.00
ATOM 2062 CD2 TYR 144 10,378 -52,485 17,181 1.00 0.00
ATOM 2063 CE1 TYR 144 13,103 -52,786 16,510 1.00 0.00



ATOM 2064 CE2 TYR 144 10,971 -53,745 17,347 1.00 0.00
ATOM 2065 CZ TYR 144 12,347 -53,893 16,970 1.00 0.00
ATOM 2066 OH TYR 144 12,908 -55,138 17,112 1.00 0.00
ATOM 2067 H TYR 144 9,364 -47,994 15,750 1.00 0.00
ATOM 2068 HA TYR 144 10,326 -50,137 14,237 1.00 0.00
ATOM 2069 HB2 TYR 144 11,218 -49,236 16,261 1.00 0.00
ATOM 2070 HB3 TYR 144 9,808 -49,664 17,204 1.00 0.00
ATOM 2071 HD1 TYR 144 12,965 -50,737 15,878 1.00 0.00
ATOM 2072 HD2 TYR 144 9,323 -52,370 17,376 1.00 0.00
ATOM 2073 HE1 TYR 144 14,093 -53,032 16,155 1.00 0.00
ATOM 2074 HE2 TYR 144 10,399 -54,591 17,696 1.00 0.00
ATOM 2075 HH TYR 144 12,296 -55,841 17,345 1.00 0.00
ATOM 2076 N CYS 145 7,451 -50,951 15,802 1.00 0.00
ATOM 2077 CA CYS 145 6,236 -51,803 15,862 1.00 0.00
ATOM 2078 C CYS 145 5,463 -51,844 14,510 1.00 0.00
ATOM 2079 O CYS 145 5,188 -52,960 14,080 1.00 0.00
ATOM 2080 CB CYS 145 5,425 -51,186 16,981 1.00 0.00
ATOM 2081 SG CYS 145 5,985 -51,775 18,670 1.00 0.00
ATOM 2082 H CYS 145 7,477 -50,182 16,457 1.00 0.00
ATOM 2083 HA CYS 145 6,557 -52,828 16,047 1.00 0.00
ATOM 2084 HB2 CYS 145 5,417 -50,099 16,911 1.00 0.00
ATOM 2085 HB3 CYS 145 4,352 -51,307 16,835 1.00 0.00
ATOM 2086 HG CYS 145 5,111 -50,985 19,301 1.00 0.00
ATOM 2087 N HID 146 5,138 -50,727 13,864 1.00 0.00
ATOM 2088 CA HID 146 4,559 -50,614 12,483 1.00 0.00
ATOM 2089 C HID 146 5,455 -51,232 11,343 1.00 0.00
ATOM 2090 O HID 146 4,944 -51,890 10,494 1.00 0.00
ATOM 2091 CB HID 146 4,414 -49,125 12,073 1.00 0.00
ATOM 2092 CG HID 146 3,464 -48,333 12,925 1.00 0.00
ATOM 2093 CD2 HID 146 3,390 -46,995 12,998 1.00 0.00
ATOM 2094 ND1 HID 146 2,485 -48,828 13,787 1.00 0.00
ATOM 2095 CE1 HID 146 1,876 -47,810 14,382 1.00 0.00
ATOM 2096 NE2 HID 146 2,343 -46,636 13,876 1.00 0.00
ATOM 2097 H HID 146 5,431 -49,845 14,258 1.00 0.00
ATOM 2098 HA HID 146 3,558 -51,044 12,549 1.00 0.00
ATOM 2099 HB2 HID 146 5,415 -48,703 12,163 1.00 0.00
ATOM 2100 HB3 HID 146 4,079 -49,003 11,043 1.00 0.00
ATOM 2101 HD1 HID 146 2,448 -49,793 14,081 1.00 0.00
ATOM 2102 HD2 HID 146 3,960 -46,285 12,416 1.00 0.00
ATOM 2103 HE1 HID 146 1,139 -47,926 15,164 1.00 0.00
ATOM 2104 N SER 147 6,777 -51,177 11,483 1.00 0.00
ATOM 2105 CA SER 147 7,735 -51,827 10,613 1.00 0.00
ATOM 2106 C SER 147 7,841 -53,327 10,786 1.00 0.00



ATOM 2107 O SER 147 8,712 -53,929 10,123 1.00 0.00
ATOM 2108 CB SER 147 9,150 -51,148 10,675 1.00 0.00
ATOM 2109 OG SER 147 9,218 -49,781 10,426 1.00 0.00
ATOM 2110 H SER 147 7,101 -50,634 12,271 1.00 0.00
ATOM 2111 HA SER 147 7,323 -51,651 9,619 1.00 0.00
ATOM 2112 HB2 SER 147 9,556 -51,293 11,676 1.00 0.00
ATOM 2113 HB3 SER 147 9,805 -51,567 9,911 1.00 0.00
ATOM 2114 HG SER 147 8,910 -49,391 11,246 1.00 0.00
ATOM 2115 N ARG 148 6,966 -53,879 11,635 1.00 0.00
ATOM 2116 CA ARG 148 6,833 -55,270 12,020 1.00 0.00
ATOM 2117 C ARG 148 5,376 -55,744 12,159 1.00 0.00
ATOM 2118 O ARG 148 5,055 -56,746 12,748 1.00 0.00
ATOM 2119 CB ARG 148 7,632 -55,632 13,337 1.00 0.00
ATOM 2120 CG ARG 148 9,198 -55,310 13,314 1.00 0.00
ATOM 2121 CD ARG 148 9,991 -55,737 14,510 1.00 0.00
ATOM 2122 NE ARG 148 11,447 -55,799 14,136 1.00 0.00
ATOM 2123 CZ ARG 148 12,156 -54,774 13,627 1.00 0.00
ATOM 2124 NH1 ARG 148 11,751 -53,623 13,422 1.00 0.00
ATOM 2125 NH2 ARG 148 13,368 -54,987 13,268 1.00 0.00
ATOM 2126 H ARG 148 6,304 -53,228 12,033 1.00 0.00
ATOM 2127 HA ARG 148 7,158 -55,971 11,251 1.00 0.00
ATOM 2128 HB2 ARG 148 7,222 -55,052 14,163 1.00 0.00
ATOM 2129 HB3 ARG 148 7,426 -56,672 13,586 1.00 0.00
ATOM 2130 HG2 ARG 148 9,622 -55,839 12,460 1.00 0.00
ATOM 2131 HG3 ARG 148 9,304 -54,231 13,202 1.00 0.00
ATOM 2132 HD2 ARG 148 9,847 -55,036 15,333 1.00 0.00
ATOM 2133 HD3 ARG 148 9,875 -56,793 14,758 1.00 0.00
ATOM 2134 HE ARG 148 11,993 -56,589 14,447 1.00 0.00
ATOM 2135 HH11 ARG 148 10,825 -53,451 13,790 1.00 0.00
ATOM 2136 HH12 ARG 148 12,408 -52,858 13,383 1.00 0.00
ATOM 2137 HH21 ARG 148 13,788 -55,870 13,517 1.00 0.00
ATOM 2138 HH22 ARG 148 13,994 -54,267 12,936 1.00 0.00
ATOM 2139 N GLY 149 4,382 -54,907 11,701 1.00 0.00
ATOM 2140 CA GLY 149 2,958 -55,206 11,702 1.00 0.00
ATOM 2141 C GLY 149 2,055 -54,926 12,896 1.00 0.00
ATOM 2142 O GLY 149 0.931 -55,326 12,988 1.00 0.00
ATOM 2143 H GLY 149 4,664 -54,135 11,114 1.00 0.00
ATOM 2144 HA2 GLY 149 2,480 -54,607 10,928 1.00 0.00
ATOM 2145 HA3 GLY 149 2,846 -56,253 11,420 1.00 0.00
ATOM 2146 N VAL 150 2,645 -54,314 13,960 1.00 0.00
ATOM 2147 CA VAL 150 1,913 -54,011 15,281 1.00 0.00
ATOM 2148 C VAL 150 1,523 -52,487 15,325 1.00 0.00
ATOM 2149 O VAL 150 2,315 -51,567 15,338 1.00 0.00



ATOM 2150 CB VAL 150 2,777 -54,333 16,470 1.00 0.00
ATOM 2151 CG1 VAL 150 2,196 -53,765 17,797 1.00 0.00
ATOM 2152 CG2 VAL 150 3,137 -55,814 16,623 1.00 0.00
ATOM 2153 H VAL 150 3,588 -53,965 13,862 1.00 0.00
ATOM 2154 HA VAL 150 1,031 -54,650 15,333 1.00 0.00
ATOM 2155 HB VAL 150 3,661 -53,735 16,247 1.00 0.00
ATOM 2156 HG11 VAL 150 2,778 -54,155 18,631 1.00 0.00
ATOM 2157 HG12 VAL 150 2,306 -52,681 17,800 1.00 0.00
ATOM 2158 HG13 VAL 150 1,169 -54,096 17,951 1.00 0.00
ATOM 2159 HG21 VAL 150 3,897 -55,937 17,396 1.00 0.00
ATOM 2160 HG22 VAL 150 3,579 -56,164 15,690 1.00 0.00
ATOM 2161 HG23 VAL 150 2,327 -56,501 16,865 1.00 0.00
ATOM 2162 N TYR 151 0.201 -52,336 15,190 1.00 0.00
ATOM 2163 CA TYR 151 -0.468 -51,046 15,251 1.00 0.00
ATOM 2164 C TYR 151 -1,560 -51,016 16,366 1.00 0.00
ATOM 2165 O TYR 151 -2,287 -52,012 16,510 1.00 0.00
ATOM 2166 CB TYR 151 -1,166 -50,858 13,876 1.00 0.00
ATOM 2167 CG TYR 151 -0.385 -50,784 12,580 1.00 0.00
ATOM 2168 CD1 TYR 151 -0.263 -52,058 11,913 1.00 0.00
ATOM 2169 CD2 TYR 151 0.104 -49,641 11,954 1.00 0.00
ATOM 2170 CE1 TYR 151 0.488 -52,180 10,711 1.00 0.00
ATOM 2171 CE2 TYR 151 0.804 -49,723 10,726 1.00 0.00
ATOM 2172 CZ TYR 151 0.995 -50,987 10,049 1.00 0.00
ATOM 2173 OH TYR 151 1,516 -51,088 8,811 1.00 0.00
ATOM 2174 H TYR 151 -0.303 -53,181 14,961 1.00 0.00
ATOM 2175 HA TYR 151 0.198 -50,196 15,390 1.00 0.00
ATOM 2176 HB2 TYR 151 -2,027 -51,524 13,818 1.00 0.00
ATOM 2177 HB3 TYR 151 -1,662 -49,895 13,996 1.00 0.00
ATOM 2178 HD1 TYR 151 -0.572 -52,952 12,434 1.00 0.00
ATOM 2179 HD2 TYR 151 -0.055 -48,684 12,428 1.00 0.00
ATOM 2180 HE1 TYR 151 0.705 -53,153 10,293 1.00 0.00
ATOM 2181 HE2 TYR 151 1,085 -48,801 10,237 1.00 0.00
ATOM 2182 HH TYR 151 1,404 -50,260 8,337 1.00 0.00
ATOM 2183 N HID 152 -1,524 -49,939 17,112 1.00 0.00
ATOM 2184 CA HID 152 -2,365 -49,762 18,330 1.00 0.00
ATOM 2185 C HID 152 -2,751 -48,303 18,397 1.00 0.00
ATOM 2186 O HID 152 -2,120 -47,414 17,817 1.00 0.00
ATOM 2187 CB HID 152 -1,590 -50,019 19,666 1.00 0.00
ATOM 2188 CG HID 152 -0.396 -49,109 19,981 1.00 0.00
ATOM 2189 CD2 HID 152 0.748 -48,919 19,290 1.00 0.00
ATOM 2190 ND1 HID 152 -0.386 -48,249 21,061 1.00 0.00
ATOM 2191 CE1 HID 152 0.719 -47,504 20,966 1.00 0.00
ATOM 2192 NE2 HID 152 1,448 -47,861 19,912 1.00 0.00



ATOM 2193 H HID 152 -1,043 -49,137 16,730 1.00 0.00
ATOM 2194 HA HID 152 -3,281 -50,341 18,221 1.00 0.00
ATOM 2195 HB2 HID 152 -2,288 -49,943 20,499 1.00 0.00
ATOM 2196 HB3 HID 152 -1,295 -51,068 19,642 1.00 0.00
ATOM 2197 HD1 HID 152 -1,066 -48,267 21,807 1.00 0.00
ATOM 2198 HD2 HID 152 1,008 -49,467 18,397 1.00 0.00
ATOM 2199 HE1 HID 152 1,044 -46,683 21,589 1.00 0.00
ATOM 2200 N ARG 153 -3,892 -48,059 19,075 1.00 0.00
ATOM 2201 CA ARG 153 -4,704 -46,828 19,013 1.00 0.00
ATOM 2202 C ARG 153 -4,940 -46,268 20,392 1.00 0.00
ATOM 2203 O ARG 153 -4,779 -46,892 21,450 1.00 0.00
ATOM 2204 CB ARG 153 -6,067 -47,066 18,375 1.00 0.00
ATOM 2205 CG ARG 153 -6,089 -47,404 16,875 1.00 0.00
ATOM 2206 CD ARG 153 -7,577 -47,317 16,245 1.00 0.00
ATOM 2207 NE ARG 153 -8,524 -48,124 17,059 1.00 0.00
ATOM 2208 CZ ARG 153 -9,530 -47,746 17,812 1.00 0.00
ATOM 2209 NH1 ARG 153 -9,710 -46,438 17,981 1.00 0.00
ATOM 2210 NH2 ARG 153 -10,326 -48,577 18,389 1.00 0.00
ATOM 2211 H ARG 153 -4,302 -48,883 19,488 1.00 0.00
ATOM 2212 HA ARG 153 -4,227 -45,988 18,508 1.00 0.00
ATOM 2213 HB2 ARG 153 -6,588 -47,836 18,944 1.00 0.00
ATOM 2214 HB3 ARG 153 -6,764 -46,237 18,504 1.00 0.00
ATOM 2215 HG2 ARG 153 -5,423 -46,769 16,291 1.00 0.00
ATOM 2216 HG3 ARG 153 -5,736 -48,424 16,723 1.00 0.00
ATOM 2217 HD2 ARG 153 -7,851 -46,273 16,094 1.00 0.00
ATOM 2218 HD3 ARG 153 -7,505 -47,651 15,209 1.00 0.00
ATOM 2219 HE ARG 153 -8,501 -49,103 16,811 1.00 0.00
ATOM 2220 HH11 ARG 153 -9,244 -45,791 17,362 1.00 0.00
ATOM 2221 HH12 ARG 153 -10,312 -46,146 18,738 1.00 0.00
ATOM 2222 HH21 ARG 153 -10,173 -49,571 18,296 1.00 0.00
ATOM 2223 HH22 ARG 153 -10,916 -48,237 19,134 1.00 0.00
ATOM 2224 N ASP 154 -5,523 -45,069 20,376 1.00 0.00
ATOM 2225 CA ASP 154 -5,898 -44,287 21,518 1.00 0.00
ATOM 2226 C ASP 154 -4,720 -44,120 22,490 1.00 0.00
ATOM 2227 O ASP 154 -4,734 -44,459 23,659 1.00 0.00
ATOM 2228 CB ASP 154 -7,136 -44,905 22,159 1.00 0.00
ATOM 2229 CG ASP 154 -7,937 -44,089 23,135 1.00 0.00
ATOM 2230 OD1 ASP 154 -8,602 -44,708 24,021 1.00 0.00
ATOM 2231 OD2 ASP 154 -8,042 -42,869 22,905 1.00 0.00
ATOM 2232 H ASP 154 -5,566 -44,609 19,478 1.00 0.00
ATOM 2233 HA ASP 154 -6,177 -43,277 21,219 1.00 0.00
ATOM 2234 HB2 ASP 154 -7,789 -45,166 21,326 1.00 0.00
ATOM 2235 HB3 ASP 154 -6,816 -45,823 22,652 1.00 0.00



ATOM 2236 N LEU 155 -3,554 -43,658 21,915 1.00 0.00
ATOM 2237 CA LEU 155 -2,232 -43,474 22,584 1.00 0.00
ATOM 2238 C LEU 155 -2,194 -42,149 23,367 1.00 0.00
ATOM 2239 O LEU 155 -2,429 -41,093 22,766 1.00 0.00
ATOM 2240 CB LEU 155 -1,158 -43,444 21,429 1.00 0.00
ATOM 2241 CG LEU 155 0.207 -43,004 21,837 1.00 0.00
ATOM 2242 CD1 LEU 155 0.740 -43,794 23,077 1.00 0.00
ATOM 2243 CD2 LEU 155 1,121 -42,916 20,698 1.00 0.00
ATOM 2244 H LEU 155 -3,643 -43,342 20,960 1.00 0.00
ATOM 2245 HA LEU 155 -1,896 -44,324 23,179 1.00 0.00
ATOM 2246 HB2 LEU 155 -1,149 -44,445 20,999 1.00 0.00
ATOM 2247 HB3 LEU 155 -1,492 -42,723 20,683 1.00 0.00
ATOM 2248 HG LEU 155 0.174 -41,965 22,167 1.00 0.00
ATOM 2249 HD11 LEU 155 0.188 -43,422 23,940 1.00 0.00
ATOM 2250 HD12 LEU 155 1,756 -43,500 23,341 1.00 0.00
ATOM 2251 HD13 LEU 155 0.599 -44,872 22,997 1.00 0.00
ATOM 2252 HD21 LEU 155 0.848 -42,033 20,119 1.00 0.00
ATOM 2253 HD22 LEU 155 2,167 -42,922 21,004 1.00 0.00
ATOM 2254 HD23 LEU 155 1,013 -43,837 20,127 1.00 0.00
ATOM 2255 N LYS 156 -1,948 -42,137 24,706 1.00 0.00
ATOM 2256 CA LYS 156 -2,395 -41,026 25,582 1.00 0.00
ATOM 2257 C LYS 156 -1,581 -40,798 26,832 1.00 0.00
ATOM 2258 O LYS 156 -0.973 -41,737 27,261 1.00 0.00
ATOM 2259 CB LYS 156 -3,937 -41,200 25,949 1.00 0.00
ATOM 2260 CG LYS 156 -4,310 -42,484 26,535 1.00 0.00
ATOM 2261 CD LYS 156 -5,861 -42,565 26,576 1.00 0.00
ATOM 2262 CE LYS 156 -6,363 -43,907 27,028 1.00 0.00
ATOM 2263 NZ LYS 156 -5,637 -45,032 26,378 1.00 0.00
ATOM 2264 H LYS 156 -1,476 -42,910 25,156 1.00 0.00
ATOM 2265 HA LYS 156 -2,349 -40,171 24,908 1.00 0.00
ATOM 2266 HB2 LYS 156 -4,298 -40,421 26,620 1.00 0.00
ATOM 2267 HB3 LYS 156 -4,446 -40,987 25,009 1.00 0.00
ATOM 2268 HG2 LYS 156 -3,947 -43,318 25,935 1.00 0.00
ATOM 2269 HG3 LYS 156 -3,913 -42,593 27,545 1.00 0.00
ATOM 2270 HD2 LYS 156 -6,269 -41,829 27,270 1.00 0.00
ATOM 2271 HD3 LYS 156 -6,278 -42,411 25,580 1.00 0.00
ATOM 2272 HE2 LYS 156 -6,304 -44,115 28,096 1.00 0.00
ATOM 2273 HE3 LYS 156 -7,380 -43,945 26,639 1.00 0.00
ATOM 2274 HZ1 LYS 156 -5,482 -44,772 25,414 1.00 0.00
ATOM 2275 HZ2 LYS 156 -6,119 -45,913 26,490 1.00 0.00
ATOM 2276 HZ3 LYS 156 -4,766 -45,231 26,848 1.00 0.00
ATOM 2277 N PRO 157 -1,528 -39,568 27,433 1.00 0.00
ATOM 2278 CA PRO 157 -0.528 -39,300 28,429 1.00 0.00



ATOM 2279 C PRO 157 -0.905 -39,796 29,784 1.00 0.00
ATOM 2280 O PRO 157 -0.027 -39,971 30,622 1.00 0.00
ATOM 2281 CB PRO 157 -0.340 -37,787 28,369 1.00 0.00
ATOM 2282 CG PRO 157 -1,736 -37,294 27,988 1.00 0.00
ATOM 2283 CD PRO 157 -2,193 -38,349 26,918 1.00 0.00
ATOM 2284 HA PRO 157 0.425 -39,660 28,038 1.00 0.00
ATOM 2285 HB2 PRO 157 -0.054 -37,452 29,367 1.00 0.00
ATOM 2286 HB3 PRO 157 0.391 -37,508 27,610 1.00 0.00
ATOM 2287 HG2 PRO 157 -2,384 -37,318 28,865 1.00 0.00
ATOM 2288 HG3 PRO 157 -1,703 -36,327 27,486 1.00 0.00
ATOM 2289 HD2 PRO 157 -3,282 -38,318 26,889 1.00 0.00
ATOM 2290 HD3 PRO 157 -1,794 -38,018 25,959 1.00 0.00
ATOM 2291 N GLU 158 -2,117 -40,229 30,017 1.00 0.00
ATOM 2292 CA GLU 158 -2,358 -41,177 31,147 1.00 0.00
ATOM 2293 C GLU 158 -1,488 -42,466 31,142 1.00 0.00
ATOM 2294 O GLU 158 -1,055 -42,847 32,204 1.00 0.00
ATOM 2295 CB GLU 158 -3,810 -41,539 31,116 1.00 0.00
ATOM 2296 CG GLU 158 -4,361 -42,597 32,180 1.00 0.00
ATOM 2297 CD GLU 158 -4,225 -42,111 33,648 1.00 0.00
ATOM 2298 OE1 GLU 158 -4,434 -40,918 33,964 1.00 0.00
ATOM 2299 OE2 GLU 158 -3,749 -42,994 34,447 1.00 0.00
ATOM 2300 H GLU 158 -2,830 -40,105 29,314 1.00 0.00
ATOM 2301 HA GLU 158 -2,208 -40,568 32,039 1.00 0.00
ATOM 2302 HB2 GLU 158 -4,441 -40,671 31,306 1.00 0.00
ATOM 2303 HB3 GLU 158 -4,034 -41,863 30,100 1.00 0.00
ATOM 2304 HG2 GLU 158 -5,428 -42,715 31,988 1.00 0.00
ATOM 2305 HG3 GLU 158 -3,957 -43,578 31,931 1.00 0.00
ATOM 2306 N ASN 159 -1,247 -43,095 29,984 1.00 0.00
ATOM 2307 CA ASN 159 -0.527 -44,387 29,907 1.00 0.00
ATOM 2308 C ASN 159 0.972 -44,310 29,733 1.00 0.00
ATOM 2309 O ASN 159 1,608 -45,287 29,242 1.00 0.00
ATOM 2310 CB ASN 159 -1,183 -45,293 28,820 1.00 0.00
ATOM 2311 CG ASN 159 -2,700 -45,471 28,865 1.00 0.00
ATOM 2312 ND2 ASN 159 -3,175 -46,222 29,829 1.00 0.00
ATOM 2313 OD1 ASN 159 -3,510 -45,127 27,985 1.00 0.00
ATOM 2314 H ASN 159 -1,622 -42,596 29,191 1.00 0.00
ATOM 2315 HA ASN 159 -0.646 -44,814 30,903 1.00 0.00
ATOM 2316 HB2 ASN 159 -0.952 -44,798 27,877 1.00 0.00
ATOM 2317 HB3 ASN 159 -0.804 -46,312 28,900 1.00 0.00
ATOM 2318 HD21 ASN 159 -2,594 -46,585 30,570 1.00 0.00
ATOM 2319 HD22 ASN 159 -4,169 -46,387 29,763 1.00 0.00
ATOM 2320 N LEU 160 1,595 -43,190 30,058 1.00 0.00
ATOM 2321 CA LEU 160 3,047 -43,003 29,992 1.00 0.00



ATOM 2322 C LEU 160 3,676 -42,936 31,396 1.00 0.00
ATOM 2323 O LEU 160 3,183 -42,235 32,308 1.00 0.00
ATOM 2324 CB LEU 160 3,349 -41,726 29,201 1.00 0.00
ATOM 2325 CG LEU 160 2,896 -41,778 27,724 1.00 0.00
ATOM 2326 CD1 LEU 160 3,362 -40,580 26,900 1.00 0.00
ATOM 2327 CD2 LEU 160 3,586 -42,903 26,911 1.00 0.00
ATOM 2328 H LEU 160 1,007 -42,411 30,321 1.00 0.00
ATOM 2329 HA LEU 160 3,419 -43,898 29,496 1.00 0.00
ATOM 2330 HB2 LEU 160 2,896 -40,855 29,674 1.00 0.00
ATOM 2331 HB3 LEU 160 4,415 -41,592 29,390 1.00 0.00
ATOM 2332 HG LEU 160 1,813 -41,875 27,663 1.00 0.00
ATOM 2333 HD11 LEU 160 2,843 -39,679 27,225 1.00 0.00
ATOM 2334 HD12 LEU 160 3,022 -40,648 25,866 1.00 0.00
ATOM 2335 HD13 LEU 160 4,441 -40,436 26,950 1.00 0.00
ATOM 2336 HD21 LEU 160 3,344 -43,897 27,284 1.00 0.00
ATOM 2337 HD22 LEU 160 3,284 -42,790 25,869 1.00 0.00
ATOM 2338 HD23 LEU 160 4,644 -42,664 27,023 1.00 0.00
ATOM 2339 N LEU 161 4,754 -43,659 31,578 1.00 0.00
ATOM 2340 CA LEU 161 5,345 -43,791 32,901 1.00 0.00
ATOM 2341 C LEU 161 6,830 -43,595 32,889 1.00 0.00
ATOM 2342 O LEU 161 7,453 -43,401 31,855 1.00 0.00
ATOM 2343 CB LEU 161 5,066 -45,169 33,463 1.00 0.00
ATOM 2344 CG LEU 161 3,593 -45,724 33,506 1.00 0.00
ATOM 2345 CD1 LEU 161 3,738 -46,969 34,368 1.00 0.00
ATOM 2346 CD2 LEU 161 2,579 -44,861 34,184 1.00 0.00
ATOM 2347 H LEU 161 5,026 -44,268 30,819 1.00 0.00
ATOM 2348 HA LEU 161 4,987 -43,051 33,616 1.00 0.00
ATOM 2349 HB2 LEU 161 5,680 -45,886 32,917 1.00 0.00
ATOM 2350 HB3 LEU 161 5,500 -45,273 34,458 1.00 0.00
ATOM 2351 HG LEU 161 3,252 -45,985 32,503 1.00 0.00
ATOM 2352 HD11 LEU 161 4,076 -46,776 35,387 1.00 0.00
ATOM 2353 HD12 LEU 161 4,344 -47,753 33,913 1.00 0.00
ATOM 2354 HD13 LEU 161 2,768 -47,446 34,507 1.00 0.00
ATOM 2355 HD21 LEU 161 1,742 -45,489 34,492 1.00 0.00
ATOM 2356 HD22 LEU 161 2,973 -44,402 35,090 1.00 0.00
ATOM 2357 HD23 LEU 161 2,205 -44,112 33,485 1.00 0.00
ATOM 2358 N LEU 162 7,412 -43,479 34,042 1.00 0.00
ATOM 2359 CA LEU 162 8,805 -42,949 34,259 1.00 0.00
ATOM 2360 C LEU 162 9,761 -43,967 34,910 1.00 0.00
ATOM 2361 O LEU 162 9,542 -44,324 36,061 1.00 0.00
ATOM 2362 CB LEU 162 8,625 -41,647 35,108 1.00 0.00
ATOM 2363 CG LEU 162 10,002 -41,030 35,379 1.00 0.00
ATOM 2364 CD1 LEU 162 10,795 -40,595 34,123 1.00 0.00



ATOM 2365 CD2 LEU 162 9,812 -39,760 36,237 1.00 0.00
ATOM 2366 H LEU 162 6,808 -43,490 34,852 1.00 0.00
ATOM 2367 HA LEU 162 9,197 -42,568 33,316 1.00 0.00
ATOM 2368 HB2 LEU 162 7,924 -41,019 34,559 1.00 0.00
ATOM 2369 HB3 LEU 162 8,207 -41,969 36,062 1.00 0.00
ATOM 2370 HG LEU 162 10,599 -41,740 35,950 1.00 0.00
ATOM 2371 HD11 LEU 162 11,613 -39,928 34,395 1.00 0.00
ATOM 2372 HD12 LEU 162 10,145 -40,059 33,432 1.00 0.00
ATOM 2373 HD13 LEU 162 11,136 -41,477 33,581 1.00 0.00
ATOM 2374 HD21 LEU 162 9,131 -39,079 35,725 1.00 0.00
ATOM 2375 HD22 LEU 162 9,488 -40,006 37,248 1.00 0.00
ATOM 2376 HD23 LEU 162 10,717 -39,183 36,427 1.00 0.00
ATOM 2377 N ASP 163 10,784 -44,471 34,161 1.00 0.00
ATOM 2378 CA ASP 163 11,713 -45,473 34,814 1.00 0.00
ATOM 2379 C ASP 163 12,697 -44,743 35,776 1.00 0.00
ATOM 2380 O ASP 163 13,086 -43,563 35,557 1.00 0.00
ATOM 2381 CB ASP 163 12,548 -46,154 33,734 1.00 0.00
ATOM 2382 CG ASP 163 13,485 -47,204 34,152 1.00 0.00
ATOM 2383 OD1 ASP 163 14,717 -46,991 34,087 1.00 0.00
ATOM 2384 OD2 ASP 163 12,934 -48,198 34,665 1.00 0.00
ATOM 2385 H ASP 163 10,882 -44,227 33,186 1.00 0.00
ATOM 2386 HA ASP 163 11,154 -46,263 35,314 1.00 0.00
ATOM 2387 HB2 ASP 163 11,839 -46,511 32,987 1.00 0.00
ATOM 2388 HB3 ASP 163 13,088 -45,320 33,286 1.00 0.00
ATOM 2389 N ALA 164 13,323 -45,525 36,682 1.00 0.00
ATOM 2390 CA ALA 164 14,499 -45,230 37,556 1.00 0.00
ATOM 2391 C ALA 164 15,827 -44,768 36,814 1.00 0.00
ATOM 2392 O ALA 164 16,602 -44,113 37,478 1.00 0.00
ATOM 2393 CB ALA 164 14,939 -46,447 38,410 1.00 0.00
ATOM 2394 H ALA 164 12,884 -46,427 36,800 1.00 0.00
ATOM 2395 HA ALA 164 14,169 -44,456 38,249 1.00 0.00
ATOM 2396 HB1 ALA 164 15,472 -47,185 37,814 1.00 0.00
ATOM 2397 HB2 ALA 164 14,222 -46,916 39,085 1.00 0.00
ATOM 2398 HB3 ALA 164 15,664 -46,017 39,101 1.00 0.00
ATOM 2399 N ASN 165 16,025 -45,026 35,546 1.00 0.00
ATOM 2400 CA ASN 165 16,997 -44,383 34,672 1.00 0.00
ATOM 2401 C ASN 165 16,611 -42,965 34,144 1.00 0.00
ATOM 2402 O ASN 165 17,418 -42,297 33,450 1.00 0.00
ATOM 2403 CB ASN 165 17,456 -45,371 33,588 1.00 0.00
ATOM 2404 CG ASN 165 18,161 -46,590 34,088 1.00 0.00
ATOM 2405 ND2 ASN 165 17,478 -47,665 34,344 1.00 0.00
ATOM 2406 OD1 ASN 165 19,376 -46,546 34,381 1.00 0.00
ATOM 2407 H ASN 165 15,429 -45,713 35,107 1.00 0.00



ATOM 2408 HA ASN 165 17,917 -44,207 35,229 1.00 0.00
ATOM 2409 HB2 ASN 165 16,616 -45,710 32,982 1.00 0.00
ATOM 2410 HB3 ASN 165 18,173 -44,934 32,895 1.00 0.00
ATOM 2411 HD21 ASN 165 16,471 -47,655 34,262 1.00 0.00
ATOM 2412 HD22 ASN 165 17,997 -48,401 34,800 1.00 0.00
ATOM 2413 N GLY 166 15,375 -42,528 34,397 1.00 0.00
ATOM 2414 CA GLY 166 14,902 -41,200 33,905 1.00 0.00
ATOM 2415 C GLY 166 14,297 -41,282 32,502 1.00 0.00
ATOM 2416 O GLY 166 14,027 -40,238 31,869 1.00 0.00
ATOM 2417 H GLY 166 14,705 -43,029 34,963 1.00 0.00
ATOM 2418 HA2 GLY 166 14,050 -40,838 34,482 1.00 0.00
ATOM 2419 HA3 GLY 166 15,697 -40,458 33,970 1.00 0.00
ATOM 2420 N ALA 167 14,081 -42,472 31,930 1.00 0.00
ATOM 2421 CA ALA 167 13,565 -42,546 30,580 1.00 0.00
ATOM 2422 C ALA 167 12,086 -42,915 30,584 1.00 0.00
ATOM 2423 O ALA 167 11,566 -43,649 31,494 1.00 0.00
ATOM 2424 CB ALA 167 14,364 -43,609 29,880 1.00 0.00
ATOM 2425 H ALA 167 14,351 -43,325 32,398 1.00 0.00
ATOM 2426 HA ALA 167 13,812 -41,650 30,012 1.00 0.00
ATOM 2427 HB1 ALA 167 14,216 -44,552 30,407 1.00 0.00
ATOM 2428 HB2 ALA 167 15,432 -43,391 29,864 1.00 0.00
ATOM 2429 HB3 ALA 167 14,057 -43,762 28,845 1.00 0.00
ATOM 2430 N LEU 168 11,363 -42,413 29,578 1.00 0.00
ATOM 2431 CA LEU 168 9,960 -42,732 29,239 1.00 0.00
ATOM 2432 C LEU 168 9,692 -44,255 28,971 1.00 0.00
ATOM 2433 O LEU 168 10,449 -44,829 28,212 1.00 0.00
ATOM 2434 CB LEU 168 9,518 -41,931 27,961 1.00 0.00
ATOM 2435 CG LEU 168 8,147 -42,286 27,389 1.00 0.00
ATOM 2436 CD1 LEU 168 7,568 -40,994 26,745 1.00 0.00
ATOM 2437 CD2 LEU 168 8,239 -43,288 26,209 1.00 0.00
ATOM 2438 H LEU 168 11,912 -41,835 28,959 1.00 0.00
ATOM 2439 HA LEU 168 9,278 -42,400 30,022 1.00 0.00
ATOM 2440 HB2 LEU 168 9,382 -40,893 28,263 1.00 0.00
ATOM 2441 HB3 LEU 168 10,217 -41,915 27,125 1.00 0.00
ATOM 2442 HG LEU 168 7,486 -42,607 28,193 1.00 0.00
ATOM 2443 HD11 LEU 168 8,207 -40,666 25,925 1.00 0.00
ATOM 2444 HD12 LEU 168 7,517 -40,178 27,465 1.00 0.00
ATOM 2445 HD13 LEU 168 6,547 -41,176 26,412 1.00 0.00
ATOM 2446 HD21 LEU 168 8,827 -43,017 25,332 1.00 0.00
ATOM 2447 HD22 LEU 168 8,624 -44,269 26,489 1.00 0.00
ATOM 2448 HD23 LEU 168 7,258 -43,465 25,769 1.00 0.00
ATOM 2449 N LYS 169 8,618 -44,818 29,551 1.00 0.00
ATOM 2450 CA LYS 169 7,969 -46,075 29,192 1.00 0.00



ATOM 2451 C LYS 169 6,473 -45,890 28,789 1.00 0.00
ATOM 2452 O LYS 169 5,779 -45,035 29,286 1.00 0.00
ATOM 2453 CB LYS 169 8,171 -47,025 30,399 1.00 0.00
ATOM 2454 CG LYS 169 9,606 -47,628 30,347 1.00 0.00
ATOM 2455 CD LYS 169 9,831 -48,359 31,670 1.00 0.00
ATOM 2456 CE LYS 169 11,230 -49,008 31,779 1.00 0.00
ATOM 2457 NZ LYS 169 11,273 -50,314 31,076 1.00 0.00
ATOM 2458 H LYS 169 8,184 -44,357 30,338 1.00 0.00
ATOM 2459 HA LYS 169 8,481 -46,515 28,337 1.00 0.00
ATOM 2460 HB2 LYS 169 7,983 -46,546 31,360 1.00 0.00
ATOM 2461 HB3 LYS 169 7,495 -47,879 30,375 1.00 0.00
ATOM 2462 HG2 LYS 169 9,646 -48,363 29,544 1.00 0.00
ATOM 2463 HG3 LYS 169 10,389 -46,879 30,229 1.00 0.00
ATOM 2464 HD2 LYS 169 9,786 -47,578 32,431 1.00 0.00
ATOM 2465 HD3 LYS 169 9,046 -49,092 31,854 1.00 0.00
ATOM 2466 HE2 LYS 169 12,008 -48,407 31,309 1.00 0.00
ATOM 2467 HE3 LYS 169 11,456 -49,023 32,845 1.00 0.00
ATOM 2468 HZ1 LYS 169 11,367 -50,188 30,079 1.00 0.00
ATOM 2469 HZ2 LYS 169 10,508 -50,939 31,287 1.00 0.00
ATOM 2470 HZ3 LYS 169 12,155 -50,724 31,350 1.00 0.00
ATOM 2471 N VAL 170 5,984 -46,777 27,863 1.00 0.00
ATOM 2472 CA VAL 170 4,654 -46,743 27,396 1.00 0.00
ATOM 2473 C VAL 170 3,877 -47,965 28,004 1.00 0.00
ATOM 2474 O VAL 170 4,508 -48,969 28,308 1.00 0.00
ATOM 2475 CB VAL 170 4,613 -46,967 25,875 1.00 0.00
ATOM 2476 CG1 VAL 170 3,186 -47,206 25,256 1.00 0.00
ATOM 2477 CG2 VAL 170 5,329 -45,834 25,085 1.00 0.00
ATOM 2478 H VAL 170 6,579 -47,455 27,408 1.00 0.00
ATOM 2479 HA VAL 170 4,200 -45,808 27,724 1.00 0.00
ATOM 2480 HB VAL 170 5,181 -47,884 25,720 1.00 0.00
ATOM 2481 HG11 VAL 170 2,539 -46,427 25,656 1.00 0.00
ATOM 2482 HG12 VAL 170 3,361 -47,090 24,186 1.00 0.00
ATOM 2483 HG13 VAL 170 2,904 -48,206 25,587 1.00 0.00
ATOM 2484 HG21 VAL 170 5,455 -46,161 24,052 1.00 0.00
ATOM 2485 HG22 VAL 170 6,313 -45,597 25,489 1.00 0.00
ATOM 2486 HG23 VAL 170 4,653 -44,987 25,201 1.00 0.00
ATOM 2487 N SER 171 2,561 -47,896 28,304 1.00 0.00
ATOM 2488 CA SER 171 1,927 -48,841 29,222 1.00 0.00
ATOM 2489 C SER 171 0.539 -49,392 28,784 1.00 0.00
ATOM 2490 O SER 171 -0.041 -50,240 29,462 1.00 0.00
ATOM 2491 CB SER 171 1,811 -48,327 30,721 1.00 0.00
ATOM 2492 OG SER 171 0.915 -47,223 30,770 1.00 0.00
ATOM 2493 H SER 171 2,251 -46,946 28,156 1.00 0.00



ATOM 2494 HA SER 171 2,539 -49,741 29,280 1.00 0.00
ATOM 2495 HB2 SER 171 1,623 -49,178 31,376 1.00 0.00
ATOM 2496 HB3 SER 171 2,833 -48,070 31,000 1.00 0.00
ATOM 2497 HG SER 171 1,228 -46,534 30,181 1.00 0.00
ATOM 2498 N ASP 172 0.024 -49,009 27,580 1.00 0.00
ATOM 2499 CA ASP 172 -1,171 -49,592 26,979 1.00 0.00
ATOM 2500 C ASP 172 -0.913 -49,722 25,440 1.00 0.00
ATOM 2501 O ASP 172 -0.214 -48,858 24,866 1.00 0.00
ATOM 2502 CB ASP 172 -2,369 -48,703 27,200 1.00 0.00
ATOM 2503 CG ASP 172 -3,525 -48,913 26,285 1.00 0.00
ATOM 2504 OD1 ASP 172 -4,164 -49,992 26,339 1.00 0.00
ATOM 2505 OD2 ASP 172 -3,775 -48,014 25,437 1.00 0.00
ATOM 2506 H ASP 172 0.617 -48,385 27,053 1.00 0.00
ATOM 2507 HA ASP 172 -1,377 -50,569 27,415 1.00 0.00
ATOM 2508 HB2 ASP 172 -2,742 -48,953 28,193 1.00 0.00
ATOM 2509 HB3 ASP 172 -2,112 -47,657 27,366 1.00 0.00
ATOM 2510 N PHE 173 -1,343 -50,868 24,869 1.00 0.00
ATOM 2511 CA PHE 173 -1,182 -51,225 23,462 1.00 0.00
ATOM 2512 C PHE 173 -2,470 -52,051 22,977 1.00 0.00
ATOM 2513 O PHE 173 -2,573 -52,400 21,816 1.00 0.00
ATOM 2514 CB PHE 173 0.090 -52,173 23,107 1.00 0.00
ATOM 2515 CG PHE 173 1,424 -51,523 23,324 1.00 0.00
ATOM 2516 CD1 PHE 173 2,091 -51,628 24,577 1.00 0.00
ATOM 2517 CD2 PHE 173 2,146 -50,930 22,264 1.00 0.00
ATOM 2518 CE1 PHE 173 3,366 -51,051 24,726 1.00 0.00
ATOM 2519 CE2 PHE 173 3,293 -50,131 22,494 1.00 0.00
ATOM 2520 CZ PHE 173 3,895 -50,183 23,709 1.00 0.00
ATOM 2521 H PHE 173 -1,762 -51,522 25,516 1.00 0.00
ATOM 2522 HA PHE 173 -1,196 -50,257 22,963 1.00 0.00
ATOM 2523 HB2 PHE 173 -0.023 -53,094 23,681 1.00 0.00
ATOM 2524 HB3 PHE 173 0.039 -52,578 22,096 1.00 0.00
ATOM 2525 HD1 PHE 173 1,709 -52,232 25,387 1.00 0.00
ATOM 2526 HD2 PHE 173 1,677 -50,892 21,291 1.00 0.00
ATOM 2527 HE1 PHE 173 3,806 -51,216 25,698 1.00 0.00
ATOM 2528 HE2 PHE 173 3,518 -49,419 21,713 1.00 0.00
ATOM 2529 HZ PHE 173 4,804 -49,655 23,959 1.00 0.00
ATOM 2530 N GLY 174 -3,413 -52,446 23,841 1.00 0.00
ATOM 2531 CA GLY 174 -4,362 -53,442 23,553 1.00 0.00
ATOM 2532 C GLY 174 -5,742 -53,109 22,786 1.00 0.00
ATOM 2533 O GLY 174 -6,800 -53,757 22,946 1.00 0.00
ATOM 2534 H GLY 174 -3,293 -52,109 24,785 1.00 0.00
ATOM 2535 HA2 GLY 174 -3,894 -54,275 23,030 1.00 0.00
ATOM 2536 HA3 GLY 174 -4,738 -53,704 24,542 1.00 0.00



ATOM 2537 N LEU 175 -5,653 -52,069 21,943 1.00 0.00
ATOM 2538 CA LEU 175 -6,613 -51,546 20,979 1.00 0.00
ATOM 2539 C LEU 175 -6,060 -51,392 19,548 1.00 0.00
ATOM 2540 O LEU 175 -5,272 -50,457 19,417 1.00 0.00
ATOM 2541 CB LEU 175 -7,288 -50,230 21,555 1.00 0.00
ATOM 2542 CG LEU 175 -8,512 -49,662 20,854 1.00 0.00
ATOM 2543 CD1 LEU 175 -9,696 -50,618 21,070 1.00 0.00
ATOM 2544 CD2 LEU 175 -8,725 -48,265 21,410 1.00 0.00
ATOM 2545 H LEU 175 -4,776 -51,570 22,003 1.00 0.00
ATOM 2546 HA LEU 175 -7,381 -52,309 20,853 1.00 0.00
ATOM 2547 HB2 LEU 175 -7,601 -50,281 22,597 1.00 0.00
ATOM 2548 HB3 LEU 175 -6,456 -49,527 21,505 1.00 0.00
ATOM 2549 HG LEU 175 -8,367 -49,551 19,780 1.00 0.00
ATOM 2550 HD11 LEU 175 -9,620 -51,483 20,409 1.00 0.00
ATOM 2551 HD12 LEU 175 -10,591 -50,026 20,881 1.00 0.00
ATOM 2552 HD13 LEU 175 -9,740 -50,961 22,103 1.00 0.00
ATOM 2553 HD21 LEU 175 -9,477 -47,739 20,822 1.00 0.00
ATOM 2554 HD22 LEU 175 -8,909 -48,197 22,482 1.00 0.00
ATOM 2555 HD23 LEU 175 -7,851 -47,639 21,236 1.00 0.00
ATOM 2556 N SER 176 -6,325 -52,275 18,611 1.00 0.00
ATOM 2557 CA SER 176 -5,524 -52,442 17,411 1.00 0.00
ATOM 2558 C SER 176 -6,011 -51,567 16,223 1.00 0.00
ATOM 2559 O SER 176 -7,072 -50,991 16,276 1.00 0.00
ATOM 2560 CB SER 176 -5,455 -53,882 17,015 1.00 0.00
ATOM 2561 OG SER 176 -4,603 -54,497 17,929 1.00 0.00
ATOM 2562 H SER 176 -6,786 -53,122 18,914 1.00 0.00
ATOM 2563 HA SER 176 -4,512 -52,101 17,631 1.00 0.00
ATOM 2564 HB2 SER 176 -6,459 -54,300 17,078 1.00 0.00
ATOM 2565 HB3 SER 176 -5,008 -54,074 16,039 1.00 0.00
ATOM 2566 HG SER 176 -4,575 -55,440 17,750 1.00 0.00
ATOM 2567 N ALA 177 -5,125 -51,513 15,239 1.00 0.00
ATOM 2568 CA ALA 177 -5,489 -51,046 13,904 1.00 0.00
ATOM 2569 C ALA 177 -4,844 -51,928 12,783 1.00 0.00
ATOM 2570 O ALA 177 -4,133 -52,873 13,121 1.00 0.00
ATOM 2571 CB ALA 177 -5,179 -49,581 13,649 1.00 0.00
ATOM 2572 H ALA 177 -4,222 -51,952 15,341 1.00 0.00
ATOM 2573 HA ALA 177 -6,565 -51,100 13,739 1.00 0.00
ATOM 2574 HB1 ALA 177 -4,205 -49,328 14,069 1.00 0.00
ATOM 2575 HB2 ALA 177 -5,875 -48,997 14,252 1.00 0.00
ATOM 2576 HB3 ALA 177 -5,307 -49,238 12,622 1.00 0.00
ATOM 2577 N LEU 178 -5,159 -51,635 11,476 1.00 0.00
ATOM 2578 CA LEU 178 -4,750 -52,368 10,187 1.00 0.00
ATOM 2579 C LEU 178 -5,310 -53,825 10,194 1.00 0.00



ATOM 2580 O LEU 178 -5,445 -54,444 11,253 1.00 0.00
ATOM 2581 CB LEU 178 -3,219 -52,221 9,797 1.00 0.00
ATOM 2582 CG LEU 178 -2,773 -50,891 9,133 1.00 0.00
ATOM 2583 CD1 LEU 178 -3,458 -50,633 7,784 1.00 0.00
ATOM 2584 CD2 LEU 178 -2,932 -49,709 10,146 1.00 0.00
ATOM 2585 H LEU 178 -5,781 -50,845 11,377 1.00 0.00
ATOM 2586 HA LEU 178 -5,368 -51,963 9,386 1.00 0.00
ATOM 2587 HB2 LEU 178 -2,527 -52,400 10,620 1.00 0.00
ATOM 2588 HB3 LEU 178 -3,018 -53,065 9,136 1.00 0.00
ATOM 2589 HG LEU 178 -1,710 -51,077 8,985 1.00 0.00
ATOM 2590 HD11 LEU 178 -3,081 -49,681 7,407 1.00 0.00
ATOM 2591 HD12 LEU 178 -4,547 -50,676 7,827 1.00 0.00
ATOM 2592 HD13 LEU 178 -3,126 -51,439 7,131 1.00 0.00
ATOM 2593 HD21 LEU 178 -2,253 -48,903 9,867 1.00 0.00
ATOM 2594 HD22 LEU 178 -3,981 -49,462 10,310 1.00 0.00
ATOM 2595 HD23 LEU 178 -2,645 -50,157 11,097 1.00 0.00
ATOM 2596 N PRO 179 -5,655 -54,353 9,006 1.00 0.00
ATOM 2597 CA PRO 179 -6,147 -55,735 8,875 1.00 0.00
ATOM 2598 C PRO 179 -5,140 -56,825 9,301 1.00 0.00
ATOM 2599 O PRO 179 -3,921 -56,694 9,301 1.00 0.00
ATOM 2600 CB PRO 179 -6,538 -55,924 7,414 1.00 0.00
ATOM 2601 CG PRO 179 -5,725 -54,890 6,625 1.00 0.00
ATOM 2602 CD PRO 179 -5,524 -53,820 7,679 1.00 0.00
ATOM 2603 HA PRO 179 -7,043 -55,805 9,492 1.00 0.00
ATOM 2604 HB2 PRO 179 -6,238 -56,887 7,003 1.00 0.00
ATOM 2605 HB3 PRO 179 -7,598 -55,757 7,224 1.00 0.00
ATOM 2606 HG2 PRO 179 -4,761 -55,388 6,521 1.00 0.00
ATOM 2607 HG3 PRO 179 -6,181 -54,597 5,679 1.00 0.00
ATOM 2608 HD2 PRO 179 -4,509 -53,439 7,561 1.00 0.00
ATOM 2609 HD3 PRO 179 -6,232 -53,011 7,502 1.00 0.00
ATOM 2610 N GLN 180 -5,660 -58,005 9,638 1.00 0.00
ATOM 2611 CA GLN 180 -4,985 -59,200 10,204 1.00 0.00
ATOM 2612 C GLN 180 -5,190 -60,423 9,398 1.00 0.00
ATOM 2613 O GLN 180 -4,478 -61,397 9,493 1.00 0.00
ATOM 2614 CB GLN 180 -5,391 -59,431 11,619 1.00 0.00
ATOM 2615 CG GLN 180 -5,160 -58,272 12,662 1.00 0.00
ATOM 2616 CD GLN 180 -5,067 -58,776 14,090 1.00 0.00
ATOM 2617 NE2 GLN 180 -4,021 -59,473 14,394 1.00 0.00
ATOM 2618 OE1 GLN 180 -5,920 -58,585 14,949 1.00 0.00
ATOM 2619 H GLN 180 -6,668 -58,033 9,684 1.00 0.00
ATOM 2620 HA GLN 180 -3,914 -59,002 10,211 1.00 0.00
ATOM 2621 HB2 GLN 180 -6,463 -59,604 11,727 1.00 0.00
ATOM 2622 HB3 GLN 180 -4,907 -60,336 11,986 1.00 0.00



ATOM 2623 HG2 GLN 180 -4,147 -57,887 12,548 1.00 0.00
ATOM 2624 HG3 GLN 180 -5,998 -57,575 12,643 1.00 0.00
ATOM 2625 HE21 GLN 180 -3,998 -59,858 15,328 1.00 0.00
ATOM 2626 HE22 GLN 180 -3,282 -59,719 13,753 1.00 0.00
ATOM 2627 N GLN 181 -6,046 -60,369 8,404 1.00 0.00
ATOM 2628 CA GLN 181 -6,155 -61,280 7,319 1.00 0.00
ATOM 2629 C GLN 181 -5,894 -60,663 5,998 1.00 0.00
ATOM 2630 O GLN 181 -5,947 -59,400 5,761 1.00 0.00
ATOM 2631 CB GLN 181 -7,502 -61,921 7,308 1.00 0.00
ATOM 2632 CG GLN 181 -7,890 -62,751 8,521 1.00 0.00
ATOM 2633 CD GLN 181 -7,121 -64,015 8,709 1.00 0.00
ATOM 2634 NE2 GLN 181 -5,820 -63,861 8,980 1.00 0.00
ATOM 2635 OE1 GLN 181 -7,581 -65,084 8,563 1.00 0.00
ATOM 2636 H GLN 181 -6,634 -59,552 8,330 1.00 0.00
ATOM 2637 HA GLN 181 -5,383 -62,047 7,382 1.00 0.00
ATOM 2638 HB2 GLN 181 -8,224 -61,106 7,257 1.00 0.00
ATOM 2639 HB3 GLN 181 -7,659 -62,489 6,391 1.00 0.00
ATOM 2640 HG2 GLN 181 -7,819 -62,230 9,476 1.00 0.00
ATOM 2641 HG3 GLN 181 -8,906 -63,124 8,391 1.00 0.00
ATOM 2642 HE21 GLN 181 -5,276 -64,710 9,053 1.00 0.00
ATOM 2643 HE22 GLN 181 -5,397 -62,953 9,103 1.00 0.00
ATOM 2644 N VAL 182 -5,712 -61,488 4,948 1.00 0.00
ATOM 2645 CA VAL 182 -5,176 -61,057 3,670 1.00 0.00
ATOM 2646 C VAL 182 -6,334 -60,682 2,692 1.00 0.00
ATOM 2647 O VAL 182 -7,133 -61,522 2,315 1.00 0.00
ATOM 2648 CB VAL 182 -4,242 -62,049 3,115 1.00 0.00
ATOM 2649 CG1 VAL 182 -3,914 -61,871 1,589 1.00 0.00
ATOM 2650 CG2 VAL 182 -2,980 -62,069 3,928 1.00 0.00
ATOM 2651 H VAL 182 -5,644 -62,478 5,140 1.00 0.00
ATOM 2652 HA VAL 182 -4,619 -60,123 3,740 1.00 0.00
ATOM 2653 HB VAL 182 -4,693 -63,036 3,216 1.00 0.00
ATOM 2654 HG11 VAL 182 -3,368 -62,725 1,188 1.00 0.00
ATOM 2655 HG12 VAL 182 -4,847 -61,917 1,026 1.00 0.00
ATOM 2656 HG13 VAL 182 -3,421 -60,912 1,438 1.00 0.00
ATOM 2657 HG21 VAL 182 -3,102 -62,393 4,961 1.00 0.00
ATOM 2658 HG22 VAL 182 -2,456 -61,114 3,892 1.00 0.00
ATOM 2659 HG23 VAL 182 -2,306 -62,819 3,513 1.00 0.00
ATOM 2660 N ARG 183 -6,548 -59,387 2,527 1.00 0.00
ATOM 2661 CA ARG 183 -7,759 -58,670 2,026 1.00 0.00
ATOM 2662 C ARG 183 -7,474 -57,568 0.966 1.00 0.00
ATOM 2663 O ARG 183 -6,393 -57,028 0.843 1.00 0.00
ATOM 2664 CB ARG 183 -8,455 -58,060 3,235 1.00 0.00
ATOM 2665 CG ARG 183 -8,949 -59,040 4,278 1.00 0.00



ATOM 2666 CD ARG 183 -10,117 -59,779 3,670 1.00 0.00
ATOM 2667 NE ARG 183 -10,652 -60,832 4,573 1.00 0.00
ATOM 2668 CZ ARG 183 -10,135 -61,990 4,831 1.00 0.00
ATOM 2669 NH1 ARG 183 -9,240 -62,513 4,120 1.00 0.00
ATOM 2670 NH2 ARG 183 -10,690 -62,716 5,788 1.00 0.00
ATOM 2671 H ARG 183 -5,807 -58,811 2,897 1.00 0.00
ATOM 2672 HA ARG 183 -8,417 -59,334 1,465 1.00 0.00
ATOM 2673 HB2 ARG 183 -7,858 -57,312 3,758 1.00 0.00
ATOM 2674 HB3 ARG 183 -9,350 -57,564 2,859 1.00 0.00
ATOM 2675 HG2 ARG 183 -8,101 -59,685 4,509 1.00 0.00
ATOM 2676 HG3 ARG 183 -9,360 -58,568 5,171 1.00 0.00
ATOM 2677 HD2 ARG 183 -10,842 -59,010 3,404 1.00 0.00
ATOM 2678 HD3 ARG 183 -9,753 -60,230 2,747 1.00 0.00
ATOM 2679 HE ARG 183 -11,429 -60,511 5,134 1.00 0.00
ATOM 2680 HH11 ARG 183 -8,748 -61,983 3,415 1.00 0.00
ATOM 2681 HH12 ARG 183 -8,805 -63,386 4,385 1.00 0.00
ATOM 2682 HH21 ARG 183 -11,378 -62,228 6,343 1.00 0.00
ATOM 2683 HH22 ARG 183 -10,555 -63,693 6,006 1.00 0.00
ATOM 2684 N GLU 184 -8,511 -57,094 0.301 1.00 0.00
ATOM 2685 CA GLU 184 -8,464 -55,949 -0.640 1.00 0.00
ATOM 2686 C GLU 184 -9,725 -55,062 -0.596 1.00 0.00
ATOM 2687 O GLU 184 -9,615 -53,880 -1,084 1.00 0.00
ATOM 2688 CB GLU 184 -8,257 -56,594 -2,038 1.00 0.00
ATOM 2689 CG GLU 184 -6,875 -57,163 -2,249 1.00 0.00
ATOM 2690 CD GLU 184 -6,704 -57,659 -3,638 1.00 0.00
ATOM 2691 OE1 GLU 184 -6,594 -56,829 -4,542 1.00 0.00
ATOM 2692 OE2 GLU 184 -6,811 -58,846 -3,825 1.00 0.00
ATOM 2693 H GLU 184 -9,385 -57,552 0.516 1.00 0.00
ATOM 2694 HA GLU 184 -7,617 -55,309 -0.394 1.00 0.00
ATOM 2695 HB2 GLU 184 -9,025 -57,338 -2,247 1.00 0.00
ATOM 2696 HB3 GLU 184 -8,351 -55,725 -2,689 1.00 0.00
ATOM 2697 HG2 GLU 184 -6,167 -56,338 -2,172 1.00 0.00
ATOM 2698 HG3 GLU 184 -6,694 -58,011 -1,590 1.00 0.00
ATOM 2699 N ASP 185 -10,793 -55,523 -0.008 1.00 0.00
ATOM 2700 CA ASP 185 -12,096 -54,794 -0.049 1.00 0.00
ATOM 2701 C ASP 185 -12,465 -54,180 1,307 1.00 0.00
ATOM 2702 O ASP 185 -12,147 -54,670 2,383 1.00 0.00
ATOM 2703 CB ASP 185 -13,205 -55,557 -0.720 1.00 0.00
ATOM 2704 CG ASP 185 -14,405 -54,742 -1,019 1.00 0.00
ATOM 2705 OD1 ASP 185 -15,375 -54,842 -0.247 1.00 0.00
ATOM 2706 OD2 ASP 185 -14,348 -54,094 -2,090 1.00 0.00
ATOM 2707 H ASP 185 -10,630 -56,297 0.620 1.00 0.00
ATOM 2708 HA ASP 185 -11,924 -53,915 -0.670 1.00 0.00



ATOM 2709 HB2 ASP 185 -12,735 -55,821 -1,667 1.00 0.00
ATOM 2710 HB3 ASP 185 -13,391 -56,443 -0.113 1.00 0.00
ATOM 2711 N GLY 186 -13,178 -53,069 1,237 1.00 0.00
ATOM 2712 CA GLY 186 -13,872 -52,559 2,443 1.00 0.00
ATOM 2713 C GLY 186 -12,930 -52,085 3,594 1.00 0.00
ATOM 2714 O GLY 186 -13,102 -52,401 4,794 1.00 0.00
ATOM 2715 H GLY 186 -13,377 -52,677 0.328 1.00 0.00
ATOM 2716 HA2 GLY 186 -14,438 -51,679 2,136 1.00 0.00
ATOM 2717 HA3 GLY 186 -14,571 -53,322 2,787 1.00 0.00
ATOM 2718 N LEU 187 -11,807 -51,471 3,137 1.00 0.00
ATOM 2719 CA LEU 187 -10,670 -51,174 3,987 1.00 0.00
ATOM 2720 C LEU 187 -10,777 -49,859 4,746 1.00 0.00
ATOM 2721 O LEU 187 -10,265 -48,807 4,377 1.00 0.00
ATOM 2722 CB LEU 187 -9,397 -51,208 3,109 1.00 0.00
ATOM 2723 CG LEU 187 -9,093 -52,600 2,484 1.00 0.00
ATOM 2724 CD1 LEU 187 -7,735 -52,571 1,719 1.00 0.00
ATOM 2725 CD2 LEU 187 -9,100 -53,776 3,506 1.00 0.00
ATOM 2726 H LEU 187 -11,699 -51,302 2,147 1.00 0.00
ATOM 2727 HA LEU 187 -10,670 -51,952 4,749 1.00 0.00
ATOM 2728 HB2 LEU 187 -9,529 -50,511 2,281 1.00 0.00
ATOM 2729 HB3 LEU 187 -8,556 -51,015 3,774 1.00 0.00
ATOM 2730 HG LEU 187 -9,873 -52,762 1,740 1.00 0.00
ATOM 2731 HD11 LEU 187 -6,969 -52,525 2,493 1.00 0.00
ATOM 2732 HD12 LEU 187 -7,714 -51,698 1,067 1.00 0.00
ATOM 2733 HD13 LEU 187 -7,657 -53,426 1,048 1.00 0.00
ATOM 2734 HD21 LEU 187 -9,002 -54,762 3,051 1.00 0.00
ATOM 2735 HD22 LEU 187 -8,200 -53,663 4,111 1.00 0.00
ATOM 2736 HD23 LEU 187 -10,049 -53,833 4,039 1.00 0.00
ATOM 2737 N LEU 188 -11,495 -49,975 5,858 1.00 0.00
ATOM 2738 CA LEU 188 -11,988 -48,817 6,641 1.00 0.00
ATOM 2739 C LEU 188 -11,930 -49,066 8,194 1.00 0.00
ATOM 2740 O LEU 188 -12,345 -50,147 8,692 1.00 0.00
ATOM 2741 CB LEU 188 -13,414 -48,602 6,206 1.00 0.00
ATOM 2742 CG LEU 188 -14,199 -47,559 7,047 1.00 0.00
ATOM 2743 CD1 LEU 188 -13,641 -46,213 7,004 1.00 0.00
ATOM 2744 CD2 LEU 188 -15,698 -47,531 6,520 1.00 0.00
ATOM 2745 H LEU 188 -11,889 -50,878 6,079 1.00 0.00
ATOM 2746 HA LEU 188 -11,366 -47,951 6,413 1.00 0.00
ATOM 2747 HB2 LEU 188 -13,365 -48,304 5,159 1.00 0.00
ATOM 2748 HB3 LEU 188 -14,041 -49,476 6,389 1.00 0.00
ATOM 2749 HG LEU 188 -14,274 -47,898 8,079 1.00 0.00
ATOM 2750 HD11 LEU 188 -14,403 -45,517 7,356 1.00 0.00
ATOM 2751 HD12 LEU 188 -13,400 -45,904 5,986 1.00 0.00



ATOM 2752 HD13 LEU 188 -12,831 -46,124 7,727 1.00 0.00
ATOM 2753 HD21 LEU 188 -15,681 -47,189 5,485 1.00 0.00
ATOM 2754 HD22 LEU 188 -16,107 -48,537 6,608 1.00 0.00
ATOM 2755 HD23 LEU 188 -16,290 -46,869 7,151 1.00 0.00
ATOM 2756 N HID 189 -11,516 -48,084 9,001 1.00 0.00
ATOM 2757 CA HID 189 -11,478 -48,040 10,416 1.00 0.00
ATOM 2758 C HID 189 -12,803 -47,544 11,085 1.00 0.00
ATOM 2759 O HID 189 -12,854 -46,405 11,557 1.00 0.00
ATOM 2760 CB HID 189 -10,241 -47,284 10,899 1.00 0.00
ATOM 2761 CG HID 189 -9,013 -48,049 10,579 1.00 0.00
ATOM 2762 CD2 HID 189 -8,376 -48,910 11,443 1.00 0.00
ATOM 2763 ND1 HID 189 -8,303 -48,025 9,361 1.00 0.00
ATOM 2764 CE1 HID 189 -7,259 -48,870 9,540 1.00 0.00
ATOM 2765 NE2 HID 189 -7,315 -49,492 10,728 1.00 0.00
ATOM 2766 H HID 189 -11,410 -47,206 8,513 1.00 0.00
ATOM 2767 HA HID 189 -11,248 -49,042 10,779 1.00 0.00
ATOM 2768 HB2 HID 189 -10,221 -46,331 10,370 1.00 0.00
ATOM 2769 HB3 HID 189 -10,174 -47,232 11,985 1.00 0.00
ATOM 2770 HD1 HID 189 -8,575 -47,602 8,484 1.00 0.00
ATOM 2771 HD2 HID 189 -8,747 -49,098 12,440 1.00 0.00
ATOM 2772 HE1 HID 189 -6,517 -49,009 8,769 1.00 0.00
ATOM 2773 N ASP 190 -13,915 -48,358 11,094 1.00 0.00
ATOM 2774 CA ASP 190 -15,171 -47,804 11,481 1.00 0.00
ATOM 2775 C ASP 190 -15,573 -47,961 13,003 1.00 0.00
ATOM 2776 O ASP 190 -16,550 -47,384 13,453 1.00 0.00
ATOM 2777 CB ASP 190 -16,281 -48,240 10,593 1.00 0.00
ATOM 2778 CG ASP 190 -17,551 -47,396 10,826 1.00 0.00
ATOM 2779 OD1 ASP 190 -17,446 -46,151 11,098 1.00 0.00
ATOM 2780 OD2 ASP 190 -18,655 -47,898 10,718 1.00 0.00
ATOM 2781 H ASP 190 -13,877 -49,296 10,723 1.00 0.00
ATOM 2782 HA ASP 190 -15,111 -46,717 11,434 1.00 0.00
ATOM 2783 HB2 ASP 190 -15,918 -48,174 9,567 1.00 0.00
ATOM 2784 HB3 ASP 190 -16,563 -49,262 10,842 1.00 0.00
ATOM 2785 N THR 191 -14,958 -48,929 13,693 1.00 0.00
ATOM 2786 CA THR 191 -15,153 -49,254 15,133 1.00 0.00
ATOM 2787 C THR 191 -14,314 -48,366 16,023 1.00 0.00
ATOM 2788 O THR 191 -13,268 -48,762 16,590 1.00 0.00
ATOM 2789 CB THR 191 -14,858 -50,796 15,321 1.00 0.00
ATOM 2790 CG2 THR 191 -15,335 -51,232 16,666 1.00 0.00
ATOM 2791 OG1 THR 191 -15,427 -51,616 14,306 1.00 0.00
ATOM 2792 H THR 191 -14,298 -49,501 13,187 1.00 0.00
ATOM 2793 HA THR 191 -16,191 -49,071 15,410 1.00 0.00
ATOM 2794 HB THR 191 -13,771 -50,875 15,295 1.00 0.00



ATOM 2795 HG1 THR 191 -16,363 -51,405 14,265 1.00 0.00
ATOM 2796 HG21 THR 191 -14,814 -50,616 17,399 1.00 0.00
ATOM 2797 HG22 THR 191 -15,077 -52,277 16,842 1.00 0.00
ATOM 2798 HG23 THR 191 -16,411 -51,059 16,664 1.00 0.00
ATOM 2799 N CYS 192 -14,746 -47,099 16,042 1.00 0.00
ATOM 2800 CA CYS 192 -14,038 -45,915 16,626 1.00 0.00
ATOM 2801 C CYS 192 -15,167 -44,892 16,980 1.00 0.00
ATOM 2802 O CYS 192 -16,344 -45,013 16,499 1.00 0.00
ATOM 2803 CB CYS 192 -13,257 -45,219 15,500 1.00 0.00
ATOM 2804 SG CYS 192 -11,761 -46,134 15,012 1.00 0.00
ATOM 2805 H CYS 192 -15,551 -46,830 15,495 1.00 0.00
ATOM 2806 HA CYS 192 -13,370 -46,135 17,458 1.00 0.00
ATOM 2807 HB2 CYS 192 -13,919 -45,067 14,647 1.00 0.00
ATOM 2808 HB3 CYS 192 -12,954 -44,207 15,769 1.00 0.00
ATOM 2809 HG CYS 192 -11,088 -45,097 14,505 1.00 0.00
ATOM 2810 N GLY 193 -14,803 -43,866 17,779 1.00 0.00
ATOM 2811 CA GLY 193 -15,791 -42,983 18,275 1.00 0.00
ATOM 2812 C GLY 193 -15,276 -42,007 19,329 1.00 0.00
ATOM 2813 O GLY 193 -16,059 -41,440 20,081 1.00 0.00
ATOM 2814 H GLY 193 -13,845 -43,740 18,072 1.00 0.00
ATOM 2815 HA2 GLY 193 -16,144 -42,334 17,474 1.00 0.00
ATOM 2816 HA3 GLY 193 -16,673 -43,426 18,736 1.00 0.00
ATOM 2817 N THR 194 -13,967 -41,708 19,347 1.00 0.00
ATOM 2818 CA THR 194 -13,396 -40,850 20,333 1.00 0.00
ATOM 2819 C THR 194 -13,206 -39,411 19,792 1.00 0.00
ATOM 2820 O THR 194 -13,126 -39,233 18,543 1.00 0.00
ATOM 2821 CB THR 194 -12,017 -41,467 20,776 1.00 0.00
ATOM 2822 CG2 THR 194 -11,553 -41,141 22,139 1.00 0.00
ATOM 2823 OG1 THR 194 -12,089 -42,872 20,789 1.00 0.00
ATOM 2824 H THR 194 -13,304 -41,951 18,625 1.00 0.00
ATOM 2825 HA THR 194 -14,019 -40,985 21,216 1.00 0.00
ATOM 2826 HB THR 194 -11,265 -41,293 20,006 1.00 0.00
ATOM 2827 HG1 THR 194 -12,584 -43,075 21,587 1.00 0.00
ATOM 2828 HG21 THR 194 -10,985 -40,212 22,063 1.00 0.00
ATOM 2829 HG22 THR 194 -10,872 -41,884 22,555 1.00 0.00
ATOM 2830 HG23 THR 194 -12,444 -40,970 22,743 1.00 0.00
ATOM 2831 N PRO 195 -13,298 -38,416 20,673 1.00 0.00
ATOM 2832 CA PRO 195 -12,922 -37,051 20,350 1.00 0.00
ATOM 2833 C PRO 195 -11,379 -36,678 20,594 1.00 0.00
ATOM 2834 O PRO 195 -10,890 -35,763 19,957 1.00 0.00
ATOM 2835 CB PRO 195 -13,894 -36,307 21,279 1.00 0.00
ATOM 2836 CG PRO 195 -13,840 -37,052 22,651 1.00 0.00
ATOM 2837 CD PRO 195 -13,702 -38,498 22,056 1.00 0.00



ATOM 2838 HA PRO 195 -13,155 -36,842 19,306 1.00 0.00
ATOM 2839 HB2 PRO 195 -13,590 -35,262 21,317 1.00 0.00
ATOM 2840 HB3 PRO 195 -14,920 -36,426 20,931 1.00 0.00
ATOM 2841 HG2 PRO 195 -12,938 -36,738 23,175 1.00 0.00
ATOM 2842 HG3 PRO 195 -14,691 -36,870 23,308 1.00 0.00
ATOM 2843 HD2 PRO 195 -12,868 -38,927 22,612 1.00 0.00
ATOM 2844 HD3 PRO 195 -14,595 -39,124 22,054 1.00 0.00
ATOM 2845 N ASN 196 -10,694 -37,458 21,398 1.00 0.00
ATOM 2846 CA ASN 196 -9,386 -37,147 21,852 1.00 0.00
ATOM 2847 C ASN 196 -8,260 -38,045 21,344 1.00 0.00
ATOM 2848 O ASN 196 -8,492 -39,183 20,926 1.00 0.00
ATOM 2849 CB ASN 196 -9,443 -37,133 23,369 1.00 0.00
ATOM 2850 CG ASN 196 -8,371 -36,228 23,951 1.00 0.00
ATOM 2851 ND2 ASN 196 -8,275 -36,260 25,219 1.00 0.00
ATOM 2852 OD1 ASN 196 -7,755 -35,394 23,349 1.00 0.00
ATOM 2853 H ASN 196 -11,149 -38,244 21,840 1.00 0.00
ATOM 2854 HA ASN 196 -9,123 -36,131 21,556 1.00 0.00
ATOM 2855 HB2 ASN 196 -10,443 -36,834 23,685 1.00 0.00
ATOM 2856 HB3 ASN 196 -9,266 -38,151 23,713 1.00 0.00
ATOM 2857 HD21 ASN 196 -8,726 -36,998 25,739 1.00 0.00
ATOM 2858 HD22 ASN 196 -7,560 -35,699 25,660 1.00 0.00
ATOM 2859 N TYR 197 -7,050 -37,518 21,218 1.00 0.00
ATOM 2860 CA TYR 197 -5,809 -38,101 20,532 1.00 0.00
ATOM 2861 C TYR 197 -5,983 -38,498 19,066 1.00 0.00
ATOM 2862 O TYR 197 -5,183 -39,195 18,490 1.00 0.00
ATOM 2863 CB TYR 197 -5,432 -39,336 21,281 1.00 0.00
ATOM 2864 CG TYR 197 -5,463 -39,038 22,792 1.00 0.00
ATOM 2865 CD1 TYR 197 -4,541 -38,187 23,405 1.00 0.00
ATOM 2866 CD2 TYR 197 -6,540 -39,604 23,573 1.00 0.00
ATOM 2867 CE1 TYR 197 -4,758 -37,714 24,733 1.00 0.00
ATOM 2868 CE2 TYR 197 -6,653 -39,322 24,944 1.00 0.00
ATOM 2869 CZ TYR 197 -5,863 -38,271 25,546 1.00 0.00
ATOM 2870 OH TYR 197 -5,930 -38,054 26,852 1.00 0.00
ATOM 2871 H TYR 197 -6,987 -36,559 21,530 1.00 0.00
ATOM 2872 HA TYR 197 -4,940 -37,455 20,652 1.00 0.00
ATOM 2873 HB2 TYR 197 -6,010 -40,224 21,025 1.00 0.00
ATOM 2874 HB3 TYR 197 -4,380 -39,497 21,046 1.00 0.00
ATOM 2875 HD1 TYR 197 -3,731 -37,816 22,795 1.00 0.00
ATOM 2876 HD2 TYR 197 -7,280 -40,262 23,142 1.00 0.00
ATOM 2877 HE1 TYR 197 -4,051 -36,971 25,071 1.00 0.00
ATOM 2878 HE2 TYR 197 -7,430 -39,806 25,516 1.00 0.00
ATOM 2879 HH TYR 197 -6,691 -38,412 27,316 1.00 0.00
ATOM 2880 N VAL 198 -7,048 -38,079 18,362 1.00 0.00



ATOM 2881 CA VAL 198 -7,509 -38,516 17,060 1.00 0.00
ATOM 2882 C VAL 198 -8,014 -37,318 16,203 1.00 0.00
ATOM 2883 O VAL 198 -8,622 -36,381 16,756 1.00 0.00
ATOM 2884 CB VAL 198 -8,540 -39,604 17,182 1.00 0.00
ATOM 2885 CG1 VAL 198 -9,870 -39,145 17,758 1.00 0.00
ATOM 2886 CG2 VAL 198 -8,812 -40,365 15,845 1.00 0.00
ATOM 2887 H VAL 198 -7,473 -37,257 18,768 1.00 0.00
ATOM 2888 HA VAL 198 -6,599 -38,940 16,635 1.00 0.00
ATOM 2889 HB VAL 198 -8,082 -40,313 17,872 1.00 0.00
ATOM 2890 HG11 VAL 198 -9,780 -38,947 18,827 1.00 0.00
ATOM 2891 HG12 VAL 198 -10,219 -38,295 17,173 1.00 0.00
ATOM 2892 HG13 VAL 198 -10,599 -39,956 17,743 1.00 0.00
ATOM 2893 HG21 VAL 198 -9,261 -39,733 15,078 1.00 0.00
ATOM 2894 HG22 VAL 198 -9,388 -41,259 16,083 1.00 0.00
ATOM 2895 HG23 VAL 198 -7,829 -40,646 15,472 1.00 0.00
ATOM 2896 N ALA 199 -7,718 -37,484 14,940 1.00 0.00
ATOM 2897 CA ALA 199 -7,923 -36,451 13,936 1.00 0.00
ATOM 2898 C ALA 199 -9,486 -36,239 13,617 1.00 0.00
ATOM 2899 O ALA 199 -10,349 -37,117 13,846 1.00 0.00
ATOM 2900 CB ALA 199 -6,911 -36,804 12,706 1.00 0.00
ATOM 2901 H ALA 199 -7,194 -38,321 14,731 1.00 0.00
ATOM 2902 HA ALA 199 -7,594 -35,508 14,372 1.00 0.00
ATOM 2903 HB1 ALA 199 -7,362 -37,595 12,108 1.00 0.00
ATOM 2904 HB2 ALA 199 -5,935 -37,125 13,067 1.00 0.00
ATOM 2905 HB3 ALA 199 -6,807 -35,967 12,015 1.00 0.00
ATOM 2906 N PRO 200 -9,903 -35,070 13,091 1.00 0.00
ATOM 2907 CA PRO 200 -11,307 -34,799 12,851 1.00 0.00
ATOM 2908 C PRO 200 -12,055 -35,671 11,842 1.00 0.00
ATOM 2909 O PRO 200 -13,297 -35,685 11,896 1.00 0.00
ATOM 2910 CB PRO 200 -11,502 -33,288 12,577 1.00 0.00
ATOM 2911 CG PRO 200 -10,262 -32,774 13,355 1.00 0.00
ATOM 2912 CD PRO 200 -9,202 -33,848 13,038 1.00 0.00
ATOM 2913 HA PRO 200 -11,810 -34,944 13,808 1.00 0.00
ATOM 2914 HB2 PRO 200 -11,423 -33,073 11,512 1.00 0.00
ATOM 2915 HB3 PRO 200 -12,460 -32,871 12,886 1.00 0.00
ATOM 2916 HG2 PRO 200 -9,954 -31,754 13,127 1.00 0.00
ATOM 2917 HG3 PRO 200 -10,501 -32,846 14,417 1.00 0.00
ATOM 2918 HD2 PRO 200 -8,750 -33,769 12,048 1.00 0.00
ATOM 2919 HD3 PRO 200 -8,388 -33,748 13,756 1.00 0.00
ATOM 2920 N GLU 201 -11,409 -36,516 11,022 1.00 0.00
ATOM 2921 CA GLU 201 -11,996 -37,367 9,955 1.00 0.00
ATOM 2922 C GLU 201 -13,000 -38,363 10,608 1.00 0.00
ATOM 2923 O GLU 201 -14,047 -38,638 9,993 1.00 0.00



ATOM 2924 CB GLU 201 -10,846 -38,236 9,288 1.00 0.00
ATOM 2925 CG GLU 201 -9,996 -37,394 8,313 1.00 0.00
ATOM 2926 CD GLU 201 -8,707 -36,808 8,964 1.00 0.00
ATOM 2927 OE1 GLU 201 -7,594 -37,323 8,746 1.00 0.00
ATOM 2928 OE2 GLU 201 -8,823 -35,836 9,775 1.00 0.00
ATOM 2929 H GLU 201 -10,399 -36,529 11,052 1.00 0.00
ATOM 2930 HA GLU 201 -12,534 -36,801 9,195 1.00 0.00
ATOM 2931 HB2 GLU 201 -10,248 -38,702 10,071 1.00 0.00
ATOM 2932 HB3 GLU 201 -11,362 -38,977 8,677 1.00 0.00
ATOM 2933 HG2 GLU 201 -9,643 -38,110 7,572 1.00 0.00
ATOM 2934 HG3 GLU 201 -10,557 -36,640 7,761 1.00 0.00
ATOM 2935 N VAL 202 -12,718 -38,869 11,791 1.00 0.00
ATOM 2936 CA VAL 202 -13,482 -39,956 12,452 1.00 0.00
ATOM 2937 C VAL 202 -14,856 -39,441 12,900 1.00 0.00
ATOM 2938 O VAL 202 -15,815 -40,179 12,669 1.00 0.00
ATOM 2939 CB VAL 202 -12,584 -40,459 13,593 1.00 0.00
ATOM 2940 CG1 VAL 202 -13,208 -41,591 14,354 1.00 0.00
ATOM 2941 CG2 VAL 202 -11,255 -40,988 13,010 1.00 0.00
ATOM 2942 H VAL 202 -11,861 -38,525 12,201 1.00 0.00
ATOM 2943 HA VAL 202 -13,614 -40,769 11,738 1.00 0.00
ATOM 2944 HB VAL 202 -12,353 -39,682 14,322 1.00 0.00
ATOM 2945 HG11 VAL 202 -12,775 -41,737 15,344 1.00 0.00
ATOM 2946 HG12 VAL 202 -14,232 -41,324 14,613 1.00 0.00
ATOM 2947 HG13 VAL 202 -13,120 -42,453 13,693 1.00 0.00
ATOM 2948 HG21 VAL 202 -10,591 -40,209 12,637 1.00 0.00
ATOM 2949 HG22 VAL 202 -11,417 -41,723 12,220 1.00 0.00
ATOM 2950 HG23 VAL 202 -10,818 -41,539 13,843 1.00 0.00
ATOM 2951 N ILE 203 -14,991 -38,182 13,352 1.00 0.00
ATOM 2952 CA ILE 203 -16,377 -37,623 13,469 1.00 0.00
ATOM 2953 C ILE 203 -16,924 -36,967 12,173 1.00 0.00
ATOM 2954 O ILE 203 -18,106 -36,901 11,863 1.00 0.00
ATOM 2955 CB ILE 203 -16,465 -36,607 14,629 1.00 0.00
ATOM 2956 CG1 ILE 203 -17,842 -36,046 14,947 1.00 0.00
ATOM 2957 CG2 ILE 203 -15,436 -35,473 14,428 1.00 0.00
ATOM 2958 CD1 ILE 203 -18,788 -37,131 15,464 1.00 0.00
ATOM 2959 H ILE 203 -14,229 -37,560 13,579 1.00 0.00
ATOM 2960 HA ILE 203 -17,149 -38,357 13,705 1.00 0.00
ATOM 2961 HB ILE 203 -16,209 -37,147 15,541 1.00 0.00
ATOM 2962 HG12 ILE 203 -17,816 -35,252 15,693 1.00 0.00
ATOM 2963 HG13 ILE 203 -18,225 -35,609 14,026 1.00 0.00
ATOM 2964 HG21 ILE 203 -15,622 -34,964 13,482 1.00 0.00
ATOM 2965 HG22 ILE 203 -14,398 -35,784 14,535 1.00 0.00
ATOM 2966 HG23 ILE 203 -15,589 -34,704 15,184 1.00 0.00



ATOM 2967 HD11 ILE 203 -18,305 -37,596 16,323 1.00 0.00
ATOM 2968 HD12 ILE 203 -19,109 -37,813 14,677 1.00 0.00
ATOM 2969 HD13 ILE 203 -19,647 -36,587 15,856 1.00 0.00
ATOM 2970 N ASN 204 -16,082 -36,366 11,339 1.00 0.00
ATOM 2971 CA ASN 204 -16,528 -35,425 10,309 1.00 0.00
ATOM 2972 C ASN 204 -16,550 -36,014 8,882 1.00 0.00
ATOM 2973 O ASN 204 -16,848 -35,310 7,937 1.00 0.00
ATOM 2974 CB ASN 204 -15,595 -34,203 10,398 1.00 0.00
ATOM 2975 CG ASN 204 -15,941 -33,007 9,536 1.00 0.00
ATOM 2976 ND2 ASN 204 -15,197 -32,654 8,519 1.00 0.00
ATOM 2977 OD1 ASN 204 -17,035 -32,491 9,791 1.00 0.00
ATOM 2978 H ASN 204 -15,098 -36,377 11,563 1.00 0.00
ATOM 2979 HA ASN 204 -17,547 -35,066 10,455 1.00 0.00
ATOM 2980 HB2 ASN 204 -15,389 -33,901 11,425 1.00 0.00
ATOM 2981 HB3 ASN 204 -14,606 -34,594 10,163 1.00 0.00
ATOM 2982 HD21 ASN 204 -14,432 -33,270 8,280 1.00 0.00
ATOM 2983 HD22 ASN 204 -15,486 -31,945 7,860 1.00 0.00
ATOM 2984 N ASN 205 -16,069 -37,220 8,671 1.00 0.00
ATOM 2985 CA ASN 205 -15,941 -37,795 7,309 1.00 0.00
ATOM 2986 C ASN 205 -16,010 -39,355 7,463 1.00 0.00
ATOM 2987 O ASN 205 -15,001 -40,047 7,255 1.00 0.00
ATOM 2988 CB ASN 205 -14,633 -37,360 6,612 1.00 0.00
ATOM 2989 CG ASN 205 -14,451 -37,823 5,150 1.00 0.00
ATOM 2990 ND2 ASN 205 -13,398 -37,436 4,530 1.00 0.00
ATOM 2991 OD1 ASN 205 -15,298 -38,458 4,539 1.00 0.00
ATOM 2992 H ASN 205 -15,806 -37,825 9,437 1.00 0.00
ATOM 2993 HA ASN 205 -16,820 -37,473 6,751 1.00 0.00
ATOM 2994 HB2 ASN 205 -14,610 -36,288 6,417 1.00 0.00
ATOM 2995 HB3 ASN 205 -13,773 -37,706 7,187 1.00 0.00
ATOM 2996 HD21 ASN 205 -12,683 -36,919 5,021 1.00 0.00
ATOM 2997 HD22 ASN 205 -13,305 -37,886 3,630 1.00 0.00
ATOM 2998 N LYS 206 -17,185 -39,852 7,795 1.00 0.00
ATOM 2999 CA LYS 206 -17,517 -41,295 7,716 1.00 0.00
ATOM 3000 C LYS 206 -17,097 -41,936 6,347 1.00 0.00
ATOM 3001 O LYS 206 -17,274 -41,300 5,273 1.00 0.00
ATOM 3002 CB LYS 206 -19,012 -41,554 8,094 1.00 0.00
ATOM 3003 CG LYS 206 -19,399 -40,979 9,439 1.00 0.00
ATOM 3004 CD LYS 206 -18,499 -41,378 10,636 1.00 0.00
ATOM 3005 CE LYS 206 -19,097 -40,722 11,897 1.00 0.00
ATOM 3006 NZ LYS 206 -18,346 -40,966 13,182 1.00 0.00
ATOM 3007 H LYS 206 -17,916 -39,224 8,097 1.00 0.00
ATOM 3008 HA LYS 206 -16,916 -41,867 8,423 1.00 0.00
ATOM 3009 HB2 LYS 206 -19,629 -41,058 7,346 1.00 0.00



ATOM 3010 HB3 LYS 206 -19,234 -42,622 8,087 1.00 0.00
ATOM 3011 HG2 LYS 206 -19,393 -39,896 9,309 1.00 0.00
ATOM 3012 HG3 LYS 206 -20,398 -41,366 9,642 1.00 0.00
ATOM 3013 HD2 LYS 206 -18,477 -42,466 10,694 1.00 0.00
ATOM 3014 HD3 LYS 206 -17,452 -41,095 10,522 1.00 0.00
ATOM 3015 HE2 LYS 206 -19,236 -39,651 11,749 1.00 0.00
ATOM 3016 HE3 LYS 206 -20,059 -41,189 12,106 1.00 0.00
ATOM 3017 HZ1 LYS 206 -18,692 -40,369 13,919 1.00 0.00
ATOM 3018 HZ2 LYS 206 -17,364 -40,771 13,055 1.00 0.00
ATOM 3019 HZ3 LYS 206 -18,307 -41,946 13,426 1.00 0.00
ATOM 3020 N GLY 207 -16,691 -43,194 6,373 1.00 0.00
ATOM 3021 CA GLY 207 -16,234 -43,845 5,112 1.00 0.00
ATOM 3022 C GLY 207 -14,904 -43,380 4,504 1.00 0.00
ATOM 3023 O GLY 207 -14,480 -43,915 3,490 1.00 0.00
ATOM 3024 H GLY 207 -16,651 -43,751 7,214 1.00 0.00
ATOM 3025 HA2 GLY 207 -16,113 -44,904 5,338 1.00 0.00
ATOM 3026 HA3 GLY 207 -17,044 -43,789 4,385 1.00 0.00
ATOM 3027 N TYR 208 -14,195 -42,472 5,197 1.00 0.00
ATOM 3028 CA TYR 208 -12,779 -42,300 4,865 1.00 0.00
ATOM 3029 C TYR 208 -11,926 -43,326 5,609 1.00 0.00
ATOM 3030 O TYR 208 -12,193 -43,617 6,778 1.00 0.00
ATOM 3031 CB TYR 208 -12,368 -40,856 5,324 1.00 0.00
ATOM 3032 CG TYR 208 -10,898 -40,563 5,313 1.00 0.00
ATOM 3033 CD1 TYR 208 -10,273 -40,049 4,140 1.00 0.00
ATOM 3034 CD2 TYR 208 -10,115 -40,877 6,426 1.00 0.00
ATOM 3035 CE1 TYR 208 -8,828 -39,807 4,033 1.00 0.00
ATOM 3036 CE2 TYR 208 -8,737 -40,675 6,282 1.00 0.00
ATOM 3037 CZ TYR 208 -8,055 -40,101 5,158 1.00 0.00
ATOM 3038 OH TYR 208 -6,689 -39,921 5,128 1.00 0.00
ATOM 3039 H TYR 208 -14,553 -42,022 6,028 1.00 0.00
ATOM 3040 HA TYR 208 -12,585 -42,387 3,796 1.00 0.00
ATOM 3041 HB2 TYR 208 -12,848 -40,230 4,572 1.00 0.00
ATOM 3042 HB3 TYR 208 -12,723 -40,738 6,348 1.00 0.00
ATOM 3043 HD1 TYR 208 -10,997 -39,717 3,411 1.00 0.00
ATOM 3044 HD2 TYR 208 -10,583 -41,135 7,365 1.00 0.00
ATOM 3045 HE1 TYR 208 -8,454 -39,308 3,151 1.00 0.00
ATOM 3046 HE2 TYR 208 -8,102 -40,797 7,147 1.00 0.00
ATOM 3047 HH TYR 208 -6,406 -39,395 4,376 1.00 0.00
ATOM 3048 N ASP 209 -10,890 -43,762 4,951 1.00 0.00
ATOM 3049 CA ASP 209 -10,182 -45,035 5,377 1.00 0.00
ATOM 3050 C ASP 209 -9,691 -45,030 6,804 1.00 0.00
ATOM 3051 O ASP 209 -9,580 -46,095 7,503 1.00 0.00
ATOM 3052 CB ASP 209 -9,053 -45,356 4,407 1.00 0.00



ATOM 3053 CG ASP 209 -7,914 -44,369 4,400 1.00 0.00
ATOM 3054 OD1 ASP 209 -8,084 -43,454 3,553 1.00 0.00
ATOM 3055 OD2 ASP 209 -6,828 -44,559 5,015 1.00 0.00
ATOM 3056 H ASP 209 -10,666 -43,456 4,015 1.00 0.00
ATOM 3057 HA ASP 209 -10,846 -45,875 5,170 1.00 0.00
ATOM 3058 HB2 ASP 209 -8,762 -46,372 4,672 1.00 0.00
ATOM 3059 HB3 ASP 209 -9,533 -45,367 3,429 1.00 0.00
ATOM 3060 N GLY 210 -9,228 -43,878 7,373 1.00 0.00
ATOM 3061 CA GLY 210 -8,804 -43,774 8,758 1.00 0.00
ATOM 3062 C GLY 210 -7,486 -44,603 9,135 1.00 0.00
ATOM 3063 O GLY 210 -7,320 -44,913 10,355 1.00 0.00
ATOM 3064 H GLY 210 -9,090 -43,026 6,847 1.00 0.00
ATOM 3065 HA2 GLY 210 -8,577 -42,720 8,914 1.00 0.00
ATOM 3066 HA3 GLY 210 -9,637 -44,026 9,415 1.00 0.00
ATOM 3067 N ALA 211 -6,572 -44,984 8,191 1.00 0.00
ATOM 3068 CA ALA 211 -5,445 -45,864 8,486 1.00 0.00
ATOM 3069 C ALA 211 -4,531 -45,321 9,610 1.00 0.00
ATOM 3070 O ALA 211 -4,043 -46,072 10,495 1.00 0.00
ATOM 3071 CB ALA 211 -4,696 -46,044 7,214 1.00 0.00
ATOM 3072 H ALA 211 -6,822 -44,913 7,214 1.00 0.00
ATOM 3073 HA ALA 211 -5,813 -46,835 8,818 1.00 0.00
ATOM 3074 HB1 ALA 211 -3,751 -46,551 7,405 1.00 0.00
ATOM 3075 HB2 ALA 211 -4,538 -45,061 6,771 1.00 0.00
ATOM 3076 HB3 ALA 211 -5,275 -46,568 6,452 1.00 0.00
ATOM 3077 N LYS 212 -4,358 -43,995 9,678 1.00 0.00
ATOM 3078 CA LYS 212 -3,449 -43,269 10,576 1.00 0.00
ATOM 3079 C LYS 212 -4,173 -42,150 11,311 1.00 0.00
ATOM 3080 O LYS 212 -3,502 -41,305 11,912 1.00 0.00
ATOM 3081 CB LYS 212 -2,184 -42,770 9,869 1.00 0.00
ATOM 3082 CG LYS 212 -1,215 -43,893 9,482 1.00 0.00
ATOM 3083 CD LYS 212 -0.635 -44,731 10,639 1.00 0.00
ATOM 3084 CE LYS 212 -0.170 -43,965 11,877 1.00 0.00
ATOM 3085 NZ LYS 212 0.246 -44,881 12,919 1.00 0.00
ATOM 3086 H LYS 212 -4,931 -43,440 9,059 1.00 0.00
ATOM 3087 HA LYS 212 -3,204 -43,940 11,399 1.00 0.00
ATOM 3088 HB2 LYS 212 -2,425 -42,137 9,015 1.00 0.00
ATOM 3089 HB3 LYS 212 -1,699 -42,092 10,571 1.00 0.00
ATOM 3090 HG2 LYS 212 -1,689 -44,503 8,713 1.00 0.00
ATOM 3091 HG3 LYS 212 -0.323 -43,480 9,010 1.00 0.00
ATOM 3092 HD2 LYS 212 -1,454 -45,388 10,930 1.00 0.00
ATOM 3093 HD3 LYS 212 0.185 -45,406 10,395 1.00 0.00
ATOM 3094 HE2 LYS 212 0.701 -43,358 11,631 1.00 0.00
ATOM 3095 HE3 LYS 212 -0.965 -43,285 12,179 1.00 0.00



ATOM 3096 HZ1 LYS 212 1,018 -45,453 12,605 1.00 0.00
ATOM 3097 HZ2 LYS 212 -0.512 -45,533 13,061 1.00 0.00
ATOM 3098 HZ3 LYS 212 0.456 -44,482 13,823 1.00 0.00
ATOM 3099 N ALA 213 -5,509 -42,148 11,515 1.00 0.00
ATOM 3100 CA ALA 213 -6,199 -41,084 12,141 1.00 0.00
ATOM 3101 C ALA 213 -5,815 -40,818 13,591 1.00 0.00
ATOM 3102 O ALA 213 -5,940 -39,690 14,071 1.00 0.00
ATOM 3103 CB ALA 213 -7,755 -41,318 12,067 1.00 0.00
ATOM 3104 H ALA 213 -6,119 -42,892 11,209 1.00 0.00
ATOM 3105 HA ALA 213 -5,935 -40,177 11,598 1.00 0.00
ATOM 3106 HB1 ALA 213 -8,237 -40,581 12,709 1.00 0.00
ATOM 3107 HB2 ALA 213 -7,992 -42,315 12,440 1.00 0.00
ATOM 3108 HB3 ALA 213 -8,113 -41,291 11,037 1.00 0.00
ATOM 3109 N ASP 214 -5,274 -41,881 14,222 1.00 0.00
ATOM 3110 CA ASP 214 -4,847 -41,900 15,608 1.00 0.00
ATOM 3111 C ASP 214 -3,450 -41,290 15,861 1.00 0.00
ATOM 3112 O ASP 214 -3,070 -40,939 16,959 1.00 0.00
ATOM 3113 CB ASP 214 -4,923 -43,346 16,090 1.00 0.00
ATOM 3114 CG ASP 214 -3,860 -44,200 15,327 1.00 0.00
ATOM 3115 OD1 ASP 214 -4,179 -44,730 14,242 1.00 0.00
ATOM 3116 OD2 ASP 214 -2,744 -44,273 15,810 1.00 0.00
ATOM 3117 H ASP 214 -5,292 -42,750 13,708 1.00 0.00
ATOM 3118 HA ASP 214 -5,518 -41,305 16,228 1.00 0.00
ATOM 3119 HB2 ASP 214 -4,633 -43,427 17,137 1.00 0.00
ATOM 3120 HB3 ASP 214 -5,892 -43,823 15,935 1.00 0.00
ATOM 3121 N LEU 215 -2,741 -40,889 14,746 1.00 0.00
ATOM 3122 CA LEU 215 -1,394 -40,400 14,802 1.00 0.00
ATOM 3123 C LEU 215 -1,376 -38,974 15,424 1.00 0.00
ATOM 3124 O LEU 215 -0.329 -38,472 15,886 1.00 0.00
ATOM 3125 CB LEU 215 -0.842 -40,384 13,411 1.00 0.00
ATOM 3126 CG LEU 215 0.691 -39,918 13,280 1.00 0.00
ATOM 3127 CD1 LEU 215 1,533 -40,863 13,979 1.00 0.00
ATOM 3128 CD2 LEU 215 1,035 -39,736 11,841 1.00 0.00
ATOM 3129 H LEU 215 -2,989 -41,305 13,860 1.00 0.00
ATOM 3130 HA LEU 215 -0.695 -41,042 15,338 1.00 0.00
ATOM 3131 HB2 LEU 215 -0.881 -41,318 12,850 1.00 0.00
ATOM 3132 HB3 LEU 215 -1,426 -39,694 12,801 1.00 0.00
ATOM 3133 HG LEU 215 0.844 -38,901 13,641 1.00 0.00
ATOM 3134 HD11 LEU 215 1,353 -41,851 13,555 1.00 0.00
ATOM 3135 HD12 LEU 215 1,464 -40,802 15,065 1.00 0.00
ATOM 3136 HD13 LEU 215 2,528 -40,550 13,663 1.00 0.00
ATOM 3137 HD21 LEU 215 0.263 -39,142 11,351 1.00 0.00
ATOM 3138 HD22 LEU 215 2,035 -39,331 11,687 1.00 0.00



ATOM 3139 HD23 LEU 215 1,082 -40,713 11,360 1.00 0.00
ATOM 3140 N TRP 216 -2,563 -38,305 15,497 1.00 0.00
ATOM 3141 CA TRP 216 -2,763 -37,149 16,346 1.00 0.00
ATOM 3142 C TRP 216 -2,303 -37,268 17,753 1.00 0.00
ATOM 3143 O TRP 216 -2,057 -36,249 18,439 1.00 0.00
ATOM 3144 CB TRP 216 -4,185 -36,694 16,167 1.00 0.00
ATOM 3145 CG TRP 216 -4,460 -35,501 15,306 1.00 0.00
ATOM 3146 CD1 TRP 216 -3,797 -35,149 14,175 1.00 0.00
ATOM 3147 CD2 TRP 216 -5,416 -34,390 15,531 1.00 0.00
ATOM 3148 CE2 TRP 216 -5,282 -33,442 14,515 1.00 0.00
ATOM 3149 CE3 TRP 216 -6,487 -34,138 16,445 1.00 0.00
ATOM 3150 NE1 TRP 216 -4,335 -34,021 13,688 1.00 0.00
ATOM 3151 CZ2 TRP 216 -6,165 -32,315 14,321 1.00 0.00
ATOM 3152 CZ3 TRP 216 -7,186 -32,954 16,500 1.00 0.00
ATOM 3153 CH2 TRP 216 -7,074 -32,093 15,393 1.00 0.00
ATOM 3154 H TRP 216 -3,385 -38,811 15,198 1.00 0.00
ATOM 3155 HA TRP 216 -2,241 -36,265 15,981 1.00 0.00
ATOM 3156 HB2 TRP 216 -4,809 -37,540 15,880 1.00 0.00
ATOM 3157 HB3 TRP 216 -4,587 -36,398 17,136 1.00 0.00
ATOM 3158 HD1 TRP 216 -3,057 -35,787 13,715 1.00 0.00
ATOM 3159 HE1 TRP 216 -4,053 -33,617 12,806 1.00 0.00
ATOM 3160 HE3 TRP 216 -6,596 -34,866 17,235 1.00 0.00
ATOM 3161 HZ2 TRP 216 -6,161 -31,751 13,400 1.00 0.00
ATOM 3162 HZ3 TRP 216 -7,916 -32,710 17,257 1.00 0.00
ATOM 3163 HH2 TRP 216 -7,730 -31,250 15,234 1.00 0.00
ATOM 3164 N SER 217 -2,204 -38,510 18,321 1.00 0.00
ATOM 3165 CA SER 217 -1,688 -38,775 19,694 1.00 0.00
ATOM 3166 C SER 217 -0.357 -38,118 19,856 1.00 0.00
ATOM 3167 O SER 217 -0.220 -37,412 20,892 1.00 0.00
ATOM 3168 CB SER 217 -1,574 -40,292 19,861 1.00 0.00
ATOM 3169 OG SER 217 -0.875 -40,922 18,830 1.00 0.00
ATOM 3170 H SER 217 -2,371 -39,301 17,715 1.00 0.00
ATOM 3171 HA SER 217 -2,406 -38,314 20,372 1.00 0.00
ATOM 3172 HB2 SER 217 -1,021 -40,389 20,795 1.00 0.00
ATOM 3173 HB3 SER 217 -2,593 -40,667 19,961 1.00 0.00
ATOM 3174 HG SER 217 -1,488 -41,592 18,517 1.00 0.00
ATOM 3175 N CYS 218 0.563 -38,138 18,879 1.00 0.00
ATOM 3176 CA CYS 218 1,860 -37,630 19,080 1.00 0.00
ATOM 3177 C CYS 218 1,937 -36,147 19,158 1.00 0.00
ATOM 3178 O CYS 218 2,720 -35,634 19,916 1.00 0.00
ATOM 3179 CB CYS 218 2,961 -38,256 18,208 1.00 0.00
ATOM 3180 SG CYS 218 2,791 -37,732 16,524 1.00 0.00
ATOM 3181 H CYS 218 0.244 -38,739 18,134 1.00 0.00



ATOM 3182 HA CYS 218 2,074 -37,924 20,107 1.00 0.00
ATOM 3183 HB2 CYS 218 3,955 -38,031 18,594 1.00 0.00
ATOM 3184 HB3 CYS 218 2,849 -39,339 18,257 1.00 0.00
ATOM 3185 HG CYS 218 1,594 -38,325 16,545 1.00 0.00
ATOM 3186 N GLY 219 1,056 -35,451 18,492 1.00 0.00
ATOM 3187 CA GLY 219 0.970 -34,001 18,657 1.00 0.00
ATOM 3188 C GLY 219 0.387 -33,521 19,981 1.00 0.00
ATOM 3189 O GLY 219 0.751 -32,488 20,550 1.00 0.00
ATOM 3190 H GLY 219 0.310 -35,893 17,974 1.00 0.00
ATOM 3191 HA2 GLY 219 1,972 -33,584 18,557 1.00 0.00
ATOM 3192 HA3 GLY 219 0.314 -33,536 17,921 1.00 0.00
ATOM 3193 N VAL 220 -0.596 -34,276 20,483 1.00 0.00
ATOM 3194 CA VAL 220 -1,271 -33,979 21,736 1.00 0.00
ATOM 3195 C VAL 220 -0.261 -34,244 22,850 1.00 0.00
ATOM 3196 O VAL 220 -0.164 -33,449 23,764 1.00 0.00
ATOM 3197 CB VAL 220 -2,513 -34,917 21,996 1.00 0.00
ATOM 3198 CG1 VAL 220 -2,981 -34,538 23,450 1.00 0.00
ATOM 3199 CG2 VAL 220 -3,648 -34,596 21,046 1.00 0.00
ATOM 3200 H VAL 220 -0.743 -35,173 20,046 1.00 0.00
ATOM 3201 HA VAL 220 -1,612 -32,946 21,817 1.00 0.00
ATOM 3202 HB VAL 220 -2,324 -35,985 21,889 1.00 0.00
ATOM 3203 HG11 VAL 220 -2,403 -35,015 24,240 1.00 0.00
ATOM 3204 HG12 VAL 220 -3,012 -33,450 23,528 1.00 0.00
ATOM 3205 HG13 VAL 220 -4,004 -34,893 23,572 1.00 0.00
ATOM 3206 HG21 VAL 220 -4,140 -33,641 21,226 1.00 0.00
ATOM 3207 HG22 VAL 220 -4,379 -35,403 21,104 1.00 0.00
ATOM 3208 HG23 VAL 220 -3,354 -34,604 19,996 1.00 0.00
ATOM 3209 N ILE 221 0.593 -35,242 22,714 1.00 0.00
ATOM 3210 CA ILE 221 1,688 -35,557 23,610 1.00 0.00
ATOM 3211 C ILE 221 2,843 -34,552 23,373 1.00 0.00
ATOM 3212 O ILE 221 3,440 -34,203 24,391 1.00 0.00
ATOM 3213 CB ILE 221 2,130 -36,978 23,489 1.00 0.00
ATOM 3214 CG1 ILE 221 1,022 -37,842 24,137 1.00 0.00
ATOM 3215 CG2 ILE 221 3,484 -37,343 24,119 1.00 0.00
ATOM 3216 CD1 ILE 221 1,060 -39,315 23,670 1.00 0.00
ATOM 3217 H ILE 221 0.356 -35,984 22,072 1.00 0.00
ATOM 3218 HA ILE 221 1,388 -35,395 24,646 1.00 0.00
ATOM 3219 HB ILE 221 2,161 -37,166 22,416 1.00 0.00
ATOM 3220 HG12 ILE 221 1,040 -37,879 25,226 1.00 0.00
ATOM 3221 HG13 ILE 221 0.070 -37,453 23,775 1.00 0.00
ATOM 3222 HG21 ILE 221 3,594 -38,426 24,185 1.00 0.00
ATOM 3223 HG22 ILE 221 3,602 -36,878 25,099 1.00 0.00
ATOM 3224 HG23 ILE 221 4,216 -36,917 23,433 1.00 0.00



ATOM 3225 HD11 ILE 221 2,003 -39,745 24,006 1.00 0.00
ATOM 3226 HD12 ILE 221 1,077 -39,291 22,580 1.00 0.00
ATOM 3227 HD13 ILE 221 0.207 -39,863 24,071 1.00 0.00
ATOM 3228 N LEU 222 3,201 -34,087 22,188 1.00 0.00
ATOM 3229 CA LEU 222 4,241 -33,094 22,117 1.00 0.00
ATOM 3230 C LEU 222 3,814 -31,741 22,627 1.00 0.00
ATOM 3231 O LEU 222 4,549 -31,120 23,339 1.00 0.00
ATOM 3232 CB LEU 222 4,795 -33,063 20,719 1.00 0.00
ATOM 3233 CG LEU 222 5,961 -32,119 20,449 1.00 0.00
ATOM 3234 CD1 LEU 222 7,206 -32,637 21,235 1.00 0.00
ATOM 3235 CD2 LEU 222 6,469 -32,138 18,998 1.00 0.00
ATOM 3236 H LEU 222 2,616 -34,337 21,403 1.00 0.00
ATOM 3237 HA LEU 222 5,097 -33,389 22,724 1.00 0.00
ATOM 3238 HB2 LEU 222 5,125 -34,067 20,453 1.00 0.00
ATOM 3239 HB3 LEU 222 3,996 -32,819 20,020 1.00 0.00
ATOM 3240 HG LEU 222 5,739 -31,090 20,736 1.00 0.00
ATOM 3241 HD11 LEU 222 7,265 -33,708 21,043 1.00 0.00
ATOM 3242 HD12 LEU 222 7,159 -32,596 22,324 1.00 0.00
ATOM 3243 HD13 LEU 222 8,116 -32,123 20,925 1.00 0.00
ATOM 3244 HD21 LEU 222 6,890 -33,073 18,628 1.00 0.00
ATOM 3245 HD22 LEU 222 5,595 -31,830 18,424 1.00 0.00
ATOM 3246 HD23 LEU 222 7,281 -31,414 18,936 1.00 0.00
ATOM 3247 N PHE 223 2,591 -31,253 22,280 1.00 0.00
ATOM 3248 CA PHE 223 1,939 -30,178 23,067 1.00 0.00
ATOM 3249 C PHE 223 2,085 -30,431 24,612 1.00 0.00
ATOM 3250 O PHE 223 2,902 -29,767 25,250 1.00 0.00
ATOM 3251 CB PHE 223 0.507 -29,833 22,592 1.00 0.00
ATOM 3252 CG PHE 223 -0.119 -28,491 23,058 1.00 0.00
ATOM 3253 CD1 PHE 223 -0.442 -27,471 22,137 1.00 0.00
ATOM 3254 CD2 PHE 223 -0.563 -28,365 24,387 1.00 0.00
ATOM 3255 CE1 PHE 223 -1,114 -26,301 22,531 1.00 0.00
ATOM 3256 CE2 PHE 223 -1,234 -27,131 24,832 1.00 0.00
ATOM 3257 CZ PHE 223 -1,371 -26,081 23,869 1.00 0.00
ATOM 3258 H PHE 223 2,078 -31,776 21,585 1.00 0.00
ATOM 3259 HA PHE 223 2,530 -29,345 22,687 1.00 0.00
ATOM 3260 HB2 PHE 223 0.547 -29,775 21,504 1.00 0.00
ATOM 3261 HB3 PHE 223 -0.186 -30,640 22,828 1.00 0.00
ATOM 3262 HD1 PHE 223 -0.105 -27,713 21,140 1.00 0.00
ATOM 3263 HD2 PHE 223 -0.355 -29,195 25,046 1.00 0.00
ATOM 3264 HE1 PHE 223 -1,309 -25,593 21,738 1.00 0.00
ATOM 3265 HE2 PHE 223 -1,527 -27,005 25,864 1.00 0.00
ATOM 3266 HZ PHE 223 -1,782 -25,137 24,191 1.00 0.00
ATOM 3267 N VAL 224 1,561 -31,540 25,207 1.00 0.00



ATOM 3268 CA VAL 224 1,781 -31,822 26,653 1.00 0.00
ATOM 3269 C VAL 224 3,270 -31,714 27,143 1.00 0.00
ATOM 3270 O VAL 224 3,427 -31,015 28,175 1.00 0.00
ATOM 3271 CB VAL 224 1,253 -33,183 27,137 1.00 0.00
ATOM 3272 CG1 VAL 224 1,666 -33,615 28,575 1.00 0.00
ATOM 3273 CG2 VAL 224 -0.245 -33,038 27,333 1.00 0.00
ATOM 3274 H VAL 224 0.967 -32,213 24,743 1.00 0.00
ATOM 3275 HA VAL 224 1,228 -31,000 27,109 1.00 0.00
ATOM 3276 HB VAL 224 1,493 -33,927 26,378 1.00 0.00
ATOM 3277 HG11 VAL 224 1,247 -34,604 28,759 1.00 0.00
ATOM 3278 HG12 VAL 224 2,745 -33,745 28,660 1.00 0.00
ATOM 3279 HG13 VAL 224 1,524 -32,885 29,372 1.00 0.00
ATOM 3280 HG21 VAL 224 -0.606 -33,999 27,699 1.00 0.00
ATOM 3281 HG22 VAL 224 -0.635 -32,774 26,349 1.00 0.00
ATOM 3282 HG23 VAL 224 -0.541 -32,301 28,079 1.00 0.00
ATOM 3283 N LEU 225 4,303 -32,186 26,437 1.00 0.00
ATOM 3284 CA LEU 225 5,747 -32,168 26,856 1.00 0.00
ATOM 3285 C LEU 225 6,285 -30,701 27,049 1.00 0.00
ATOM 3286 O LEU 225 7,131 -30,462 27,907 1.00 0.00
ATOM 3287 CB LEU 225 6,619 -32,887 25,881 1.00 0.00
ATOM 3288 CG LEU 225 6,413 -34,488 25,858 1.00 0.00
ATOM 3289 CD1 LEU 225 7,407 -35,136 24,892 1.00 0.00
ATOM 3290 CD2 LEU 225 6,801 -35,011 27,300 1.00 0.00
ATOM 3291 H LEU 225 4,066 -32,671 25,583 1.00 0.00
ATOM 3292 HA LEU 225 5,735 -32,683 27,817 1.00 0.00
ATOM 3293 HB2 LEU 225 6,514 -32,463 24,883 1.00 0.00
ATOM 3294 HB3 LEU 225 7,645 -32,685 26,188 1.00 0.00
ATOM 3295 HG LEU 225 5,399 -34,791 25,596 1.00 0.00
ATOM 3296 HD11 LEU 225 8,446 -34,826 25,002 1.00 0.00
ATOM 3297 HD12 LEU 225 7,028 -34,894 23,899 1.00 0.00
ATOM 3298 HD13 LEU 225 7,427 -36,226 24,907 1.00 0.00
ATOM 3299 HD21 LEU 225 7,739 -34,573 27,641 1.00 0.00
ATOM 3300 HD22 LEU 225 5,945 -34,748 27,923 1.00 0.00
ATOM 3301 HD23 LEU 225 6,886 -36,097 27,328 1.00 0.00
ATOM 3302 N MET 226 5,762 -29,764 26,273 1.00 0.00
ATOM 3303 CA MET 226 6,230 -28,366 26,313 1.00 0.00
ATOM 3304 C MET 226 5,061 -27,409 26,521 1.00 0.00
ATOM 3305 O MET 226 5,182 -26,218 26,423 1.00 0.00
ATOM 3306 CB MET 226 7,112 -28,057 25,094 1.00 0.00
ATOM 3307 CG MET 226 8,553 -28,669 25,167 1.00 0.00
ATOM 3308 SD MET 226 9,648 -28,169 23,851 1.00 0.00
ATOM 3309 CE MET 226 10,253 -26,537 24,302 1.00 0.00
ATOM 3310 H MET 226 5,087 -30,015 25,566 1.00 0.00



ATOM 3311 HA MET 226 6,782 -28,280 27,248 1.00 0.00
ATOM 3312 HB2 MET 226 6,662 -28,319 24,137 1.00 0.00
ATOM 3313 HB3 MET 226 7,246 -26,976 25,069 1.00 0.00
ATOM 3314 HG2 MET 226 8,942 -28,394 26,147 1.00 0.00
ATOM 3315 HG3 MET 226 8,376 -29,741 25,081 1.00 0.00
ATOM 3316 HE1 MET 226 10,716 -26,684 25,277 1.00 0.00
ATOM 3317 HE2 MET 226 10,867 -26,170 23,479 1.00 0.00
ATOM 3318 HE3 MET 226 9,357 -25,931 24,428 1.00 0.00
ATOM 3319 N ALA 227 3,921 -27,914 27,060 1.00 0.00
ATOM 3320 CA ALA 227 2,705 -27,237 27,446 1.00 0.00
ATOM 3321 C ALA 227 2,338 -27,405 28,936 1.00 0.00
ATOM 3322 O ALA 227 1,928 -26,429 29,575 1.00 0.00
ATOM 3323 CB ALA 227 1,535 -27,586 26,590 1.00 0.00
ATOM 3324 H ALA 227 3,749 -28,906 26,967 1.00 0.00
ATOM 3325 HA ALA 227 2,906 -26,165 27,429 1.00 0.00
ATOM 3326 HB1 ALA 227 1,081 -28,573 26,685 1.00 0.00
ATOM 3327 HB2 ALA 227 1,910 -27,542 25,567 1.00 0.00
ATOM 3328 HB3 ALA 227 0.754 -26,826 26,561 1.00 0.00
ATOM 3329 N GLY 228 2,399 -28,619 29,488 1.00 0.00
ATOM 3330 CA GLY 228 1,790 -28,917 30,825 1.00 0.00
ATOM 3331 C GLY 228 0.261 -29,118 30,868 1.00 0.00
ATOM 3332 O GLY 228 -0.195 -29,643 31,862 1.00 0.00
ATOM 3333 H GLY 228 2,797 -29,369 28,941 1.00 0.00
ATOM 3334 HA2 GLY 228 2,192 -29,892 31,102 1.00 0.00
ATOM 3335 HA3 GLY 228 2,054 -28,120 31,520 1.00 0.00
ATOM 3336 N TYR 229 -0.482 -28,839 29,790 1.00 0.00
ATOM 3337 CA TYR 229 -1,968 -29,043 29,616 1.00 0.00
ATOM 3338 C TYR 229 -2,372 -29,590 28,162 1.00 0.00
ATOM 3339 O TYR 229 -1,638 -29,307 27,244 1.00 0.00
ATOM 3340 CB TYR 229 -2,804 -27,796 30,052 1.00 0.00
ATOM 3341 CG TYR 229 -2,527 -26,493 29,268 1.00 0.00
ATOM 3342 CD1 TYR 229 -3,193 -26,160 28,049 1.00 0.00
ATOM 3343 CD2 TYR 229 -1,460 -25,641 29,701 1.00 0.00
ATOM 3344 CE1 TYR 229 -2,817 -25,067 27,291 1.00 0.00
ATOM 3345 CE2 TYR 229 -1,056 -24,603 28,909 1.00 0.00
ATOM 3346 CZ TYR 229 -1,714 -24,294 27,688 1.00 0.00
ATOM 3347 OH TYR 229 -1,395 -23,173 27,059 1.00 0.00
ATOM 3348 H TYR 229 -0.005 -28,487 28,972 1.00 0.00
ATOM 3349 HA TYR 229 -2,198 -29,853 30,309 1.00 0.00
ATOM 3350 HB2 TYR 229 -3,859 -28,056 29,968 1.00 0.00
ATOM 3351 HB3 TYR 229 -2,710 -27,650 31,129 1.00 0.00
ATOM 3352 HD1 TYR 229 -4,013 -26,788 27,733 1.00 0.00
ATOM 3353 HD2 TYR 229 -0.833 -25,898 30,542 1.00 0.00



ATOM 3354 HE1 TYR 229 -3,427 -24,804 26,439 1.00 0.00
ATOM 3355 HE2 TYR 229 -0.212 -23,996 29,200 1.00 0.00
ATOM 3356 HH TYR 229 -0.663 -22,662 27,414 1.00 0.00
ATOM 3357 N LEU 230 -3,522 -30,237 28,067 1.00 0.00
ATOM 3358 CA LEU 230 -4,055 -30,801 26,812 1.00 0.00
ATOM 3359 C LEU 230 -4,562 -29,688 25,891 1.00 0.00
ATOM 3360 O LEU 230 -5,180 -28,681 26,355 1.00 0.00
ATOM 3361 CB LEU 230 -5,130 -31,918 27,121 1.00 0.00
ATOM 3362 CG LEU 230 -4,435 -33,104 27,791 1.00 0.00
ATOM 3363 CD1 LEU 230 -5,370 -33,762 28,868 1.00 0.00
ATOM 3364 CD2 LEU 230 -4,134 -34,100 26,647 1.00 0.00
ATOM 3365 H LEU 230 -4,181 -30,028 28,803 1.00 0.00
ATOM 3366 HA LEU 230 -3,237 -31,288 26,284 1.00 0.00
ATOM 3367 HB2 LEU 230 -5,778 -31,477 27,878 1.00 0.00
ATOM 3368 HB3 LEU 230 -5,712 -32,181 26,238 1.00 0.00
ATOM 3369 HG LEU 230 -3,528 -32,834 28,332 1.00 0.00
ATOM 3370 HD11 LEU 230 -6,380 -33,833 28,465 1.00 0.00
ATOM 3371 HD12 LEU 230 -5,467 -33,098 29,728 1.00 0.00
ATOM 3372 HD13 LEU 230 -5,063 -34,759 29,184 1.00 0.00
ATOM 3373 HD21 LEU 230 -4,995 -34,533 26,138 1.00 0.00
ATOM 3374 HD22 LEU 230 -3,488 -33,687 25,873 1.00 0.00
ATOM 3375 HD23 LEU 230 -3,543 -34,905 27,083 1.00 0.00
ATOM 3376 N PRO 231 -4,444 -29,901 24,584 1.00 0.00
ATOM 3377 CA PRO 231 -4,892 -28,992 23,531 1.00 0.00
ATOM 3378 C PRO 231 -6,435 -28,835 23,269 1.00 0.00
ATOM 3379 O PRO 231 -6,940 -27,929 22,641 1.00 0.00
ATOM 3380 CB PRO 231 -4,125 -29,377 22,228 1.00 0.00
ATOM 3381 CG PRO 231 -3,706 -30,828 22,434 1.00 0.00
ATOM 3382 CD PRO 231 -3,628 -30,932 23,940 1.00 0.00
ATOM 3383 HA PRO 231 -4,647 -27,977 23,843 1.00 0.00
ATOM 3384 HB2 PRO 231 -4,621 -29,114 21,293 1.00 0.00
ATOM 3385 HB3 PRO 231 -3,206 -28,793 22,176 1.00 0.00
ATOM 3386 HG2 PRO 231 -4,448 -31,491 21,986 1.00 0.00
ATOM 3387 HG3 PRO 231 -2,755 -31,046 21,948 1.00 0.00
ATOM 3388 HD2 PRO 231 -3,972 -31,918 24,253 1.00 0.00
ATOM 3389 HD3 PRO 231 -2,612 -30,837 24,322 1.00 0.00
ATOM 3390 N PHE 232 -7,187 -29,936 23,413 1.00 0.00
ATOM 3391 CA PHE 232 -8,652 -29,908 23,349 1.00 0.00
ATOM 3392 C PHE 232 -9,350 -30,417 24,638 1.00 0.00
ATOM 3393 O PHE 232 -9,155 -31,611 24,918 1.00 0.00
ATOM 3394 CB PHE 232 -9,154 -30,650 22,108 1.00 0.00
ATOM 3395 CG PHE 232 -8,230 -30,616 20,914 1.00 0.00
ATOM 3396 CD1 PHE 232 -8,415 -29,625 19,936 1.00 0.00



ATOM 3397 CD2 PHE 232 -7,258 -31,570 20,653 1.00 0.00
ATOM 3398 CE1 PHE 232 -7,631 -29,636 18,745 1.00 0.00
ATOM 3399 CE2 PHE 232 -6,492 -31,577 19,487 1.00 0.00
ATOM 3400 CZ PHE 232 -6,648 -30,578 18,532 1.00 0.00
ATOM 3401 H PHE 232 -6,706 -30,802 23,604 1.00 0.00
ATOM 3402 HA PHE 232 -9,023 -28,901 23,154 1.00 0.00
ATOM 3403 HB2 PHE 232 -9,259 -31,704 22,368 1.00 0.00
ATOM 3404 HB3 PHE 232 -10,161 -30,361 21,806 1.00 0.00
ATOM 3405 HD1 PHE 232 -9,279 -28,984 20,020 1.00 0.00
ATOM 3406 HD2 PHE 232 -7,080 -32,269 21,456 1.00 0.00
ATOM 3407 HE1 PHE 232 -7,875 -28,917 17,977 1.00 0.00
ATOM 3408 HE2 PHE 232 -5,849 -32,416 19,272 1.00 0.00
ATOM 3409 HZ PHE 232 -6,046 -30,604 17,635 1.00 0.00
ATOM 3410 N GLU 233 -9,972 -29,546 25,435 1.00 0.00
ATOM 3411 CA GLU 233 -10,579 -29,799 26,737 1.00 0.00
ATOM 3412 C GLU 233 -12,014 -29,124 26,723 1.00 0.00
ATOM 3413 O GLU 233 -12,059 -27,900 26,540 1.00 0.00
ATOM 3414 CB GLU 233 -9,611 -29,446 27,905 1.00 0.00
ATOM 3415 CG GLU 233 -10,326 -29,806 29,188 1.00 0.00
ATOM 3416 CD GLU 233 -9,466 -29,924 30,459 1.00 0.00
ATOM 3417 OE1 GLU 233 -9,798 -29,245 31,456 1.00 0.00
ATOM 3418 OE2 GLU 233 -8,579 -30,779 30,468 1.00 0.00
ATOM 3419 H GLU 233 -10,005 -28,584 25,128 1.00 0.00
ATOM 3420 HA GLU 233 -10,820 -30,859 26,833 1.00 0.00
ATOM 3421 HB2 GLU 233 -8,709 -30,056 27,849 1.00 0.00
ATOM 3422 HB3 GLU 233 -9,312 -28,399 27,843 1.00 0.00
ATOM 3423 HG2 GLU 233 -11,157 -29,117 29,330 1.00 0.00
ATOM 3424 HG3 GLU 233 -10,689 -30,811 28,973 1.00 0.00
ATOM 3425 N ASP 234 -13,085 -29,777 26,982 1.00 0.00
ATOM 3426 CA ASP 234 -14,360 -29,253 27,342 1.00 0.00
ATOM 3427 C ASP 234 -15,123 -30,359 28,087 1.00 0.00
ATOM 3428 O ASP 234 -14,694 -31,536 28,212 1.00 0.00
ATOM 3429 CB ASP 234 -15,061 -28,792 26,038 1.00 0.00
ATOM 3430 CG ASP 234 -16,156 -27,699 26,323 1.00 0.00
ATOM 3431 OD1 ASP 234 -16,042 -26,677 25,613 1.00 0.00
ATOM 3432 OD2 ASP 234 -17,241 -27,974 26,873 1.00 0.00
ATOM 3433 H ASP 234 -13,065 -30,752 27,247 1.00 0.00
ATOM 3434 HA ASP 234 -14,263 -28,413 28,030 1.00 0.00
ATOM 3435 HB2 ASP 234 -14,389 -28,373 25,287 1.00 0.00
ATOM 3436 HB3 ASP 234 -15,560 -29,669 25,627 1.00 0.00
ATOM 3437 N SER 235 -16,245 -29,961 28,678 1.00 0.00
ATOM 3438 CA SER 235 -17,077 -30,664 29,642 1.00 0.00
ATOM 3439 C SER 235 -18,423 -30,996 28,868 1.00 0.00



ATOM 3440 O SER 235 -19,093 -31,984 29,179 1.00 0.00
ATOM 3441 CB SER 235 -17,236 -29,746 30,891 1.00 0.00
ATOM 3442 OG SER 235 -16,023 -29,223 31,382 1.00 0.00
ATOM 3443 H SER 235 -16,452 -28,979 28,569 1.00 0.00
ATOM 3444 HA SER 235 -16,575 -31,591 29,921 1.00 0.00
ATOM 3445 HB2 SER 235 -17,919 -28,929 30,655 1.00 0.00
ATOM 3446 HB3 SER 235 -17,679 -30,341 31,689 1.00 0.00
ATOM 3447 HG SER 235 -15,812 -28,535 30,747 1.00 0.00
ATOM 3448 N ASN 236 -18,778 -30,150 27,815 1.00 0.00
ATOM 3449 CA ASN 236 -19,763 -30,590 26,817 1.00 0.00
ATOM 3450 C ASN 236 -19,132 -31,216 25,525 1.00 0.00
ATOM 3451 O ASN 236 -18,226 -30,699 24,903 1.00 0.00
ATOM 3452 CB ASN 236 -20,726 -29,362 26,519 1.00 0.00
ATOM 3453 CG ASN 236 -21,648 -29,587 25,396 1.00 0.00
ATOM 3454 ND2 ASN 236 -22,822 -30,094 25,715 1.00 0.00
ATOM 3455 OD1 ASN 236 -21,318 -29,417 24,239 1.00 0.00
ATOM 3456 H ASN 236 -18,244 -29,389 27,421 1.00 0.00
ATOM 3457 HA ASN 236 -20,441 -31,320 27,257 1.00 0.00
ATOM 3458 HB2 ASN 236 -21,419 -28,988 27,273 1.00 0.00
ATOM 3459 HB3 ASN 236 -20,103 -28,480 26,368 1.00 0.00
ATOM 3460 HD21 ASN 236 -23,165 -30,171 26,662 1.00 0.00
ATOM 3461 HD22 ASN 236 -23,517 -30,238 24,996 1.00 0.00
ATOM 3462 N LEU 237 -19,484 -32,481 25,317 1.00 0.00
ATOM 3463 CA LEU 237 -18,838 -33,268 24,341 1.00 0.00
ATOM 3464 C LEU 237 -19,037 -32,656 22,957 1.00 0.00
ATOM 3465 O LEU 237 -18,111 -32,672 22,155 1.00 0.00
ATOM 3466 CB LEU 237 -19,449 -34,739 24,417 1.00 0.00
ATOM 3467 CG LEU 237 -18,927 -35,737 23,355 1.00 0.00
ATOM 3468 CD1 LEU 237 -17,411 -35,855 23,400 1.00 0.00
ATOM 3469 CD2 LEU 237 -19,509 -37,108 23,628 1.00 0.00
ATOM 3470 H LEU 237 -20,143 -32,915 25,948 1.00 0.00
ATOM 3471 HA LEU 237 -17,760 -33,340 24,489 1.00 0.00
ATOM 3472 HB2 LEU 237 -19,244 -35,088 25,429 1.00 0.00
ATOM 3473 HB3 LEU 237 -20,518 -34,685 24,208 1.00 0.00
ATOM 3474 HG LEU 237 -19,225 -35,446 22,347 1.00 0.00
ATOM 3475 HD11 LEU 237 -16,970 -34,984 22,915 1.00 0.00
ATOM 3476 HD12 LEU 237 -17,006 -36,495 22,615 1.00 0.00
ATOM 3477 HD13 LEU 237 -16,987 -36,131 24,366 1.00 0.00
ATOM 3478 HD21 LEU 237 -19,140 -37,437 24,600 1.00 0.00
ATOM 3479 HD22 LEU 237 -20,581 -37,079 23,822 1.00 0.00
ATOM 3480 HD23 LEU 237 -19,366 -37,876 22,868 1.00 0.00
ATOM 3481 N THR 238 -20,238 -32,036 22,724 1.00 0.00
ATOM 3482 CA THR 238 -20,605 -31,391 21,475 1.00 0.00



ATOM 3483 C THR 238 -19,650 -30,231 21,121 1.00 0.00
ATOM 3484 O THR 238 -19,163 -30,082 19,991 1.00 0.00
ATOM 3485 CB THR 238 -22,075 -31,001 21,413 1.00 0.00
ATOM 3486 CG2 THR 238 -22,427 -30,570 19,988 1.00 0.00
ATOM 3487 OG1 THR 238 -22,986 -32,040 21,701 1.00 0.00
ATOM 3488 H THR 238 -20,932 -32,092 23,456 1.00 0.00
ATOM 3489 HA THR 238 -20,417 -32,085 20,657 1.00 0.00
ATOM 3490 HB THR 238 -22,246 -30,179 22,107 1.00 0.00
ATOM 3491 HG1 THR 238 -22,874 -32,154 22,647 1.00 0.00
ATOM 3492 HG21 THR 238 -22,366 -31,463 19,365 1.00 0.00
ATOM 3493 HG22 THR 238 -21,741 -29,821 19,591 1.00 0.00
ATOM 3494 HG23 THR 238 -23,438 -30,178 20,099 1.00 0.00
ATOM 3495 N SER 239 -19,400 -29,413 22,135 1.00 0.00
ATOM 3496 CA SER 239 -18,445 -28,308 22,180 1.00 0.00
ATOM 3497 C SER 239 -16,999 -28,816 22,087 1.00 0.00
ATOM 3498 O SER 239 -16,172 -28,420 21,262 1.00 0.00
ATOM 3499 CB SER 239 -18,723 -27,446 23,410 1.00 0.00
ATOM 3500 OG SER 239 -17,761 -26,412 23,387 1.00 0.00
ATOM 3501 H SER 239 -20,016 -29,593 22,916 1.00 0.00
ATOM 3502 HA SER 239 -18,684 -27,753 21,273 1.00 0.00
ATOM 3503 HB2 SER 239 -19,743 -27,073 23,508 1.00 0.00
ATOM 3504 HB3 SER 239 -18,580 -28,090 24,277 1.00 0.00
ATOM 3505 HG SER 239 -17,197 -26,556 24,150 1.00 0.00
ATOM 3506 N LEU 240 -16,632 -29,903 22,785 1.00 0.00
ATOM 3507 CA LEU 240 -15,296 -30,557 22,506 1.00 0.00
ATOM 3508 C LEU 240 -15,130 -30,926 21,039 1.00 0.00
ATOM 3509 O LEU 240 -14,079 -30,726 20,378 1.00 0.00
ATOM 3510 CB LEU 240 -15,104 -31,734 23,382 1.00 0.00
ATOM 3511 CG LEU 240 -13,770 -32,465 23,357 1.00 0.00
ATOM 3512 CD1 LEU 240 -12,500 -31,583 23,399 1.00 0.00
ATOM 3513 CD2 LEU 240 -13,762 -33,474 24,554 1.00 0.00
ATOM 3514 H LEU 240 -17,242 -30,294 23,489 1.00 0.00
ATOM 3515 HA LEU 240 -14,436 -29,955 22,803 1.00 0.00
ATOM 3516 HB2 LEU 240 -15,312 -31,393 24,396 1.00 0.00
ATOM 3517 HB3 LEU 240 -15,881 -32,441 23,093 1.00 0.00
ATOM 3518 HG LEU 240 -13,646 -33,115 22,491 1.00 0.00
ATOM 3519 HD11 LEU 240 -11,593 -32,161 23,225 1.00 0.00
ATOM 3520 HD12 LEU 240 -12,455 -31,097 24,373 1.00 0.00
ATOM 3521 HD13 LEU 240 -12,536 -30,724 22,728 1.00 0.00
ATOM 3522 HD21 LEU 240 -12,829 -34,007 24,379 1.00 0.00
ATOM 3523 HD22 LEU 240 -13,716 -32,994 25,532 1.00 0.00
ATOM 3524 HD23 LEU 240 -14,640 -34,113 24,457 1.00 0.00
ATOM 3525 N TYR 241 -16,221 -31,481 20,384 1.00 0.00



ATOM 3526 CA TYR 241 -16,297 -31,855 18,999 1.00 0.00
ATOM 3527 C TYR 241 -16,330 -30,715 17,944 1.00 0.00
ATOM 3528 O TYR 241 -15,982 -30,923 16,799 1.00 0.00
ATOM 3529 CB TYR 241 -17,445 -32,882 18,808 1.00 0.00
ATOM 3530 CG TYR 241 -17,055 -34,414 18,930 1.00 0.00
ATOM 3531 CD1 TYR 241 -17,729 -35,211 19,867 1.00 0.00
ATOM 3532 CD2 TYR 241 -16,025 -34,949 18,038 1.00 0.00
ATOM 3533 CE1 TYR 241 -17,531 -36,606 19,857 1.00 0.00
ATOM 3534 CE2 TYR 241 -15,823 -36,333 18,079 1.00 0.00
ATOM 3535 CZ TYR 241 -16,545 -37,172 18,950 1.00 0.00
ATOM 3536 OH TYR 241 -16,398 -38,586 18,937 1.00 0.00
ATOM 3537 H TYR 241 -17,032 -31,772 20,910 1.00 0.00
ATOM 3538 HA TYR 241 -15,423 -32,440 18,713 1.00 0.00
ATOM 3539 HB2 TYR 241 -18,235 -32,554 19,484 1.00 0.00
ATOM 3540 HB3 TYR 241 -17,825 -32,699 17,803 1.00 0.00
ATOM 3541 HD1 TYR 241 -18,464 -34,718 20,485 1.00 0.00
ATOM 3542 HD2 TYR 241 -15,475 -34,397 17,292 1.00 0.00
ATOM 3543 HE1 TYR 241 -18,144 -37,360 20,330 1.00 0.00
ATOM 3544 HE2 TYR 241 -15,182 -36,758 17,321 1.00 0.00
ATOM 3545 HH TYR 241 -15,933 -38,950 18,180 1.00 0.00
ATOM 3546 N LYS 242 -16,589 -29,485 18,389 1.00 0.00
ATOM 3547 CA LYS 242 -16,291 -28,174 17,680 1.00 0.00
ATOM 3548 C LYS 242 -14,788 -27,815 17,824 1.00 0.00
ATOM 3549 O LYS 242 -14,212 -27,308 16,887 1.00 0.00
ATOM 3550 CB LYS 242 -17,236 -27,068 18,154 1.00 0.00
ATOM 3551 CG LYS 242 -17,175 -25,752 17,295 1.00 0.00
ATOM 3552 CD LYS 242 -18,130 -26,006 16,086 1.00 0.00
ATOM 3553 CE LYS 242 -18,199 -24,780 15,115 1.00 0.00
ATOM 3554 NZ LYS 242 -19,283 -24,903 14,108 1.00 0.00
ATOM 3555 H LYS 242 -16,935 -29,363 19,330 1.00 0.00
ATOM 3556 HA LYS 242 -16,437 -28,369 16,618 1.00 0.00
ATOM 3557 HB2 LYS 242 -18,274 -27,401 18,154 1.00 0.00
ATOM 3558 HB3 LYS 242 -16,952 -26,794 19,169 1.00 0.00
ATOM 3559 HG2 LYS 242 -17,579 -24,904 17,850 1.00 0.00
ATOM 3560 HG3 LYS 242 -16,125 -25,583 17,056 1.00 0.00
ATOM 3561 HD2 LYS 242 -17,903 -26,905 15,512 1.00 0.00
ATOM 3562 HD3 LYS 242 -19,145 -26,050 16,482 1.00 0.00
ATOM 3563 HE2 LYS 242 -18,392 -23,916 15,750 1.00 0.00
ATOM 3564 HE3 LYS 242 -17,237 -24,667 14,613 1.00 0.00
ATOM 3565 HZ1 LYS 242 -19,318 -24,195 13,390 1.00 0.00
ATOM 3566 HZ2 LYS 242 -20,165 -25,128 14,545 1.00 0.00
ATOM 3567 HZ3 LYS 242 -19,139 -25,781 13,631 1.00 0.00
ATOM 3568 N LYS 243 -14,163 -27,972 19,030 1.00 0.00



ATOM 3569 CA LYS 243 -12,774 -27,661 19,184 1.00 0.00
ATOM 3570 C LYS 243 -11,773 -28,462 18,336 1.00 0.00
ATOM 3571 O LYS 243 -10,723 -27,960 17,873 1.00 0.00
ATOM 3572 CB LYS 243 -12,372 -27,887 20,646 1.00 0.00
ATOM 3573 CG LYS 243 -13,039 -26,956 21,662 1.00 0.00
ATOM 3574 CD LYS 243 -12,423 -26,809 23,076 1.00 0.00
ATOM 3575 CE LYS 243 -13,133 -25,742 23,967 1.00 0.00
ATOM 3576 NZ LYS 243 -12,365 -25,471 25,246 1.00 0.00
ATOM 3577 H LYS 243 -14,676 -28,368 19,805 1.00 0.00
ATOM 3578 HA LYS 243 -12,652 -26,588 19,037 1.00 0.00
ATOM 3579 HB2 LYS 243 -12,590 -28,895 20,997 1.00 0.00
ATOM 3580 HB3 LYS 243 -11,310 -27,658 20,745 1.00 0.00
ATOM 3581 HG2 LYS 243 -12,956 -25,948 21,257 1.00 0.00
ATOM 3582 HG3 LYS 243 -14,095 -27,230 21,656 1.00 0.00
ATOM 3583 HD2 LYS 243 -12,421 -27,773 23,585 1.00 0.00
ATOM 3584 HD3 LYS 243 -11,411 -26,431 22,936 1.00 0.00
ATOM 3585 HE2 LYS 243 -13,299 -24,793 23,458 1.00 0.00
ATOM 3586 HE3 LYS 243 -14,116 -26,134 24,226 1.00 0.00
ATOM 3587 HZ1 LYS 243 -12,050 -26,205 25,864 1.00 0.00
ATOM 3588 HZ2 LYS 243 -12,951 -24,855 25,790 1.00 0.00
ATOM 3589 HZ3 LYS 243 -11,462 -25,053 25,076 1.00 0.00
ATOM 3590 N ILE 244 -12,049 -29,732 18,094 1.00 0.00
ATOM 3591 CA ILE 244 -11,144 -30,595 17,345 1.00 0.00
ATOM 3592 C ILE 244 -11,285 -30,312 15,833 1.00 0.00
ATOM 3593 O ILE 244 -10,232 -30,201 15,182 1.00 0.00
ATOM 3594 CB ILE 244 -11,464 -32,050 17,665 1.00 0.00
ATOM 3595 CG1 ILE 244 -12,941 -32,481 17,522 1.00 0.00
ATOM 3596 CG2 ILE 244 -10,941 -32,283 19,132 1.00 0.00
ATOM 3597 CD1 ILE 244 -13,134 -33,086 16,111 1.00 0.00
ATOM 3598 H ILE 244 -12,807 -30,135 18,624 1.00 0.00
ATOM 3599 HA ILE 244 -10,077 -30,559 17,566 1.00 0.00
ATOM 3600 HB ILE 244 -10,850 -32,644 16,987 1.00 0.00
ATOM 3601 HG12 ILE 244 -13,250 -33,183 18,296 1.00 0.00
ATOM 3602 HG13 ILE 244 -13,496 -31,543 17,537 1.00 0.00
ATOM 3603 HG21 ILE 244 -11,152 -33,342 19,278 1.00 0.00
ATOM 3604 HG22 ILE 244 -11,411 -31,636 19,873 1.00 0.00
ATOM 3605 HG23 ILE 244 -9,859 -32,146 19,135 1.00 0.00
ATOM 3606 HD11 ILE 244 -12,491 -32,627 15,361 1.00 0.00
ATOM 3607 HD12 ILE 244 -14,133 -32,777 15,802 1.00 0.00
ATOM 3608 HD13 ILE 244 -13,023 -34,169 16,060 1.00 0.00
ATOM 3609 N PHE 245 -12,448 -29,943 15,354 1.00 0.00
ATOM 3610 CA PHE 245 -12,711 -29,558 13,961 1.00 0.00
ATOM 3611 C PHE 245 -12,095 -28,192 13,721 1.00 0.00



ATOM 3612 O PHE 245 -11,337 -28,037 12,696 1.00 0.00
ATOM 3613 CB PHE 245 -14,219 -29,602 13,742 1.00 0.00
ATOM 3614 CG PHE 245 -14,796 -29,435 12,301 1.00 0.00
ATOM 3615 CD1 PHE 245 -13,941 -29,495 11,192 1.00 0.00
ATOM 3616 CD2 PHE 245 -16,185 -29,480 12,118 1.00 0.00
ATOM 3617 CE1 PHE 245 -14,502 -29,388 9,887 1.00 0.00
ATOM 3618 CE2 PHE 245 -16,809 -29,270 10,833 1.00 0.00
ATOM 3619 CZ PHE 245 -15,873 -29,296 9,737 1.00 0.00
ATOM 3620 H PHE 245 -13,283 -29,916 15,921 1.00 0.00
ATOM 3621 HA PHE 245 -12,246 -30,307 13,320 1.00 0.00
ATOM 3622 HB2 PHE 245 -14,637 -30,546 14,091 1.00 0.00
ATOM 3623 HB3 PHE 245 -14,660 -28,871 14,421 1.00 0.00
ATOM 3624 HD1 PHE 245 -12,866 -29,567 11,258 1.00 0.00
ATOM 3625 HD2 PHE 245 -16,867 -29,466 12,957 1.00 0.00
ATOM 3626 HE1 PHE 245 -13,839 -29,333 9,036 1.00 0.00
ATOM 3627 HE2 PHE 245 -17,868 -29,347 10,639 1.00 0.00
ATOM 3628 HZ PHE 245 -16,239 -29,147 8,733 1.00 0.00
ATOM 3629 N LYS 246 -12,341 -27,084 14,504 1.00 0.00
ATOM 3630 CA LYS 246 -11,856 -25,734 14,255 1.00 0.00
ATOM 3631 C LYS 246 -10,373 -25,535 14,582 1.00 0.00
ATOM 3632 O LYS 246 -9,674 -24,823 13,886 1.00 0.00
ATOM 3633 CB LYS 246 -12,743 -24,807 15,101 1.00 0.00
ATOM 3634 CG LYS 246 -14,228 -24,807 14,743 1.00 0.00
ATOM 3635 CD LYS 246 -14,419 -24,310 13,309 1.00 0.00
ATOM 3636 CE LYS 246 -13,844 -22,970 12,971 1.00 0.00
ATOM 3637 NZ LYS 246 -14,309 -21,897 13,895 1.00 0.00
ATOM 3638 H LYS 246 -12,966 -27,229 15,284 1.00 0.00
ATOM 3639 HA LYS 246 -11,930 -25,626 13,173 1.00 0.00
ATOM 3640 HB2 LYS 246 -12,677 -25,086 16,152 1.00 0.00
ATOM 3641 HB3 LYS 246 -12,436 -23,763 15,038 1.00 0.00
ATOM 3642 HG2 LYS 246 -14,573 -25,840 14,786 1.00 0.00
ATOM 3643 HG3 LYS 246 -14,690 -24,129 15,460 1.00 0.00
ATOM 3644 HD2 LYS 246 -14,006 -25,091 12,670 1.00 0.00
ATOM 3645 HD3 LYS 246 -15,508 -24,321 13,306 1.00 0.00
ATOM 3646 HE2 LYS 246 -12,759 -22,963 13,071 1.00 0.00
ATOM 3647 HE3 LYS 246 -14,143 -22,719 11,954 1.00 0.00
ATOM 3648 HZ1 LYS 246 -14,069 -22,137 14,846 1.00 0.00
ATOM 3649 HZ2 LYS 246 -15,305 -21,755 13,800 1.00 0.00
ATOM 3650 HZ3 LYS 246 -13,903 -20,992 13,705 1.00 0.00
ATOM 3651 N ALA 247 -9,843 -26,241 15,624 1.00 0.00
ATOM 3652 CA ALA 247 -8,509 -26,022 16,195 1.00 0.00
ATOM 3653 C ALA 247 -8,098 -24,563 16,447 1.00 0.00
ATOM 3654 O ALA 247 -6,926 -24,086 16,323 1.00 0.00



ATOM 3655 CB ALA 247 -7,451 -26,821 15,309 1.00 0.00
ATOM 3656 H ALA 247 -10,474 -26,837 16,140 1.00 0.00
ATOM 3657 HA ALA 247 -8,445 -26,468 17,188 1.00 0.00
ATOM 3658 HB1 ALA 247 -6,484 -26,699 15,799 1.00 0.00
ATOM 3659 HB2 ALA 247 -7,558 -26,430 14,297 1.00 0.00
ATOM 3660 HB3 ALA 247 -7,848 -27,836 15,286 1.00 0.00
ATOM 3661 N GLU 248 -9,030 -23,719 16,975 1.00 0.00
ATOM 3662 CA GLU 248 -8,831 -22,314 17,388 1.00 0.00
ATOM 3663 C GLU 248 -7,923 -21,999 18,556 1.00 0.00
ATOM 3664 O GLU 248 -8,139 -20,991 19,290 1.00 0.00
ATOM 3665 CB GLU 248 -10,228 -21,723 17,554 1.00 0.00
ATOM 3666 CG GLU 248 -10,851 -21,424 16,149 1.00 0.00
ATOM 3667 CD GLU 248 -12,284 -20,851 16,436 1.00 0.00
ATOM 3668 OE1 GLU 248 -13,307 -21,482 16,306 1.00 0.00
ATOM 3669 OE2 GLU 248 -12,327 -19,677 16,941 1.00 0.00
ATOM 3670 H GLU 248 -9,875 -24,179 17,283 1.00 0.00
ATOM 3671 HA GLU 248 -8,318 -21,662 16,681 1.00 0.00
ATOM 3672 HB2 GLU 248 -10,817 -22,343 18,228 1.00 0.00
ATOM 3673 HB3 GLU 248 -10,182 -20,710 17,954 1.00 0.00
ATOM 3674 HG2 GLU 248 -10,294 -20,653 15,615 1.00 0.00
ATOM 3675 HG3 GLU 248 -10,998 -22,349 15,592 1.00 0.00
ATOM 3676 N PHE 249 -6,908 -22,898 18,868 1.00 0.00
ATOM 3677 CA PHE 249 -5,931 -22,680 19,930 1.00 0.00
ATOM 3678 C PHE 249 -4,736 -21,819 19,550 1.00 0.00
ATOM 3679 O PHE 249 -4,151 -22,008 18,474 1.00 0.00
ATOM 3680 CB PHE 249 -5,526 -24,049 20,532 1.00 0.00
ATOM 3681 CG PHE 249 -4,742 -25,069 19,702 1.00 0.00
ATOM 3682 CD1 PHE 249 -5,437 -26,078 18,988 1.00 0.00
ATOM 3683 CD2 PHE 249 -3,298 -25,088 19,652 1.00 0.00
ATOM 3684 CE1 PHE 249 -4,622 -26,995 18,209 1.00 0.00
ATOM 3685 CE2 PHE 249 -2,587 -25,909 18,758 1.00 0.00
ATOM 3686 CZ PHE 249 -3,289 -26,852 18,030 1.00 0.00
ATOM 3687 H PHE 249 -6,690 -23,586 18,161 1.00 0.00
ATOM 3688 HA PHE 249 -6,350 -22,089 20,743 1.00 0.00
ATOM 3689 HB2 PHE 249 -4,957 -23,939 21,454 1.00 0.00
ATOM 3690 HB3 PHE 249 -6,390 -24,586 20,924 1.00 0.00
ATOM 3691 HD1 PHE 249 -6,513 -26,169 19,000 1.00 0.00
ATOM 3692 HD2 PHE 249 -2,745 -24,341 20,202 1.00 0.00
ATOM 3693 HE1 PHE 249 -5,170 -27,795 17,732 1.00 0.00
ATOM 3694 HE2 PHE 249 -1,518 -25,839 18,630 1.00 0.00
ATOM 3695 HZ PHE 249 -2,797 -27,527 17,345 1.00 0.00
ATOM 3696 N THR 250 -4,244 -20,934 20,478 1.00 0.00
ATOM 3697 CA THR 250 -2,859 -20,415 20,406 1.00 0.00



ATOM 3698 C THR 250 -1,864 -21,370 21,049 1.00 0.00
ATOM 3699 O THR 250 -2,248 -22,320 21,745 1.00 0.00
ATOM 3700 CB THR 250 -2,660 -18,986 20,782 1.00 0.00
ATOM 3701 CG2 THR 250 -3,427 -18,090 19,752 1.00 0.00
ATOM 3702 OG1 THR 250 -3,230 -18,742 22,085 1.00 0.00
ATOM 3703 H THR 250 -4,648 -20,929 21,403 1.00 0.00
ATOM 3704 HA THR 250 -2,618 -20,499 19,347 1.00 0.00
ATOM 3705 HB THR 250 -1,575 -18,880 20,792 1.00 0.00
ATOM 3706 HG1 THR 250 -2,952 -19,423 22,702 1.00 0.00
ATOM 3707 HG21 THR 250 -4,458 -17,977 20,084 1.00 0.00
ATOM 3708 HG22 THR 250 -3,271 -18,450 18,734 1.00 0.00
ATOM 3709 HG23 THR 250 -2,908 -17,131 19,743 1.00 0.00
ATOM 3710 N CYS 251 -0.617 -21,304 20,643 1.00 0.00
ATOM 3711 CA CYS 251 0.448 -22,177 21,165 1.00 0.00
ATOM 3712 C CYS 251 0.993 -21,617 22,473 1.00 0.00
ATOM 3713 O CYS 251 1,000 -20,389 22,698 1.00 0.00
ATOM 3714 CB CYS 251 1,558 -22,329 20,071 1.00 0.00
ATOM 3715 SG CYS 251 0.929 -23,419 18,726 1.00 0.00
ATOM 3716 H CYS 251 -0.390 -20,522 20,045 1.00 0.00
ATOM 3717 HA CYS 251 0.030 -23,169 21,342 1.00 0.00
ATOM 3718 HB2 CYS 251 1,926 -21,362 19,728 1.00 0.00
ATOM 3719 HB3 CYS 251 2,439 -22,828 20,476 1.00 0.00
ATOM 3720 HG CYS 251 -0.263 -22,912 18,396 1.00 0.00
ATOM 3721 N PRO 252 1,557 -22,454 23,364 1.00 0.00
ATOM 3722 CA PRO 252 1,974 -21,896 24,664 1.00 0.00
ATOM 3723 C PRO 252 3,241 -20,902 24,485 1.00 0.00
ATOM 3724 O PRO 252 4,095 -21,212 23,693 1.00 0.00
ATOM 3725 CB PRO 252 2,441 -23,154 25,487 1.00 0.00
ATOM 3726 CG PRO 252 1,450 -24,198 24,969 1.00 0.00
ATOM 3727 CD PRO 252 1,386 -23,867 23,462 1.00 0.00
ATOM 3728 HA PRO 252 1,124 -21,457 25,188 1.00 0.00
ATOM 3729 HB2 PRO 252 3,435 -23,456 25,155 1.00 0.00
ATOM 3730 HB3 PRO 252 2,378 -23,044 26,569 1.00 0.00
ATOM 3731 HG2 PRO 252 1,873 -25,192 25,109 1.00 0.00
ATOM 3732 HG3 PRO 252 0.439 -24,008 25,330 1.00 0.00
ATOM 3733 HD2 PRO 252 2,241 -24,249 22,905 1.00 0.00
ATOM 3734 HD3 PRO 252 0.425 -24,176 23,051 1.00 0.00
ATOM 3735 N PRO 253 3,271 -19,788 25,214 1.00 0.00
ATOM 3736 CA PRO 253 4,262 -18,752 24,929 1.00 0.00
ATOM 3737 C PRO 253 5,716 -19,245 24,975 1.00 0.00
ATOM 3738 O PRO 253 6,423 -19,080 23,986 1.00 0.00
ATOM 3739 CB PRO 253 3,969 -17,668 26,002 1.00 0.00
ATOM 3740 CG PRO 253 2,458 -17,800 26,362 1.00 0.00



ATOM 3741 CD PRO 253 2,302 -19,297 26,163 1.00 0.00
ATOM 3742 HA PRO 253 4,104 -18,396 23,911 1.00 0.00
ATOM 3743 HB2 PRO 253 4,495 -17,893 26,929 1.00 0.00
ATOM 3744 HB3 PRO 253 4,307 -16,684 25,676 1.00 0.00
ATOM 3745 HG2 PRO 253 2,191 -17,584 27,396 1.00 0.00
ATOM 3746 HG3 PRO 253 1,908 -17,173 25,660 1.00 0.00
ATOM 3747 HD2 PRO 253 2,192 -19,910 27,057 1.00 0.00
ATOM 3748 HD3 PRO 253 1,326 -19,270 25,678 1.00 0.00
ATOM 3749 N TRP 254 6,028 -20,014 26,010 1.00 0.00
ATOM 3750 CA TRP 254 7,331 -20,690 26,322 1.00 0.00
ATOM 3751 C TRP 254 7,712 -21,899 25,438 1.00 0.00
ATOM 3752 O TRP 254 8,629 -22,636 25,762 1.00 0.00
ATOM 3753 CB TRP 254 7,192 -21,133 27,777 1.00 0.00
ATOM 3754 CG TRP 254 6,056 -22,037 28,108 1.00 0.00
ATOM 3755 CD1 TRP 254 5,849 -23,332 27,741 1.00 0.00
ATOM 3756 CD2 TRP 254 4,918 -21,694 28,905 1.00 0.00
ATOM 3757 CE2 TRP 254 3,993 -22,771 28,940 1.00 0.00
ATOM 3758 CE3 TRP 254 4,617 -20,512 29,538 1.00 0.00
ATOM 3759 NE1 TRP 254 4,678 -23,821 28,318 1.00 0.00
ATOM 3760 CZ2 TRP 254 2,823 -22,692 29,737 1.00 0.00
ATOM 3761 CZ3 TRP 254 3,404 -20,385 30,172 1.00 0.00
ATOM 3762 CH2 TRP 254 2,504 -21,463 30,343 1.00 0.00
ATOM 3763 H TRP 254 5,283 -20,067 26,689 1.00 0.00
ATOM 3764 HA TRP 254 8,103 -19,936 26,172 1.00 0.00
ATOM 3765 HB2 TRP 254 8,084 -21,688 28,069 1.00 0.00
ATOM 3766 HB3 TRP 254 7,240 -20,211 28,356 1.00 0.00
ATOM 3767 HD1 TRP 254 6,564 -23,926 27,189 1.00 0.00
ATOM 3768 HE1 TRP 254 4,345 -24,774 28,308 1.00 0.00
ATOM 3769 HE3 TRP 254 5,224 -19,619 29,513 1.00 0.00
ATOM 3770 HZ2 TRP 254 2,091 -23,480 29,819 1.00 0.00
ATOM 3771 HZ3 TRP 254 3,082 -19,409 30,502 1.00 0.00
ATOM 3772 HH2 TRP 254 1,557 -21,352 30,850 1.00 0.00
ATOM 3773 N PHE 255 6,989 -22,258 24,346 1.00 0.00
ATOM 3774 CA PHE 255 7,269 -23,444 23,557 1.00 0.00
ATOM 3775 C PHE 255 8,386 -23,210 22,503 1.00 0.00
ATOM 3776 O PHE 255 8,296 -23,674 21,371 1.00 0.00
ATOM 3777 CB PHE 255 5,940 -23,824 22,811 1.00 0.00
ATOM 3778 CG PHE 255 5,657 -25,350 22,588 1.00 0.00
ATOM 3779 CD1 PHE 255 4,682 -25,890 23,426 1.00 0.00
ATOM 3780 CD2 PHE 255 6,130 -25,991 21,494 1.00 0.00
ATOM 3781 CE1 PHE 255 4,315 -27,255 23,144 1.00 0.00
ATOM 3782 CE2 PHE 255 5,775 -27,300 21,213 1.00 0.00
ATOM 3783 CZ PHE 255 4,929 -27,950 22,069 1.00 0.00



ATOM 3784 H PHE 255 6,347 -21,589 23,946 1.00 0.00
ATOM 3785 HA PHE 255 7,563 -24,304 24,159 1.00 0.00
ATOM 3786 HB2 PHE 255 5,077 -23,400 23,325 1.00 0.00
ATOM 3787 HB3 PHE 255 5,970 -23,325 21,841 1.00 0.00
ATOM 3788 HD1 PHE 255 4,322 -25,370 24,302 1.00 0.00
ATOM 3789 HD2 PHE 255 6,849 -25,477 20,873 1.00 0.00
ATOM 3790 HE1 PHE 255 3,588 -27,779 23,747 1.00 0.00
ATOM 3791 HE2 PHE 255 6,233 -27,860 20,411 1.00 0.00
ATOM 3792 HZ PHE 255 4,680 -28,996 21,962 1.00 0.00
ATOM 3793 N SER 256 9,581 -22,619 22,836 1.00 0.00
ATOM 3794 CA SER 256 10,728 -22,430 21,845 1.00 0.00
ATOM 3795 C SER 256 10,297 -21,730 20,608 1.00 0.00
ATOM 3796 O SER 256 9,409 -20,859 20,707 1.00 0.00
ATOM 3797 CB SER 256 11,496 -23,733 21,733 1.00 0.00
ATOM 3798 OG SER 256 12,606 -23,624 20,847 1.00 0.00
ATOM 3799 H SER 256 9,839 -22,340 23,771 1.00 0.00
ATOM 3800 HA SER 256 11,331 -21,692 22,377 1.00 0.00
ATOM 3801 HB2 SER 256 11,870 -24,069 22,700 1.00 0.00
ATOM 3802 HB3 SER 256 10,811 -24,540 21,469 1.00 0.00
ATOM 3803 HG SER 256 13,101 -24,418 21,061 1.00 0.00
ATOM 3804 N ALA 257 10,841 -22,119 19,420 1.00 0.00
ATOM 3805 CA ALA 257 10,438 -21,576 18,139 1.00 0.00
ATOM 3806 C ALA 257 10,256 -22,629 16,979 1.00 0.00
ATOM 3807 O ALA 257 9,182 -22,758 16,417 1.00 0.00
ATOM 3808 CB ALA 257 11,372 -20,389 17,750 1.00 0.00
ATOM 3809 H ALA 257 11,630 -22,749 19,427 1.00 0.00
ATOM 3810 HA ALA 257 9,482 -21,092 18,339 1.00 0.00
ATOM 3811 HB1 ALA 257 11,035 -19,828 16,879 1.00 0.00
ATOM 3812 HB2 ALA 257 12,356 -20,789 17,501 1.00 0.00
ATOM 3813 HB3 ALA 257 11,470 -19,740 18,620 1.00 0.00
ATOM 3814 N SER 258 11,240 -23,511 16,741 1.00 0.00
ATOM 3815 CA SER 258 11,225 -24,539 15,623 1.00 0.00
ATOM 3816 C SER 258 10,100 -25,511 15,842 1.00 0.00
ATOM 3817 O SER 258 9,388 -25,893 14,894 1.00 0.00
ATOM 3818 CB SER 258 12,516 -25,210 15,542 1.00 0.00
ATOM 3819 OG SER 258 12,776 -25,973 14,336 1.00 0.00
ATOM 3820 H SER 258 11,998 -23,347 17,388 1.00 0.00
ATOM 3821 HA SER 258 11,121 -24,112 14,625 1.00 0.00
ATOM 3822 HB2 SER 258 13,334 -24,511 15,717 1.00 0.00
ATOM 3823 HB3 SER 258 12,505 -25,880 16,401 1.00 0.00
ATOM 3824 HG SER 258 13,194 -25,418 13,674 1.00 0.00
ATOM 3825 N ALA 259 9,934 -25,907 17,145 1.00 0.00
ATOM 3826 CA ALA 259 8,958 -26,885 17,529 1.00 0.00



ATOM 3827 C ALA 259 7,506 -26,494 17,373 1.00 0.00
ATOM 3828 O ALA 259 6,687 -27,404 17,157 1.00 0.00
ATOM 3829 CB ALA 259 9,131 -27,083 19,027 1.00 0.00
ATOM 3830 H ALA 259 10,577 -25,622 17,870 1.00 0.00
ATOM 3831 HA ALA 259 9,237 -27,849 17,103 1.00 0.00
ATOM 3832 HB1 ALA 259 8,854 -26,137 19,493 1.00 0.00
ATOM 3833 HB2 ALA 259 10,172 -27,259 19,297 1.00 0.00
ATOM 3834 HB3 ALA 259 8,523 -27,887 19,442 1.00 0.00
ATOM 3835 N LYS 260 7,146 -25,194 17,472 1.00 0.00
ATOM 3836 CA LYS 260 5,737 -24,777 17,274 1.00 0.00
ATOM 3837 C LYS 260 5,251 -25,241 15,881 1.00 0.00
ATOM 3838 O LYS 260 4,143 -25,740 15,677 1.00 0.00
ATOM 3839 CB LYS 260 5,579 -23,214 17,410 1.00 0.00
ATOM 3840 CG LYS 260 5,838 -22,766 18,865 1.00 0.00
ATOM 3841 CD LYS 260 5,684 -21,228 19,044 1.00 0.00
ATOM 3842 CE LYS 260 5,644 -20,930 20,522 1.00 0.00
ATOM 3843 NZ LYS 260 5,625 -19,463 20,863 1.00 0.00
ATOM 3844 H LYS 260 7,792 -24,508 17,834 1.00 0.00
ATOM 3845 HA LYS 260 5,134 -25,303 18,014 1.00 0.00
ATOM 3846 HB2 LYS 260 6,312 -22,692 16,795 1.00 0.00
ATOM 3847 HB3 LYS 260 4,567 -22,936 17,115 1.00 0.00
ATOM 3848 HG2 LYS 260 5,094 -23,160 19,556 1.00 0.00
ATOM 3849 HG3 LYS 260 6,837 -22,978 19,245 1.00 0.00
ATOM 3850 HD2 LYS 260 6,572 -20,745 18,636 1.00 0.00
ATOM 3851 HD3 LYS 260 4,780 -20,855 18,562 1.00 0.00
ATOM 3852 HE2 LYS 260 4,729 -21,431 20,836 1.00 0.00
ATOM 3853 HE3 LYS 260 6,422 -21,387 21,133 1.00 0.00
ATOM 3854 HZ1 LYS 260 5,721 -19,218 21,838 1.00 0.00
ATOM 3855 HZ2 LYS 260 4,887 -19,014 20,339 1.00 0.00
ATOM 3856 HZ3 LYS 260 6,375 -18,988 20,382 1.00 0.00
ATOM 3857 N LYS 261 6,139 -25,238 14,881 1.00 0.00
ATOM 3858 CA LYS 261 5,762 -25,599 13,445 1.00 0.00
ATOM 3859 C LYS 261 5,327 -27,055 13,226 1.00 0.00
ATOM 3860 O LYS 261 4,398 -27,450 12,534 1.00 0.00
ATOM 3861 CB LYS 261 6,965 -25,264 12,592 1.00 0.00
ATOM 3862 CG LYS 261 7,130 -23,740 12,364 1.00 0.00
ATOM 3863 CD LYS 261 8,418 -23,244 11,618 1.00 0.00
ATOM 3864 CE LYS 261 9,714 -23,351 12,429 1.00 0.00
ATOM 3865 NZ LYS 261 10,600 -22,166 12,169 1.00 0.00
ATOM 3866 H LYS 261 7,000 -24,729 15,021 1.00 0.00
ATOM 3867 HA LYS 261 4,906 -25,003 13,128 1.00 0.00
ATOM 3868 HB2 LYS 261 7,793 -25,636 13,195 1.00 0.00
ATOM 3869 HB3 LYS 261 6,994 -25,717 11,600 1.00 0.00



ATOM 3870 HG2 LYS 261 6,283 -23,354 11,796 1.00 0.00
ATOM 3871 HG3 LYS 261 7,108 -23,245 13,334 1.00 0.00
ATOM 3872 HD2 LYS 261 8,568 -23,762 10,672 1.00 0.00
ATOM 3873 HD3 LYS 261 8,205 -22,199 11,389 1.00 0.00
ATOM 3874 HE2 LYS 261 9,333 -23,293 13,449 1.00 0.00
ATOM 3875 HE3 LYS 261 10,153 -24,341 12,304 1.00 0.00
ATOM 3876 HZ1 LYS 261 10,860 -22,034 11,201 1.00 0.00
ATOM 3877 HZ2 LYS 261 11,423 -22,333 12,728 1.00 0.00
ATOM 3878 HZ3 LYS 261 10,140 -21,296 12,400 1.00 0.00
ATOM 3879 N LEU 262 5,974 -27,899 14,113 1.00 0.00
ATOM 3880 CA LEU 262 5,772 -29,311 14,284 1.00 0.00
ATOM 3881 C LEU 262 4,459 -29,551 15,006 1.00 0.00
ATOM 3882 O LEU 262 3,573 -30,161 14,455 1.00 0.00
ATOM 3883 CB LEU 262 7,016 -29,952 14,928 1.00 0.00
ATOM 3884 CG LEU 262 6,841 -31,407 15,283 1.00 0.00
ATOM 3885 CD1 LEU 262 6,442 -32,254 14,097 1.00 0.00
ATOM 3886 CD2 LEU 262 8,182 -31,908 15,729 1.00 0.00
ATOM 3887 H LEU 262 6,724 -27,461 14,627 1.00 0.00
ATOM 3888 HA LEU 262 5,699 -29,668 13,256 1.00 0.00
ATOM 3889 HB2 LEU 262 7,877 -29,788 14,279 1.00 0.00
ATOM 3890 HB3 LEU 262 7,131 -29,408 15,865 1.00 0.00
ATOM 3891 HG LEU 262 6,069 -31,496 16,048 1.00 0.00
ATOM 3892 HD11 LEU 262 6,601 -33,289 14,399 1.00 0.00
ATOM 3893 HD12 LEU 262 7,008 -32,127 13,175 1.00 0.00
ATOM 3894 HD13 LEU 262 5,456 -31,979 13,723 1.00 0.00
ATOM 3895 HD21 LEU 262 8,963 -31,844 14,972 1.00 0.00
ATOM 3896 HD22 LEU 262 8,509 -31,295 16,568 1.00 0.00
ATOM 3897 HD23 LEU 262 8,105 -32,892 16,191 1.00 0.00
ATOM 3898 N ILE 263 4,211 -28,956 16,162 1.00 0.00
ATOM 3899 CA ILE 263 2,848 -29,140 16,854 1.00 0.00
ATOM 3900 C ILE 263 1,727 -28,620 15,966 1.00 0.00
ATOM 3901 O ILE 263 0.652 -29,253 15,971 1.00 0.00
ATOM 3902 CB ILE 263 2,777 -28,728 18,321 1.00 0.00
ATOM 3903 CG1 ILE 263 3,268 -27,296 18,602 1.00 0.00
ATOM 3904 CG2 ILE 263 3,599 -29,701 19,222 1.00 0.00
ATOM 3905 CD1 ILE 263 2,724 -26,509 19,827 1.00 0.00
ATOM 3906 H ILE 263 4,981 -28,412 16,522 1.00 0.00
ATOM 3907 HA ILE 263 2,628 -30,204 16,769 1.00 0.00
ATOM 3908 HB ILE 263 1,712 -28,696 18,548 1.00 0.00
ATOM 3909 HG12 ILE 263 4,349 -27,306 18,741 1.00 0.00
ATOM 3910 HG13 ILE 263 2,910 -26,659 17,793 1.00 0.00
ATOM 3911 HG21 ILE 263 4,663 -29,467 19,220 1.00 0.00
ATOM 3912 HG22 ILE 263 3,426 -30,731 18,912 1.00 0.00



ATOM 3913 HG23 ILE 263 3,251 -29,658 20,255 1.00 0.00
ATOM 3914 HD11 ILE 263 1,791 -26,020 19,549 1.00 0.00
ATOM 3915 HD12 ILE 263 3,462 -25,733 20,035 1.00 0.00
ATOM 3916 HD13 ILE 263 2,507 -27,126 20,699 1.00 0.00
ATOM 3917 N LYS 264 2,061 -27,552 15,209 1.00 0.00
ATOM 3918 CA LYS 264 1,023 -27,023 14,305 1.00 0.00
ATOM 3919 C LYS 264 0.752 -27,944 13,112 1.00 0.00
ATOM 3920 O LYS 264 -0.363 -28,236 12,810 1.00 0.00
ATOM 3921 CB LYS 264 1,372 -25,616 13,743 1.00 0.00
ATOM 3922 CG LYS 264 0.978 -24,629 14,797 1.00 0.00
ATOM 3923 CD LYS 264 1,424 -23,143 14,509 1.00 0.00
ATOM 3924 CE LYS 264 0.351 -22,157 14,896 1.00 0.00
ATOM 3925 NZ LYS 264 0.871 -20,769 14,683 1.00 0.00
ATOM 3926 H LYS 264 3,008 -27,203 15,194 1.00 0.00
ATOM 3927 HA LYS 264 0.119 -26,930 14,906 1.00 0.00
ATOM 3928 HB2 LYS 264 2,454 -25,507 13,671 1.00 0.00
ATOM 3929 HB3 LYS 264 0.864 -25,401 12,803 1.00 0.00
ATOM 3930 HG2 LYS 264 -0.093 -24,762 14,951 1.00 0.00
ATOM 3931 HG3 LYS 264 1,382 -24,796 15,794 1.00 0.00
ATOM 3932 HD2 LYS 264 2,383 -22,900 14,966 1.00 0.00
ATOM 3933 HD3 LYS 264 1,585 -23,113 13,431 1.00 0.00
ATOM 3934 HE2 LYS 264 -0.559 -22,267 14,305 1.00 0.00
ATOM 3935 HE3 LYS 264 0.029 -22,160 15,937 1.00 0.00
ATOM 3936 HZ1 LYS 264 0.141 -20,089 14,845 1.00 0.00
ATOM 3937 HZ2 LYS 264 1,189 -20,651 13,732 1.00 0.00
ATOM 3938 HZ3 LYS 264 1,658 -20,619 15,298 1.00 0.00
ATOM 3939 N ARG 265 1,788 -28,556 12,476 1.00 0.00
ATOM 3940 CA ARG 265 1,616 -29,627 11,397 1.00 0.00
ATOM 3941 C ARG 265 0.996 -30,912 11,901 1.00 0.00
ATOM 3942 O ARG 265 0.395 -31,638 11,139 1.00 0.00
ATOM 3943 CB ARG 265 2,938 -29,948 10,701 1.00 0.00
ATOM 3944 CG ARG 265 2,716 -30,174 9,242 1.00 0.00
ATOM 3945 CD ARG 265 4,019 -30,097 8,446 1.00 0.00
ATOM 3946 NE ARG 265 3,791 -29,700 7,033 1.00 0.00
ATOM 3947 CZ ARG 265 3,270 -30,476 6,042 1.00 0.00
ATOM 3948 NH1 ARG 265 3,099 -31,698 6,274 1.00 0.00
ATOM 3949 NH2 ARG 265 2,756 -29,939 4,999 1.00 0.00
ATOM 3950 H ARG 265 2,740 -28,373 12,760 1.00 0.00
ATOM 3951 HA ARG 265 0.931 -29,224 10,651 1.00 0.00
ATOM 3952 HB2 ARG 265 3,472 -28,998 10,701 1.00 0.00
ATOM 3953 HB3 ARG 265 3,569 -30,677 11,209 1.00 0.00
ATOM 3954 HG2 ARG 265 2,122 -31,063 9,026 1.00 0.00
ATOM 3955 HG3 ARG 265 2,113 -29,392 8,781 1.00 0.00



ATOM 3956 HD2 ARG 265 4,549 -29,306 8,977 1.00 0.00
ATOM 3957 HD3 ARG 265 4,578 -31,034 8,455 1.00 0.00
ATOM 3958 HE ARG 265 3,991 -28,725 6,861 1.00 0.00
ATOM 3959 HH11 ARG 265 3,898 -32,199 6,636 1.00 0.00
ATOM 3960 HH12 ARG 265 2,460 -32,249 5,719 1.00 0.00
ATOM 3961 HH21 ARG 265 2,932 -28,958 4,833 1.00 0.00
ATOM 3962 HH22 ARG 265 2,199 -30,542 4,411 1.00 0.00
ATOM 3963 N ILE 266 1,207 -31,324 13,142 1.00 0.00
ATOM 3964 CA ILE 266 0.610 -32,534 13,651 1.00 0.00
ATOM 3965 C ILE 266 -0.856 -32,255 13,984 1.00 0.00
ATOM 3966 O ILE 266 -1,676 -33,001 13,565 1.00 0.00
ATOM 3967 CB ILE 266 1,440 -33,133 14,858 1.00 0.00
ATOM 3968 CG1 ILE 266 2,943 -33,422 14,658 1.00 0.00
ATOM 3969 CG2 ILE 266 0.785 -34,519 15,188 1.00 0.00
ATOM 3970 CD1 ILE 266 3,793 -33,498 15,968 1.00 0.00
ATOM 3971 H ILE 266 1,791 -30,788 13,768 1.00 0.00
ATOM 3972 HA ILE 266 0.694 -33,266 12,848 1.00 0.00
ATOM 3973 HB ILE 266 1,368 -32,438 15,695 1.00 0.00
ATOM 3974 HG12 ILE 266 3,052 -34,447 14,304 1.00 0.00
ATOM 3975 HG13 ILE 266 3,462 -32,745 13,979 1.00 0.00
ATOM 3976 HG21 ILE 266 -0.217 -34,329 15,572 1.00 0.00
ATOM 3977 HG22 ILE 266 1,369 -35,124 15,880 1.00 0.00
ATOM 3978 HG23 ILE 266 0.581 -35,039 14,253 1.00 0.00
ATOM 3979 HD11 ILE 266 3,112 -33,908 16,713 1.00 0.00
ATOM 3980 HD12 ILE 266 4,033 -32,526 16,400 1.00 0.00
ATOM 3981 HD13 ILE 266 4,681 -34,113 15,827 1.00 0.00
ATOM 3982 N LEU 267 -1,160 -31,109 14,621 1.00 0.00
ATOM 3983 CA LEU 267 -2,494 -30,734 15,064 1.00 0.00
ATOM 3984 C LEU 267 -3,279 -29,883 14,057 1.00 0.00
ATOM 3985 O LEU 267 -3,966 -29,001 14,441 1.00 0.00
ATOM 3986 CB LEU 267 -2,439 -30,151 16,515 1.00 0.00
ATOM 3987 CG LEU 267 -1,898 -31,049 17,692 1.00 0.00
ATOM 3988 CD1 LEU 267 -1,676 -30,140 18,868 1.00 0.00
ATOM 3989 CD2 LEU 267 -2,861 -32,170 18,008 1.00 0.00
ATOM 3990 H LEU 267 -0.424 -30,501 14,952 1.00 0.00
ATOM 3991 HA LEU 267 -3,083 -31,649 15,126 1.00 0.00
ATOM 3992 HB2 LEU 267 -1,863 -29,249 16,312 1.00 0.00
ATOM 3993 HB3 LEU 267 -3,460 -29,889 16,792 1.00 0.00
ATOM 3994 HG LEU 267 -0.950 -31,518 17,429 1.00 0.00
ATOM 3995 HD11 LEU 267 -2,575 -29,578 19,127 1.00 0.00
ATOM 3996 HD12 LEU 267 -0.903 -29,415 18,613 1.00 0.00
ATOM 3997 HD13 LEU 267 -1,337 -30,754 19,702 1.00 0.00
ATOM 3998 HD21 LEU 267 -2,476 -32,925 18,694 1.00 0.00



ATOM 3999 HD22 LEU 267 -3,825 -31,819 18,376 1.00 0.00
ATOM 4000 HD23 LEU 267 -2,977 -32,712 17,069 1.00 0.00
ATOM 4001 N ASP 268 -3,171 -30,229 12,753 1.00 0.00
ATOM 4002 CA ASP 268 -3,838 -29,564 11,635 1.00 0.00
ATOM 4003 C ASP 268 -5,050 -30,457 11,257 1.00 0.00
ATOM 4004 O ASP 268 -4,867 -31,649 10,960 1.00 0.00
ATOM 4005 CB ASP 268 -2,875 -29,419 10,462 1.00 0.00
ATOM 4006 CG ASP 268 -3,359 -28,394 9,382 1.00 0.00
ATOM 4007 OD1 ASP 268 -2,502 -27,858 8,673 1.00 0.00
ATOM 4008 OD2 ASP 268 -4,598 -28,099 9,357 1.00 0.00
ATOM 4009 H ASP 268 -2,575 -31,014 12,536 1.00 0.00
ATOM 4010 HA ASP 268 -4,256 -28,606 11,942 1.00 0.00
ATOM 4011 HB2 ASP 268 -1,855 -29,135 10,718 1.00 0.00
ATOM 4012 HB3 ASP 268 -2,819 -30,406 10,004 1.00 0.00
ATOM 4013 N PRO 269 -6,265 -29,922 11,207 1.00 0.00
ATOM 4014 CA PRO 269 -7,374 -30,636 10,718 1.00 0.00
ATOM 4015 C PRO 269 -7,407 -30,965 9,251 1.00 0.00
ATOM 4016 O PRO 269 -7,884 -32,041 8,898 1.00 0.00
ATOM 4017 CB PRO 269 -8,643 -29,820 11,142 1.00 0.00
ATOM 4018 CG PRO 269 -8,171 -29,094 12,355 1.00 0.00
ATOM 4019 CD PRO 269 -6,721 -28,824 12,047 1.00 0.00
ATOM 4020 HA PRO 269 -7,350 -31,557 11,301 1.00 0.00
ATOM 4021 HB2 PRO 269 -8,951 -29,061 10,423 1.00 0.00
ATOM 4022 HB3 PRO 269 -9,388 -30,543 11,475 1.00 0.00
ATOM 4023 HG2 PRO 269 -8,828 -28,262 12,608 1.00 0.00
ATOM 4024 HG3 PRO 269 -8,117 -29,739 13,233 1.00 0.00
ATOM 4025 HD2 PRO 269 -6,669 -27,862 11,536 1.00 0.00
ATOM 4026 HD3 PRO 269 -6,239 -28,831 13,024 1.00 0.00
ATOM 4027 N ASN 270 -6,759 -30,145 8,443 1.00 0.00
ATOM 4028 CA ASN 270 -6,645 -30,368 6,998 1.00 0.00
ATOM 4029 C ASN 270 -5,754 -31,611 6,620 1.00 0.00
ATOM 4030 O ASN 270 -4,535 -31,564 6,853 1.00 0.00
ATOM 4031 CB ASN 270 -6,225 -29,058 6,316 1.00 0.00
ATOM 4032 CG ASN 270 -6,356 -29,055 4,800 1.00 0.00
ATOM 4033 ND2 ASN 270 -5,600 -28,322 4,020 1.00 0.00
ATOM 4034 OD1 ASN 270 -7,227 -29,740 4,285 1.00 0.00
ATOM 4035 H ASN 270 -6,296 -29,310 8,775 1.00 0.00
ATOM 4036 HA ASN 270 -7,673 -30,625 6,742 1.00 0.00
ATOM 4037 HB2 ASN 270 -6,805 -28,254 6,771 1.00 0.00
ATOM 4038 HB3 ASN 270 -5,177 -28,934 6,589 1.00 0.00
ATOM 4039 HD21 ASN 270 -4,870 -27,760 4,432 1.00 0.00
ATOM 4040 HD22 ASN 270 -5,773 -28,318 3,025 1.00 0.00
ATOM 4041 N PRO 271 -6,301 -32,744 6,037 1.00 0.00



ATOM 4042 CA PRO 271 -5,556 -34,067 5,895 1.00 0.00
ATOM 4043 C PRO 271 -4,496 -33,913 4,771 1.00 0.00
ATOM 4044 O PRO 271 -3,420 -34,447 4,852 1.00 0.00
ATOM 4045 CB PRO 271 -6,606 -35,105 5,533 1.00 0.00
ATOM 4046 CG PRO 271 -7,937 -34,491 6,037 1.00 0.00
ATOM 4047 CD PRO 271 -7,725 -33,001 5,964 1.00 0.00
ATOM 4048 HA PRO 271 -4,988 -34,286 6,798 1.00 0.00
ATOM 4049 HB2 PRO 271 -6,790 -35,327 4,482 1.00 0.00
ATOM 4050 HB3 PRO 271 -6,505 -35,946 6,219 1.00 0.00
ATOM 4051 HG2 PRO 271 -8,857 -34,772 5,524 1.00 0.00
ATOM 4052 HG3 PRO 271 -8,065 -34,754 7,087 1.00 0.00
ATOM 4053 HD2 PRO 271 -7,978 -32,680 4,953 1.00 0.00
ATOM 4054 HD3 PRO 271 -8,396 -32,606 6,727 1.00 0.00
ATOM 4055 N ALA 272 -4,769 -33,133 3,727 1.00 0.00
ATOM 4056 CA ALA 272 -3,844 -32,719 2,640 1.00 0.00
ATOM 4057 C ALA 272 -2,586 -31,900 3,217 1.00 0.00
ATOM 4058 O ALA 272 -1,499 -32,023 2,682 1.00 0.00
ATOM 4059 CB ALA 272 -4,625 -31,839 1,645 1.00 0.00
ATOM 4060 H ALA 272 -5,705 -32,756 3,777 1.00 0.00
ATOM 4061 HA ALA 272 -3,511 -33,605 2,100 1.00 0.00
ATOM 4062 HB1 ALA 272 -4,820 -30,838 2,030 1.00 0.00
ATOM 4063 HB2 ALA 272 -5,570 -32,346 1,445 1.00 0.00
ATOM 4064 HB3 ALA 272 -4,127 -31,712 0.685 1.00 0.00
ATOM 4065 N THR 273 -2,662 -31,118 4,323 1.00 0.00
ATOM 4066 CA THR 273 -1,563 -30,297 4,866 1.00 0.00
ATOM 4067 C THR 273 -1,000 -30,842 6,175 1.00 0.00
ATOM 4068 O THR 273 0.115 -30,497 6,583 1.00 0.00
ATOM 4069 CB THR 273 -1,938 -28,793 5,031 1.00 0.00
ATOM 4070 CG2 THR 273 -2,154 -28,065 3,705 1.00 0.00
ATOM 4071 OG1 THR 273 -3,009 -28,601 5,883 1.00 0.00
ATOM 4072 H THR 273 -3,589 -31,005 4,707 1.00 0.00
ATOM 4073 HA THR 273 -0.691 -30,416 4,224 1.00 0.00
ATOM 4074 HB THR 273 -1,055 -28,298 5,433 1.00 0.00
ATOM 4075 HG1 THR 273 -2,774 -28,495 6,808 1.00 0.00
ATOM 4076 HG21 THR 273 -2,129 -26,978 3,780 1.00 0.00
ATOM 4077 HG22 THR 273 -3,108 -28,427 3,320 1.00 0.00
ATOM 4078 HG23 THR 273 -1,505 -28,481 2,934 1.00 0.00
ATOM 4079 N ARG 274 -1,630 -31,783 6,851 1.00 0.00
ATOM 4080 CA ARG 274 -1,123 -32,395 8,125 1.00 0.00
ATOM 4081 C ARG 274 0.148 -33,296 7,854 1.00 0.00
ATOM 4082 O ARG 274 0.499 -33,673 6,725 1.00 0.00
ATOM 4083 CB ARG 274 -2,254 -33,218 8,753 1.00 0.00
ATOM 4084 CG ARG 274 -2,001 -33,660 10,242 1.00 0.00



ATOM 4085 CD ARG 274 -2,986 -34,760 10,591 1.00 0.00
ATOM 4086 NE ARG 274 -4,360 -34,278 10,447 1.00 0.00
ATOM 4087 CZ ARG 274 -5,316 -34,963 9,939 1.00 0.00
ATOM 4088 NH1 ARG 274 -5,282 -36,244 9,682 1.00 0.00
ATOM 4089 NH2 ARG 274 -6,466 -34,382 9,625 1.00 0.00
ATOM 4090 H ARG 274 -2,569 -32,010 6,560 1.00 0.00
ATOM 4091 HA ARG 274 -0.922 -31,533 8,760 1.00 0.00
ATOM 4092 HB2 ARG 274 -3,128 -32,569 8,723 1.00 0.00
ATOM 4093 HB3 ARG 274 -2,577 -34,010 8,077 1.00 0.00
ATOM 4094 HG2 ARG 274 -1,025 -34,128 10,370 1.00 0.00
ATOM 4095 HG3 ARG 274 -2,169 -32,906 11,011 1.00 0.00
ATOM 4096 HD2 ARG 274 -2,724 -35,605 9,954 1.00 0.00
ATOM 4097 HD3 ARG 274 -2,726 -34,970 11,628 1.00 0.00
ATOM 4098 HE ARG 274 -4,549 -33,296 10,589 1.00 0.00
ATOM 4099 HH11 ARG 274 -4,507 -36,799 10,015 1.00 0.00
ATOM 4100 HH12 ARG 274 -6,136 -36,703 9,400 1.00 0.00
ATOM 4101 HH21 ARG 274 -6,523 -33,374 9,667 1.00 0.00
ATOM 4102 HH22 ARG 274 -7,310 -34,904 9,436 1.00 0.00
ATOM 4103 N ILE 275 0.912 -33,522 8,900 1.00 0.00
ATOM 4104 CA ILE 275 2,144 -34,361 8,847 1.00 0.00
ATOM 4105 C ILE 275 1,912 -35,832 8,401 1.00 0.00
ATOM 4106 O ILE 275 0.810 -36,272 8,616 1.00 0.00
ATOM 4107 CB ILE 275 2,905 -34,174 10,157 1.00 0.00
ATOM 4108 CG1 ILE 275 4,424 -34,199 10,093 1.00 0.00
ATOM 4109 CG2 ILE 275 2,397 -35,148 11,226 1.00 0.00
ATOM 4110 CD1 ILE 275 5,061 -33,458 11,238 1.00 0.00
ATOM 4111 H ILE 275 0.621 -33,002 9,715 1.00 0.00
ATOM 4112 HA ILE 275 2,700 -33,906 8,027 1.00 0.00
ATOM 4113 HB ILE 275 2,640 -33,143 10,393 1.00 0.00
ATOM 4114 HG12 ILE 275 4,885 -35,177 9,948 1.00 0.00
ATOM 4115 HG13 ILE 275 4,625 -33,600 9,205 1.00 0.00
ATOM 4116 HG21 ILE 275 2,720 -36,168 11,014 1.00 0.00
ATOM 4117 HG22 ILE 275 1,323 -35,047 11,385 1.00 0.00
ATOM 4118 HG23 ILE 275 2,793 -34,862 12,200 1.00 0.00
ATOM 4119 HD11 ILE 275 4,997 -33,955 12,206 1.00 0.00
ATOM 4120 HD12 ILE 275 4,634 -32,455 11,285 1.00 0.00
ATOM 4121 HD13 ILE 275 6,127 -33,266 11,109 1.00 0.00
ATOM 4122 N THR 276 2,953 -36,516 8,093 1.00 0.00
ATOM 4123 CA THR 276 3,001 -37,987 7,929 1.00 0.00
ATOM 4124 C THR 276 4,171 -38,544 8,687 1.00 0.00
ATOM 4125 O THR 276 5,160 -37,846 8,979 1.00 0.00
ATOM 4126 CB THR 276 2,952 -38,375 6,397 1.00 0.00
ATOM 4127 CG2 THR 276 4,217 -37,944 5,747 1.00 0.00



ATOM 4128 OG1 THR 276 2,917 -39,782 6,222 1.00 0.00
ATOM 4129 H THR 276 3,827 -36,010 8,079 1.00 0.00
ATOM 4130 HA THR 276 2,082 -38,406 8,341 1.00 0.00
ATOM 4131 HB THR 276 2,100 -37,903 5,907 1.00 0.00
ATOM 4132 HG1 THR 276 3,065 -39,969 5,293 1.00 0.00
ATOM 4133 HG21 THR 276 4,996 -38,649 6,035 1.00 0.00
ATOM 4134 HG22 THR 276 4,460 -36,912 6,004 1.00 0.00
ATOM 4135 HG23 THR 276 4,204 -38,085 4,666 1.00 0.00
ATOM 4136 N PHE 277 4,192 -39,870 8,893 1.00 0.00
ATOM 4137 CA PHE 277 5,281 -40,462 9,746 1.00 0.00
ATOM 4138 C PHE 277 6,706 -40,312 9,090 1.00 0.00
ATOM 4139 O PHE 277 7,600 -39,947 9,845 1.00 0.00
ATOM 4140 CB PHE 277 4,744 -41,907 9,990 1.00 0.00
ATOM 4141 CG PHE 277 4,942 -42,427 11,399 1.00 0.00
ATOM 4142 CD1 PHE 277 4,017 -43,258 12,049 1.00 0.00
ATOM 4143 CD2 PHE 277 6,103 -42,139 12,096 1.00 0.00
ATOM 4144 CE1 PHE 277 4,127 -43,686 13,332 1.00 0.00
ATOM 4145 CE2 PHE 277 6,285 -42,623 13,370 1.00 0.00
ATOM 4146 CZ PHE 277 5,275 -43,354 14,022 1.00 0.00
ATOM 4147 H PHE 277 3,440 -40,391 8,465 1.00 0.00
ATOM 4148 HA PHE 277 5,304 -39,856 10,651 1.00 0.00
ATOM 4149 HB2 PHE 277 3,661 -41,901 9,875 1.00 0.00
ATOM 4150 HB3 PHE 277 5,250 -42,554 9,273 1.00 0.00
ATOM 4151 HD1 PHE 277 3,104 -43,359 11,481 1.00 0.00
ATOM 4152 HD2 PHE 277 6,810 -41,471 11,629 1.00 0.00
ATOM 4153 HE1 PHE 277 3,329 -44,251 13,792 1.00 0.00
ATOM 4154 HE2 PHE 277 7,142 -42,351 13,966 1.00 0.00
ATOM 4155 HZ PHE 277 5,351 -43,723 15,035 1.00 0.00
ATOM 4156 N ALA 278 6,721 -40,426 7,731 1.00 0.00
ATOM 4157 CA ALA 278 7,922 -40,024 6,949 1.00 0.00
ATOM 4158 C ALA 278 8,369 -38,521 7,139 1.00 0.00
ATOM 4159 O ALA 278 9,442 -38,272 6,624 1.00 0.00
ATOM 4160 CB ALA 278 7,680 -40,285 5,491 1.00 0.00
ATOM 4161 H ALA 278 5,865 -40,614 7,230 1.00 0.00
ATOM 4162 HA ALA 278 8,805 -40,629 7,155 1.00 0.00
ATOM 4163 HB1 ALA 278 8,551 -40,327 4,835 1.00 0.00
ATOM 4164 HB2 ALA 278 6,876 -39,668 5,090 1.00 0.00
ATOM 4165 HB3 ALA 278 7,085 -41,190 5,381 1.00 0.00
ATOM 4166 N GLU 279 7,582 -37,636 7,743 1.00 0.00
ATOM 4167 CA GLU 279 7,991 -36,289 8,083 1.00 0.00
ATOM 4168 C GLU 279 8,450 -36,245 9,564 1.00 0.00
ATOM 4169 O GLU 279 9,589 -35,823 9,873 1.00 0.00
ATOM 4170 CB GLU 279 6,938 -35,306 7,609 1.00 0.00



ATOM 4171 CG GLU 279 7,318 -33,806 7,951 1.00 0.00
ATOM 4172 CD GLU 279 6,457 -32,790 7,213 1.00 0.00
ATOM 4173 OE1 GLU 279 6,872 -31,639 7,031 1.00 0.00
ATOM 4174 OE2 GLU 279 5,361 -33,191 6,776 1.00 0.00
ATOM 4175 H GLU 279 6,748 -38,000 8,181 1.00 0.00
ATOM 4176 HA GLU 279 8,875 -36,025 7,502 1.00 0.00
ATOM 4177 HB2 GLU 279 6,772 -35,454 6,542 1.00 0.00
ATOM 4178 HB3 GLU 279 6,017 -35,470 8,169 1.00 0.00
ATOM 4179 HG2 GLU 279 7,212 -33,653 9,025 1.00 0.00
ATOM 4180 HG3 GLU 279 8,317 -33,563 7,588 1.00 0.00
ATOM 4181 N VAL 280 7,626 -36,772 10,494 1.00 0.00
ATOM 4182 CA VAL 280 7,885 -36,776 11,906 1.00 0.00
ATOM 4183 C VAL 280 9,340 -37,234 12,261 1.00 0.00
ATOM 4184 O VAL 280 10,032 -36,626 13,073 1.00 0.00
ATOM 4185 CB VAL 280 6,812 -37,632 12,608 1.00 0.00
ATOM 4186 CG1 VAL 280 7,174 -37,984 14,001 1.00 0.00
ATOM 4187 CG2 VAL 280 5,490 -36,935 12,610 1.00 0.00
ATOM 4188 H VAL 280 6,861 -37,340 10,155 1.00 0.00
ATOM 4189 HA VAL 280 7,707 -35,760 12,257 1.00 0.00
ATOM 4190 HB VAL 280 6,645 -38,550 12,043 1.00 0.00
ATOM 4191 HG11 VAL 280 6,416 -38,361 14,687 1.00 0.00
ATOM 4192 HG12 VAL 280 8,097 -38,559 13,937 1.00 0.00
ATOM 4193 HG13 VAL 280 7,421 -37,005 14,414 1.00 0.00
ATOM 4194 HG21 VAL 280 4,782 -37,658 13,015 1.00 0.00
ATOM 4195 HG22 VAL 280 5,192 -36,557 11,633 1.00 0.00
ATOM 4196 HG23 VAL 280 5,545 -36,101 13,310 1.00 0.00
ATOM 4197 N ILE 281 9,738 -38,436 11,785 1.00 0.00
ATOM 4198 CA ILE 281 11,054 -39,117 12,201 1.00 0.00
ATOM 4199 C ILE 281 12,317 -38,637 11,405 1.00 0.00
ATOM 4200 O ILE 281 13,389 -39,252 11,409 1.00 0.00
ATOM 4201 CB ILE 281 10,843 -40,646 12,166 1.00 0.00
ATOM 4202 CG1 ILE 281 10,834 -41,211 10,673 1.00 0.00
ATOM 4203 CG2 ILE 281 9,549 -40,974 13,010 1.00 0.00
ATOM 4204 CD1 ILE 281 10,289 -42,651 10,734 1.00 0.00
ATOM 4205 H ILE 281 9,090 -39,005 11,259 1.00 0.00
ATOM 4206 HA ILE 281 11,266 -38,898 13,247 1.00 0.00
ATOM 4207 HB ILE 281 11,630 -41,225 12,648 1.00 0.00
ATOM 4208 HG12 ILE 281 10,190 -40,577 10,063 1.00 0.00
ATOM 4209 HG13 ILE 281 11,833 -41,333 10,254 1.00 0.00
ATOM 4210 HG21 ILE 281 9,469 -40,381 13,920 1.00 0.00
ATOM 4211 HG22 ILE 281 9,512 -42,045 13,209 1.00 0.00
ATOM 4212 HG23 ILE 281 8,727 -40,665 12,364 1.00 0.00
ATOM 4213 HD11 ILE 281 10,698 -43,237 11,557 1.00 0.00



ATOM 4214 HD12 ILE 281 10,559 -43,123 9,790 1.00 0.00
ATOM 4215 HD13 ILE 281 9,201 -42,664 10,676 1.00 0.00
ATOM 4216 N GLU 282 12,097 -37,544 10,676 1.00 0.00
ATOM 4217 CA GLU 282 13,021 -36,836 9,830 1.00 0.00
ATOM 4218 C GLU 282 12,995 -35,321 10,065 1.00 0.00
ATOM 4219 O GLU 282 13,615 -34,565 9,301 1.00 0.00
ATOM 4220 CB GLU 282 12,809 -37,160 8,339 1.00 0.00
ATOM 4221 CG GLU 282 12,946 -38,669 8,078 1.00 0.00
ATOM 4222 CD GLU 282 14,410 -39,256 8,114 1.00 0.00
ATOM 4223 OE1 GLU 282 15,431 -38,501 7,984 1.00 0.00
ATOM 4224 OE2 GLU 282 14,517 -40,499 8,184 1.00 0.00
ATOM 4225 H GLU 282 11,130 -37,287 10,536 1.00 0.00
ATOM 4226 HA GLU 282 14,019 -37,219 10,044 1.00 0.00
ATOM 4227 HB2 GLU 282 11,797 -36,842 8,090 1.00 0.00
ATOM 4228 HB3 GLU 282 13,618 -36,609 7,861 1.00 0.00
ATOM 4229 HG2 GLU 282 12,208 -39,215 8,666 1.00 0.00
ATOM 4230 HG3 GLU 282 12,563 -38,785 7,065 1.00 0.00
ATOM 4231 N ASN 283 12,210 -34,796 11,054 1.00 0.00
ATOM 4232 CA ASN 283 11,836 -33,330 11,110 1.00 0.00
ATOM 4233 C ASN 283 12,978 -32,425 11,608 1.00 0.00
ATOM 4234 O ASN 283 13,876 -32,824 12,421 1.00 0.00
ATOM 4235 CB ASN 283 10,461 -33,138 11,860 1.00 0.00
ATOM 4236 CG ASN 283 10,061 -31,678 12,180 1.00 0.00
ATOM 4237 ND2 ASN 283 9,365 -31,106 11,251 1.00 0.00
ATOM 4238 OD1 ASN 283 10,503 -31,044 13,074 1.00 0.00
ATOM 4239 H ASN 283 11,649 -35,470 11,555 1.00 0.00
ATOM 4240 HA ASN 283 11,680 -33,031 10,073 1.00 0.00
ATOM 4241 HB2 ASN 283 9,732 -33,645 11,227 1.00 0.00
ATOM 4242 HB3 ASN 283 10,426 -33,728 12,777 1.00 0.00
ATOM 4243 HD21 ASN 283 9,124 -31,542 10,372 1.00 0.00
ATOM 4244 HD22 ASN 283 9,263 -30,102 11,296 1.00 0.00
ATOM 4245 N GLU 284 13,013 -31,162 11,224 1.00 0.00
ATOM 4246 CA GLU 284 13,989 -30,093 11,641 1.00 0.00
ATOM 4247 C GLU 284 14,208 -30,100 13,163 1.00 0.00
ATOM 4248 O GLU 284 15,357 -30,006 13,615 1.00 0.00
ATOM 4249 CB GLU 284 13,625 -28,706 11,122 1.00 0.00
ATOM 4250 CG GLU 284 13,253 -28,643 9,649 1.00 0.00
ATOM 4251 CD GLU 284 11,838 -29,134 9,510 1.00 0.00
ATOM 4252 OE1 GLU 284 11,630 -30,272 9,012 1.00 0.00
ATOM 4253 OE2 GLU 284 10,884 -28,383 9,927 1.00 0.00
ATOM 4254 H GLU 284 12,458 -30,976 10,401 1.00 0.00
ATOM 4255 HA GLU 284 14,949 -30,241 11,145 1.00 0.00
ATOM 4256 HB2 GLU 284 12,878 -28,282 11,793 1.00 0.00



ATOM 4257 HB3 GLU 284 14,569 -28,182 11,274 1.00 0.00
ATOM 4258 HG2 GLU 284 13,331 -27,643 9,224 1.00 0.00
ATOM 4259 HG3 GLU 284 13,903 -29,272 9,038 1.00 0.00
ATOM 4260 N TRP 285 13,132 -30,122 13,936 1.00 0.00
ATOM 4261 CA TRP 285 13,222 -30,298 15,418 1.00 0.00
ATOM 4262 C TRP 285 13,734 -31,638 15,989 1.00 0.00
ATOM 4263 O TRP 285 14,388 -31,628 17,022 1.00 0.00
ATOM 4264 CB TRP 285 11,795 -30,014 15,966 1.00 0.00
ATOM 4265 CG TRP 285 11,823 -29,835 17,421 1.00 0.00
ATOM 4266 CD1 TRP 285 12,307 -28,742 18,049 1.00 0.00
ATOM 4267 CD2 TRP 285 11,346 -30,684 18,514 1.00 0.00
ATOM 4268 CE2 TRP 285 11,660 -30,028 19,780 1.00 0.00
ATOM 4269 CE3 TRP 285 10,758 -31,954 18,596 1.00 0.00
ATOM 4270 NE1 TRP 285 12,302 -28,851 19,445 1.00 0.00
ATOM 4271 CZ2 TRP 285 11,332 -30,534 21,023 1.00 0.00
ATOM 4272 CZ3 TRP 285 10,497 -32,557 19,838 1.00 0.00
ATOM 4273 CH2 TRP 285 10,756 -31,798 21,036 1.00 0.00
ATOM 4274 H TRP 285 12,185 -29,974 13,619 1.00 0.00
ATOM 4275 HA TRP 285 13,862 -29,480 15,752 1.00 0.00
ATOM 4276 HB2 TRP 285 11,421 -29,105 15,495 1.00 0.00
ATOM 4277 HB3 TRP 285 11,155 -30,873 15,761 1.00 0.00
ATOM 4278 HD1 TRP 285 12,820 -27,913 17,585 1.00 0.00
ATOM 4279 HE1 TRP 285 12,733 -28,169 20,053 1.00 0.00
ATOM 4280 HE3 TRP 285 10,529 -32,583 17,748 1.00 0.00
ATOM 4281 HZ2 TRP 285 11,538 -30,039 21,960 1.00 0.00
ATOM 4282 HZ3 TRP 285 9,993 -33,510 19,878 1.00 0.00
ATOM 4283 HH2 TRP 285 10,607 -32,351 21,953 1.00 0.00
ATOM 4284 N PHE 286 13,457 -32,766 15,243 1.00 0.00
ATOM 4285 CA PHE 286 13,603 -34,138 15,696 1.00 0.00
ATOM 4286 C PHE 286 14,999 -34,637 15,525 1.00 0.00
ATOM 4287 O PHE 286 15,408 -35,544 16,260 1.00 0.00
ATOM 4288 CB PHE 286 12,503 -34,961 14,971 1.00 0.00
ATOM 4289 CG PHE 286 12,511 -36,444 15,374 1.00 0.00
ATOM 4290 CD1 PHE 286 13,228 -37,352 14,573 1.00 0.00
ATOM 4291 CD2 PHE 286 11,763 -36,867 16,509 1.00 0.00
ATOM 4292 CE1 PHE 286 13,308 -38,683 14,946 1.00 0.00
ATOM 4293 CE2 PHE 286 11,777 -38,245 16,764 1.00 0.00
ATOM 4294 CZ PHE 286 12,604 -39,135 16,091 1.00 0.00
ATOM 4295 H PHE 286 13,065 -32,550 14,337 1.00 0.00
ATOM 4296 HA PHE 286 13,331 -34,129 16,752 1.00 0.00
ATOM 4297 HB2 PHE 286 11,514 -34,568 15,206 1.00 0.00
ATOM 4298 HB3 PHE 286 12,655 -34,844 13,898 1.00 0.00
ATOM 4299 HD1 PHE 286 13,764 -36,928 13,736 1.00 0.00



ATOM 4300 HD2 PHE 286 11,216 -36,118 17,063 1.00 0.00
ATOM 4301 HE1 PHE 286 13,960 -39,334 14,385 1.00 0.00
ATOM 4302 HE2 PHE 286 11,370 -38,657 17,676 1.00 0.00
ATOM 4303 HZ PHE 286 12,744 -40,134 16,478 1.00 0.00
ATOM 4304 N LYS 287 15,722 -34,244 14,433 1.00 0.00
ATOM 4305 CA LYS 287 16,819 -35,036 13,892 1.00 0.00
ATOM 4306 C LYS 287 17,935 -35,296 14,878 1.00 0.00
ATOM 4307 O LYS 287 18,462 -36,394 14,913 1.00 0.00
ATOM 4308 CB LYS 287 17,249 -34,252 12,609 1.00 0.00
ATOM 4309 CG LYS 287 18,508 -34,768 11,890 1.00 0.00
ATOM 4310 CD LYS 287 19,056 -33,831 10,764 1.00 0.00
ATOM 4311 CE LYS 287 20,442 -34,397 10,191 1.00 0.00
ATOM 4312 NZ LYS 287 20,781 -33,791 8,893 1.00 0.00
ATOM 4313 H LYS 287 15,348 -33,500 13,861 1.00 0.00
ATOM 4314 HA LYS 287 16,353 -35,972 13,586 1.00 0.00
ATOM 4315 HB2 LYS 287 16,363 -34,292 11,974 1.00 0.00
ATOM 4316 HB3 LYS 287 17,335 -33,217 12,940 1.00 0.00
ATOM 4317 HG2 LYS 287 19,378 -34,913 12,533 1.00 0.00
ATOM 4318 HG3 LYS 287 18,329 -35,764 11,485 1.00 0.00
ATOM 4319 HD2 LYS 287 18,230 -33,881 10,056 1.00 0.00
ATOM 4320 HD3 LYS 287 19,153 -32,834 11,196 1.00 0.00
ATOM 4321 HE2 LYS 287 21,249 -34,265 10,911 1.00 0.00
ATOM 4322 HE3 LYS 287 20,305 -35,471 10,066 1.00 0.00
ATOM 4323 HZ1 LYS 287 21,646 -34,222 8,597 1.00 0.00
ATOM 4324 HZ2 LYS 287 20,815 -32,786 8,973 1.00 0.00
ATOM 4325 HZ3 LYS 287 20,089 -34,044 8,201 1.00 0.00
ATOM 4326 N LYS 288 18,276 -34,292 15,751 1.00 0.00
ATOM 4327 CA LYS 288 19,470 -34,390 16,562 1.00 0.00
ATOM 4328 C LYS 288 19,490 -35,445 17,662 1.00 0.00
ATOM 4329 O LYS 288 18,558 -35,609 18,402 1.00 0.00
ATOM 4330 CB LYS 288 19,965 -32,945 17,038 1.00 0.00
ATOM 4331 CG LYS 288 18,941 -32,399 18,050 1.00 0.00
ATOM 4332 CD LYS 288 19,119 -30,997 18,488 1.00 0.00
ATOM 4333 CE LYS 288 19,857 -30,985 19,841 1.00 0.00
ATOM 4334 NZ LYS 288 20,246 -29,602 20,245 1.00 0.00
ATOM 4335 H LYS 288 17,917 -33,397 15,451 1.00 0.00
ATOM 4336 HA LYS 288 20,168 -34,725 15,794 1.00 0.00
ATOM 4337 HB2 LYS 288 20,965 -33,051 17,461 1.00 0.00
ATOM 4338 HB3 LYS 288 20,038 -32,337 16,136 1.00 0.00
ATOM 4339 HG2 LYS 288 17,965 -32,350 17,569 1.00 0.00
ATOM 4340 HG3 LYS 288 18,895 -33,114 18,872 1.00 0.00
ATOM 4341 HD2 LYS 288 19,590 -30,389 17,715 1.00 0.00
ATOM 4342 HD3 LYS 288 18,127 -30,582 18,665 1.00 0.00



ATOM 4343 HE2 LYS 288 19,259 -31,375 20,665 1.00 0.00
ATOM 4344 HE3 LYS 288 20,779 -31,552 19,717 1.00 0.00
ATOM 4345 HZ1 LYS 288 20,919 -29,198 19,610 1.00 0.00
ATOM 4346 HZ2 LYS 288 20,668 -29,639 21,161 1.00 0.00
ATOM 4347 HZ3 LYS 288 19,389 -29,083 20,370 1.00 0.00
ATOM 4348 N GLY 289 20,604 -36,174 17,647 1.00 0.00
ATOM 4349 CA GLY 289 20,788 -37,275 18,602 1.00 0.00
ATOM 4350 C GLY 289 20,097 -38,625 18,456 1.00 0.00
ATOM 4351 O GLY 289 20,415 -39,532 19,208 1.00 0.00
ATOM 4352 H GLY 289 21,331 -35,913 16,996 1.00 0.00
ATOM 4353 HA2 GLY 289 21,850 -37,458 18,765 1.00 0.00
ATOM 4354 HA3 GLY 289 20,372 -36,994 19,569 1.00 0.00
ATOM 4355 N TYR 290 19,179 -38,768 17,500 1.00 0.00
ATOM 4356 CA TYR 290 18,548 -40,080 17,122 1.00 0.00
ATOM 4357 C TYR 290 19,379 -40,784 16,068 1.00 0.00
ATOM 4358 O TYR 290 20,020 -40,172 15,228 1.00 0.00
ATOM 4359 CB TYR 290 17,045 -39,920 16,748 1.00 0.00
ATOM 4360 CG TYR 290 16,255 -41,199 16,357 1.00 0.00
ATOM 4361 CD1 TYR 290 16,050 -42,178 17,313 1.00 0.00
ATOM 4362 CD2 TYR 290 15,841 -41,455 15,003 1.00 0.00
ATOM 4363 CE1 TYR 290 15,471 -43,357 16,962 1.00 0.00
ATOM 4364 CE2 TYR 290 15,269 -42,671 14,625 1.00 0.00
ATOM 4365 CZ TYR 290 15,131 -43,641 15,632 1.00 0.00
ATOM 4366 OH TYR 290 14,696 -44,843 15,291 1.00 0.00
ATOM 4367 H TYR 290 19,022 -37,979 16,890 1.00 0.00
ATOM 4368 HA TYR 290 18,500 -40,712 18,009 1.00 0.00
ATOM 4369 HB2 TYR 290 16,418 -39,520 17,545 1.00 0.00
ATOM 4370 HB3 TYR 290 16,946 -39,175 15,959 1.00 0.00
ATOM 4371 HD1 TYR 290 16,237 -41,971 18,357 1.00 0.00
ATOM 4372 HD2 TYR 290 16,064 -40,691 14,272 1.00 0.00
ATOM 4373 HE1 TYR 290 15,313 -44,123 17,706 1.00 0.00
ATOM 4374 HE2 TYR 290 14,992 -42,859 13,598 1.00 0.00
ATOM 4375 HH TYR 290 14,515 -45,292 16,119 1.00 0.00
ATOM 4376 N LYS 291 19,452 -42,144 16,081 1.00 0.00
ATOM 4377 CA LYS 291 19,594 -42,935 14,845 1.00 0.00
ATOM 4378 C LYS 291 18,779 -44,219 14,879 1.00 0.00
ATOM 4379 O LYS 291 18,594 -44,911 15,861 1.00 0.00
ATOM 4380 CB LYS 291 21,091 -43,226 14,600 1.00 0.00
ATOM 4381 CG LYS 291 21,699 -44,331 15,566 1.00 0.00
ATOM 4382 CD LYS 291 23,110 -44,790 15,183 1.00 0.00
ATOM 4383 CE LYS 291 23,918 -43,569 15,332 1.00 0.00
ATOM 4384 NZ LYS 291 25,372 -43,965 15,159 1.00 0.00
ATOM 4385 H LYS 291 19,014 -42,627 16,852 1.00 0.00



ATOM 4386 HA LYS 291 19,327 -42,277 14,019 1.00 0.00
ATOM 4387 HB2 LYS 291 21,126 -43,574 13,567 1.00 0.00
ATOM 4388 HB3 LYS 291 21,665 -42,299 14,607 1.00 0.00
ATOM 4389 HG2 LYS 291 21,751 -44,000 16,603 1.00 0.00
ATOM 4390 HG3 LYS 291 21,117 -45,252 15,535 1.00 0.00
ATOM 4391 HD2 LYS 291 23,505 -45,512 15,898 1.00 0.00
ATOM 4392 HD3 LYS 291 23,045 -45,171 14,164 1.00 0.00
ATOM 4393 HE2 LYS 291 23,650 -42,752 14,664 1.00 0.00
ATOM 4394 HE3 LYS 291 23,900 -43,301 16,389 1.00 0.00
ATOM 4395 HZ1 LYS 291 25,635 -44,251 14,228 1.00 0.00
ATOM 4396 HZ2 LYS 291 25,644 -44,678 15,821 1.00 0.00
ATOM 4397 HZ3 LYS 291 25,969 -43,156 15,262 1.00 0.00
ATOM 4398 N ALA 292 18,353 -44,585 13,703 1.00 0.00
ATOM 4399 CA ALA 292 17,385 -45,729 13,486 1.00 0.00
ATOM 4400 C ALA 292 18,189 -47,001 13,491 1.00 0.00
ATOM 4401 O ALA 292 19,317 -47,083 12,997 1.00 0.00
ATOM 4402 CB ALA 292 16,619 -45,532 12,209 1.00 0.00
ATOM 4403 H ALA 292 18,625 -43,984 12,938 1.00 0.00
ATOM 4404 HA ALA 292 16,675 -45,646 14,309 1.00 0.00
ATOM 4405 HB1 ALA 292 16,005 -44,637 12,301 1.00 0.00
ATOM 4406 HB2 ALA 292 15,961 -46,381 12,021 1.00 0.00
ATOM 4407 HB3 ALA 292 17,288 -45,350 11,367 1.00 0.00
ATOM 4408 N PRO 293 17,516 -48,123 13,899 1.00 0.00
ATOM 4409 CA PRO 293 18,249 -49,416 14,082 1.00 0.00
ATOM 4410 C PRO 293 18,579 -50,065 12,715 1.00 0.00
ATOM 4411 O PRO 293 18,164 -49,558 11,698 1.00 0.00
ATOM 4412 CB PRO 293 17,204 -50,272 14,788 1.00 0.00
ATOM 4413 CG PRO 293 15,842 -49,695 14,458 1.00 0.00
ATOM 4414 CD PRO 293 16,164 -48,191 14,426 1.00 0.00
ATOM 4415 HA PRO 293 19,094 -49,398 14,769 1.00 0.00
ATOM 4416 HB2 PRO 293 17,353 -51,300 14,460 1.00 0.00
ATOM 4417 HB3 PRO 293 17,447 -50,184 15,848 1.00 0.00
ATOM 4418 HG2 PRO 293 15,520 -50,177 13,535 1.00 0.00
ATOM 4419 HG3 PRO 293 15,299 -50,034 15,340 1.00 0.00
ATOM 4420 HD2 PRO 293 15,453 -47,730 13,741 1.00 0.00
ATOM 4421 HD3 PRO 293 16,142 -47,903 15,477 1.00 0.00
ATOM 4422 N LYS 294 19,505 -51,049 12,670 1.00 0.00
ATOM 4423 CA LYS 294 20,059 -51,783 11,482 1.00 0.00
ATOM 4424 C LYS 294 18,920 -52,624 10,746 1.00 0.00
ATOM 4425 O LYS 294 17,835 -52,904 11,342 1.00 0.00
ATOM 4426 CB LYS 294 21,272 -52,611 11,920 1.00 0.00
ATOM 4427 CG LYS 294 22,184 -51,903 12,997 1.00 0.00
ATOM 4428 CD LYS 294 23,452 -52,771 13,288 1.00 0.00



ATOM 4429 CE LYS 294 24,522 -52,318 14,239 1.00 0.00
ATOM 4430 NZ LYS 294 25,182 -51,097 13,647 1.00 0.00
ATOM 4431 H LYS 294 19,748 -51,395 13,587 1.00 0.00
ATOM 4432 HA LYS 294 20,388 -51,005 10,794 1.00 0.00
ATOM 4433 HB2 LYS 294 20,905 -53,496 12,440 1.00 0.00
ATOM 4434 HB3 LYS 294 21,826 -53,121 11,132 1.00 0.00
ATOM 4435 HG2 LYS 294 22,495 -50,946 12,575 1.00 0.00
ATOM 4436 HG3 LYS 294 21,620 -51,683 13,903 1.00 0.00
ATOM 4437 HD2 LYS 294 23,275 -53,832 13,466 1.00 0.00
ATOM 4438 HD3 LYS 294 23,888 -52,764 12,288 1.00 0.00
ATOM 4439 HE2 LYS 294 24,081 -52,103 15,212 1.00 0.00
ATOM 4440 HE3 LYS 294 25,283 -53,079 14,408 1.00 0.00
ATOM 4441 HZ1 LYS 294 25,599 -51,285 12,745 1.00 0.00
ATOM 4442 HZ2 LYS 294 25,914 -50,791 14,272 1.00 0.00
ATOM 4443 HZ3 LYS 294 24,495 -50,360 13,708 1.00 0.00
ATOM 4444 N PHE 295 19,313 -53,033 9,567 1.00 0.00
ATOM 4445 CA PHE 295 18,482 -53,799 8,668 1.00 0.00
ATOM 4446 C PHE 295 18,090 -55,176 9,299 1.00 0.00
ATOM 4447 O PHE 295 19,050 -55,914 9,717 1.00 0.00
ATOM 4448 CB PHE 295 19,164 -53,814 7,344 1.00 0.00
ATOM 4449 CG PHE 295 18,593 -54,690 6,350 1.00 0.00
ATOM 4450 CD1 PHE 295 17,187 -54,643 6,105 1.00 0.00
ATOM 4451 CD2 PHE 295 19,315 -55,807 5,895 1.00 0.00
ATOM 4452 CE1 PHE 295 16,535 -55,577 5,218 1.00 0.00
ATOM 4453 CE2 PHE 295 18,699 -56,757 5,058 1.00 0.00
ATOM 4454 CZ PHE 295 17,345 -56,638 4,731 1.00 0.00
ATOM 4455 H PHE 295 20,193 -52,616 9,297 1.00 0.00
ATOM 4456 HA PHE 295 17,592 -53,237 8,383 1.00 0.00
ATOM 4457 HB2 PHE 295 19,136 -52,788 6,973 1.00 0.00
ATOM 4458 HB3 PHE 295 20,233 -54,030 7,371 1.00 0.00
ATOM 4459 HD1 PHE 295 16,573 -53,901 6,595 1.00 0.00
ATOM 4460 HD2 PHE 295 20,356 -55,992 6,111 1.00 0.00
ATOM 4461 HE1 PHE 295 15,490 -55,537 4,947 1.00 0.00
ATOM 4462 HE2 PHE 295 19,286 -57,585 4,688 1.00 0.00
ATOM 4463 HZ PHE 295 16,916 -57,412 4,113 1.00 0.00
ATOM 4464 N GLU 296 16,767 -55,545 9,402 1.00 0.00
ATOM 4465 CA GLU 296 16,243 -56,726 10,037 1.00 0.00
ATOM 4466 C GLU 296 14,972 -57,263 9,297 1.00 0.00
ATOM 4467 O GLU 296 14,108 -56,481 8,966 1.00 0.00
ATOM 4468 CB GLU 296 15,994 -56,590 11,558 1.00 0.00
ATOM 4469 CG GLU 296 17,250 -56,369 12,364 1.00 0.00
ATOM 4470 CD GLU 296 17,084 -56,658 13,907 1.00 0.00
ATOM 4471 OE1 GLU 296 15,990 -56,314 14,428 1.00 0.00



ATOM 4472 OE2 GLU 296 17,979 -57,344 14,461 1.00 0.00
ATOM 4473 H GLU 296 16,074 -54,842 9,190 1.00 0.00
ATOM 4474 HA GLU 296 17,029 -57,476 9,950 1.00 0.00
ATOM 4475 HB2 GLU 296 15,344 -55,750 11,800 1.00 0.00
ATOM 4476 HB3 GLU 296 15,509 -57,487 11,943 1.00 0.00
ATOM 4477 HG2 GLU 296 18,020 -57,044 11,990 1.00 0.00
ATOM 4478 HG3 GLU 296 17,496 -55,312 12,270 1.00 0.00
ATOM 4479 N ASN 297 14,957 -58,591 8,979 1.00 0.00
ATOM 4480 CA ASN 297 13,694 -59,272 8,747 1.00 0.00
ATOM 4481 C ASN 297 12,828 -59,448 10,023 1.00 0.00
ATOM 4482 O ASN 297 13,322 -59,768 11,124 1.00 0.00
ATOM 4483 CB ASN 297 14,100 -60,613 8,247 1.00 0.00
ATOM 4484 CG ASN 297 12,978 -61,388 7,549 1.00 0.00
ATOM 4485 ND2 ASN 297 13,170 -62,706 7,343 1.00 0.00
ATOM 4486 OD1 ASN 297 11,979 -60,886 7,106 1.00 0.00
ATOM 4487 H ASN 297 15,778 -59,102 9,272 1.00 0.00
ATOM 4488 HA ASN 297 13,108 -58,668 8,054 1.00 0.00
ATOM 4489 HB2 ASN 297 14,984 -60,559 7,611 1.00 0.00
ATOM 4490 HB3 ASN 297 14,303 -61,282 9,083 1.00 0.00
ATOM 4491 HD21 ASN 297 13,951 -63,183 7,771 1.00 0.00
ATOM 4492 HD22 ASN 297 12,537 -63,199 6,730 1.00 0.00
ATOM 4493 N ALA 298 11,501 -59,233 9,821 1.00 0.00
ATOM 4494 CA ALA 298 10,383 -59,316 10,812 1.00 0.00
ATOM 4495 C ALA 298 10,098 -60,818 11,236 1.00 0.00
ATOM 4496 O ALA 298 10,076 -61,663 10,367 1.00 0.00
ATOM 4497 CB ALA 298 9,063 -58,627 10,308 1.00 0.00
ATOM 4498 H ALA 298 11,224 -58,925 8,901 1.00 0.00
ATOM 4499 HA ALA 298 10,639 -58,889 11,782 1.00 0.00
ATOM 4500 HB1 ALA 298 9,236 -57,567 10,116 1.00 0.00
ATOM 4501 HB2 ALA 298 8,207 -58,842 10,946 1.00 0.00
ATOM 4502 HB3 ALA 298 8,731 -59,053 9,361 1.00 0.00
ATOM 4503 N ASP 299 9,954 -61,028 12,502 1.00 0.00
ATOM 4504 CA ASP 299 9,892 -62,349 13,130 1.00 0.00
ATOM 4505 C ASP 299 8,996 -62,342 14,427 1.00 0.00
ATOM 4506 O ASP 299 9,090 -61,396 15,292 1.00 0.00
ATOM 4507 CB ASP 299 11,351 -62,630 13,385 1.00 0.00
ATOM 4508 CG ASP 299 11,571 -64,052 13,789 1.00 0.00
ATOM 4509 OD1 ASP 299 11,478 -64,471 14,975 1.00 0.00
ATOM 4510 OD2 ASP 299 11,872 -64,844 12,878 1.00 0.00
ATOM 4511 H ASP 299 10,337 -60,286 13,071 1.00 0.00
ATOM 4512 HA ASP 299 9,672 -63,097 12,370 1.00 0.00
ATOM 4513 HB2 ASP 299 11,931 -62,464 12,477 1.00 0.00
ATOM 4514 HB3 ASP 299 11,704 -61,978 14,184 1.00 0.00



ATOM 4515 N VAL 300 7,953 -63,153 14,469 1.00 0.00
ATOM 4516 CA VAL 300 6,941 -63,160 15,533 1.00 0.00
ATOM 4517 C VAL 300 7,499 -63,428 16,929 1.00 0.00
ATOM 4518 O VAL 300 8,622 -63,786 17,169 1.00 0.00
ATOM 4519 CB VAL 300 5,822 -64,189 15,207 1.00 0.00
ATOM 4520 CG1 VAL 300 5,269 -64,148 13,819 1.00 0.00
ATOM 4521 CG2 VAL 300 6,352 -65,677 15,355 1.00 0.00
ATOM 4522 H VAL 300 8,074 -63,984 13,907 1.00 0.00
ATOM 4523 HA VAL 300 6,393 -62,218 15,557 1.00 0.00
ATOM 4524 HB VAL 300 5,010 -64,054 15,922 1.00 0.00
ATOM 4525 HG11 VAL 300 5,013 -63,152 13,457 1.00 0.00
ATOM 4526 HG12 VAL 300 5,969 -64,547 13,085 1.00 0.00
ATOM 4527 HG13 VAL 300 4,286 -64,620 13,786 1.00 0.00
ATOM 4528 HG21 VAL 300 6,488 -65,804 16,430 1.00 0.00
ATOM 4529 HG22 VAL 300 7,239 -65,966 14,791 1.00 0.00
ATOM 4530 HG23 VAL 300 5,496 -66,331 15,189 1.00 0.00
ATOM 4531 N SER 301 6,666 -63,268 17,926 1.00 0.00
ATOM 4532 CA SER 301 7,015 -63,329 19,336 1.00 0.00
ATOM 4533 C SER 301 7,315 -64,751 19,758 1.00 0.00
ATOM 4534 O SER 301 6,678 -65,733 19,321 1.00 0.00
ATOM 4535 CB SER 301 5,841 -62,801 20,108 1.00 0.00
ATOM 4536 OG SER 301 6,261 -62,633 21,436 1.00 0.00
ATOM 4537 H SER 301 5,733 -62,974 17,674 1.00 0.00
ATOM 4538 HA SER 301 7,845 -62,669 19,590 1.00 0.00
ATOM 4539 HB2 SER 301 5,638 -61,811 19,700 1.00 0.00
ATOM 4540 HB3 SER 301 4,918 -63,378 20,061 1.00 0.00
ATOM 4541 HG SER 301 5,441 -62,585 21,932 1.00 0.00
ATOM 4542 N LEU 302 8,384 -64,861 20,523 1.00 0.00
ATOM 4543 CA LEU 302 8,907 -66,138 20,961 1.00 0.00
ATOM 4544 C LEU 302 8,293 -66,525 22,326 1.00 0.00
ATOM 4545 O LEU 302 8,905 -67,142 23,182 1.00 0.00
ATOM 4546 CB LEU 302 10,470 -66,152 20,928 1.00 0.00
ATOM 4547 CG LEU 302 11,248 -65,564 19,734 1.00 0.00
ATOM 4548 CD1 LEU 302 12,711 -65,825 19,994 1.00 0.00
ATOM 4549 CD2 LEU 302 10,819 -66,108 18,383 1.00 0.00
ATOM 4550 H LEU 302 8,834 -64,008 20,822 1.00 0.00
ATOM 4551 HA LEU 302 8,545 -66,823 20,194 1.00 0.00
ATOM 4552 HB2 LEU 302 10,728 -65,760 21,912 1.00 0.00
ATOM 4553 HB3 LEU 302 10,721 -67,212 20,978 1.00 0.00
ATOM 4554 HG LEU 302 11,181 -64,477 19,673 1.00 0.00
ATOM 4555 HD11 LEU 302 13,013 -65,665 21,028 1.00 0.00
ATOM 4556 HD12 LEU 302 13,225 -65,041 19,439 1.00 0.00
ATOM 4557 HD13 LEU 302 12,942 -66,826 19,630 1.00 0.00



ATOM 4558 HD21 LEU 302 10,493 -67,130 18,579 1.00 0.00
ATOM 4559 HD22 LEU 302 9,930 -65,515 18,172 1.00 0.00
ATOM 4560 HD23 LEU 302 11,623 -65,886 17,683 1.00 0.00
ATOM 4561 N ASP 303 6,974 -66,312 22,478 1.00 0.00
ATOM 4562 CA ASP 303 6,181 -66,957 23,469 1.00 0.00
ATOM 4563 C ASP 303 4,705 -67,049 23,041 1.00 0.00
ATOM 4564 O ASP 303 4,231 -66,195 22,275 1.00 0.00
ATOM 4565 CB ASP 303 6,232 -66,042 24,691 1.00 0.00
ATOM 4566 CG ASP 303 5,710 -66,713 26,006 1.00 0.00
ATOM 4567 OD1 ASP 303 5,830 -67,925 26,128 1.00 0.00
ATOM 4568 OD2 ASP 303 5,282 -65,932 26,916 1.00 0.00
ATOM 4569 H ASP 303 6,436 -65,787 21,804 1.00 0.00
ATOM 4570 HA ASP 303 6,488 -67,978 23,698 1.00 0.00
ATOM 4571 HB2 ASP 303 7,277 -65,770 24,842 1.00 0.00
ATOM 4572 HB3 ASP 303 5,718 -65,117 24,431 1.00 0.00
ATOM 4573 N ASP 304 4,051 -68,155 23,453 1.00 0.00
ATOM 4574 CA ASP 304 2,697 -68,453 23,176 1.00 0.00
ATOM 4575 C ASP 304 1,783 -67,441 23,931 1.00 0.00
ATOM 4576 O ASP 304 2,087 -67,086 25,074 1.00 0.00
ATOM 4577 CB ASP 304 2,324 -69,954 23,546 1.00 0.00
ATOM 4578 CG ASP 304 0.798 -70,187 23,553 1.00 0.00
ATOM 4579 OD1 ASP 304 0.177 -69,844 22,524 1.00 0.00
ATOM 4580 OD2 ASP 304 0.297 -70,576 24,634 1.00 0.00
ATOM 4581 H ASP 304 4,584 -68,857 23,946 1.00 0.00
ATOM 4582 HA ASP 304 2,548 -68,277 22,111 1.00 0.00
ATOM 4583 HB2 ASP 304 2,797 -70,570 22,783 1.00 0.00
ATOM 4584 HB3 ASP 304 2,727 -70,256 24,513 1.00 0.00
ATOM 4585 N VAL 305 0.743 -66,904 23,339 1.00 0.00
ATOM 4586 CA VAL 305 -0.272 -65,992 23,869 1.00 0.00
ATOM 4587 C VAL 305 -1,763 -66,525 23,596 1.00 0.00
ATOM 4588 O VAL 305 -2,718 -65,831 23,855 1.00 0.00
ATOM 4589 CB VAL 305 0.033 -64,496 23,515 1.00 0.00
ATOM 4590 CG1 VAL 305 -0.421 -64,073 22,114 1.00 0.00
ATOM 4591 CG2 VAL 305 -0.701 -63,531 24,449 1.00 0.00
ATOM 4592 H VAL 305 0.595 -67,238 22,397 1.00 0.00
ATOM 4593 HA VAL 305 -0.129 -65,928 24,947 1.00 0.00
ATOM 4594 HB VAL 305 1,087 -64,266 23,675 1.00 0.00
ATOM 4595 HG11 VAL 305 0.152 -63,158 21,957 1.00 0.00
ATOM 4596 HG12 VAL 305 -0.117 -64,843 21,405 1.00 0.00
ATOM 4597 HG13 VAL 305 -1,504 -64,006 22,017 1.00 0.00
ATOM 4598 HG21 VAL 305 -1,742 -63,555 24,126 1.00 0.00
ATOM 4599 HG22 VAL 305 -0.302 -62,575 24,109 1.00 0.00
ATOM 4600 HG23 VAL 305 -0.481 -63,792 25,483 1.00 0.00



ATOM 4601 N ASP 306 -1,933 -67,735 23,066 1.00 0.00
ATOM 4602 CA ASP 306 -3,146 -68,320 22,596 1.00 0.00
ATOM 4603 C ASP 306 -3,518 -69,608 23,291 1.00 0.00
ATOM 4604 O ASP 306 -4,610 -69,750 23,741 1.00 0.00
ATOM 4605 CB ASP 306 -3,038 -68,367 21,049 1.00 0.00
ATOM 4606 CG ASP 306 -4,268 -68,847 20,360 1.00 0.00
ATOM 4607 OD1 ASP 306 -5,052 -67,992 19,984 1.00 0.00
ATOM 4608 OD2 ASP 306 -4,428 -70,088 20,183 1.00 0.00
ATOM 4609 H ASP 306 -1,082 -68,265 22,947 1.00 0.00
ATOM 4610 HA ASP 306 -3,916 -67,596 22,863 1.00 0.00
ATOM 4611 HB2 ASP 306 -2,884 -67,349 20,693 1.00 0.00
ATOM 4612 HB3 ASP 306 -2,144 -68,944 20,815 1.00 0.00
ATOM 4613 N ALA 307 -2,633 -70,560 23,333 1.00 0.00
ATOM 4614 CA ALA 307 -3,029 -71,871 23,974 1.00 0.00
ATOM 4615 C ALA 307 -2,912 -71,683 25,541 1.00 0.00
ATOM 4616 O ALA 307 -3,734 -72,237 26,345 1.00 0.00
ATOM 4617 CB ALA 307 -2,154 -73,042 23,535 1.00 0.00
ATOM 4618 H ALA 307 -1,708 -70,470 22,938 1.00 0.00
ATOM 4619 HA ALA 307 -4,065 -72,164 23,804 1.00 0.00
ATOM 4620 HB1 ALA 307 -1,135 -72,683 23,674 1.00 0.00
ATOM 4621 HB2 ALA 307 -2,487 -73,187 22,507 1.00 0.00
ATOM 4622 HB3 ALA 307 -2,320 -73,905 24,180 1.00 0.00
ATOM 4623 N ILE 308 -2,009 -70,840 25,975 1.00 0.00
ATOM 4624 CA ILE 308 -1,948 -70,489 27,421 1.00 0.00
ATOM 4625 C ILE 308 -3,205 -69,648 27,795 1.00 0.00
ATOM 4626 O ILE 308 -3,413 -69,361 28,978 1.00 0.00
ATOM 4627 CB ILE 308 -0.713 -69,642 27,589 1.00 0.00
ATOM 4628 CG1 ILE 308 -0.300 -69,541 29,062 1.00 0.00
ATOM 4629 CG2 ILE 308 -0.886 -68,189 26,983 1.00 0.00
ATOM 4630 CD1 ILE 308 0.912 -70,415 29,336 1.00 0.00
ATOM 4631 H ILE 308 -1,297 -70,486 25,352 1.00 0.00
ATOM 4632 HA ILE 308 -1,805 -71,361 28,060 1.00 0.00
ATOM 4633 HB ILE 308 0.166 -70,091 27,129 1.00 0.00
ATOM 4634 HG12 ILE 308 0.043 -68,516 29,197 1.00 0.00
ATOM 4635 HG13 ILE 308 -1,144 -69,661 29,741 1.00 0.00
ATOM 4636 HG21 ILE 308 -1,198 -68,248 25,940 1.00 0.00
ATOM 4637 HG22 ILE 308 0.107 -67,739 26,991 1.00 0.00
ATOM 4638 HG23 ILE 308 -1,536 -67,513 27,538 1.00 0.00
ATOM 4639 HD11 ILE 308 0.754 -71,489 29,238 1.00 0.00
ATOM 4640 HD12 ILE 308 1,204 -70,214 30,366 1.00 0.00
ATOM 4641 HD13 ILE 308 1,754 -70,104 28,719 1.00 0.00
ATOM 4642 N PHE 309 -4,034 -69,145 26,837 1.00 0.00
ATOM 4643 CA PHE 309 -5,152 -68,180 27,092 1.00 0.00



ATOM 4644 C PHE 309 -6,273 -68,785 27,949 1.00 0.00
ATOM 4645 O PHE 309 -7,119 -67,997 28,455 1.00 0.00
ATOM 4646 CB PHE 309 -5,595 -67,551 25,745 1.00 0.00
ATOM 4647 CG PHE 309 -5,978 -66,067 25,800 1.00 0.00
ATOM 4648 CD1 PHE 309 -7,269 -65,635 25,500 1.00 0.00
ATOM 4649 CD2 PHE 309 -4,928 -65,148 26,071 1.00 0.00
ATOM 4650 CE1 PHE 309 -7,511 -64,238 25,616 1.00 0.00
ATOM 4651 CE2 PHE 309 -5,262 -63,751 26,190 1.00 0.00
ATOM 4652 CZ PHE 309 -6,546 -63,322 25,903 1.00 0.00
ATOM 4653 H PHE 309 -3,898 -69,395 25,868 1.00 0.00
ATOM 4654 HA PHE 309 -4,657 -67,434 27,714 1.00 0.00
ATOM 4655 HB2 PHE 309 -4,774 -67,583 25,030 1.00 0.00
ATOM 4656 HB3 PHE 309 -6,358 -68,277 25,461 1.00 0.00
ATOM 4657 HD1 PHE 309 -8,085 -66,259 25,169 1.00 0.00
ATOM 4658 HD2 PHE 309 -3,923 -65,504 26,247 1.00 0.00
ATOM 4659 HE1 PHE 309 -8,525 -63,899 25,471 1.00 0.00
ATOM 4660 HE2 PHE 309 -4,439 -63,071 26,349 1.00 0.00
ATOM 4661 HZ PHE 309 -6,796 -62,272 25,940 1.00 0.00
ATOM 4662 N ASP 310 -6,238 -70,040 28,316 1.00 0.00
ATOM 4663 CA ASP 310 -7,247 -70,759 29,130 1.00 0.00
ATOM 4664 C ASP 310 -6,544 -71,813 30,025 1.00 0.00
ATOM 4665 O ASP 310 -5,661 -72,518 29,572 1.00 0.00
ATOM 4666 CB ASP 310 -8,205 -71,526 28,158 1.00 0.00
ATOM 4667 CG ASP 310 -9,196 -72,377 28,920 1.00 0.00
ATOM 4668 OD1 ASP 310 -9,958 -71,833 29,742 1.00 0.00
ATOM 4669 OD2 ASP 310 -9,318 -73,596 28,618 1.00 0.00
ATOM 4670 H ASP 310 -5,560 -70,650 27,882 1.00 0.00
ATOM 4671 HA ASP 310 -7,870 -70,033 29,652 1.00 0.00
ATOM 4672 HB2 ASP 310 -8,669 -70,800 27,491 1.00 0.00
ATOM 4673 HB3 ASP 310 -7,646 -72,178 27,485 1.00 0.00
ATOM 4674 N ASP 311 -6,967 -71,976 31,281 1.00 0.00
ATOM 4675 CA ASP 311 -6,632 -73,095 32,195 1.00 0.00
ATOM 4676 C ASP 311 -5,133 -73,547 32,198 1.00 0.00
ATOM 4677 O ASP 311 -4,800 -74,692 32,097 1.00 0.00
ATOM 4678 CB ASP 311 -7,576 -74,307 32,021 1.00 0.00
ATOM 4679 CG ASP 311 -7,933 -74,880 33,393 1.00 0.00
ATOM 4680 OD1 ASP 311 -7,763 -74,199 34,436 1.00 0.00
ATOM 4681 OD2 ASP 311 -8,073 -76,121 33,455 1.00 0.00
ATOM 4682 H ASP 311 -7,782 -71,407 31,456 1.00 0.00
ATOM 4683 HA ASP 311 -6,757 -72,631 33,173 1.00 0.00
ATOM 4684 HB2 ASP 311 -8,516 -73,962 31,591 1.00 0.00
ATOM 4685 HB3 ASP 311 -7,206 -75,100 31,372 1.00 0.00
ATOM 4686 N SER 312 -4,222 -72,579 32,147 1.00 0.00



ATOM 4687 CA SER 312 -2,746 -72,788 31,860 1.00 0.00
ATOM 4688 C SER 312 -1,821 -71,792 32,575 1.00 0.00
ATOM 4689 O SER 312 -2,182 -71,018 33,457 1.00 0.00
ATOM 4690 CB SER 312 -2,558 -72,640 30,378 1.00 0.00
ATOM 4691 OG SER 312 -3,261 -73,557 29,664 1.00 0.00
ATOM 4692 H SER 312 -4,500 -71,611 32,238 1.00 0.00
ATOM 4693 HA SER 312 -2,438 -73,778 32,196 1.00 0.00
ATOM 4694 HB2 SER 312 -2,824 -71,647 30,014 1.00 0.00
ATOM 4695 HB3 SER 312 -1,510 -72,776 30,111 1.00 0.00
ATOM 4696 HG SER 312 -4,177 -73,438 29,926 1.00 0.00
ATOM 4697 N GLY 313 -0.529 -71,920 32,257 1.00 0.00
ATOM 4698 CA GLY 313 0.619 -71,176 32,863 1.00 0.00
ATOM 4699 C GLY 313 1,215 -71,881 34,073 1.00 0.00
ATOM 4700 O GLY 313 2,434 -72,159 34,072 1.00 0.00
ATOM 4701 H GLY 313 -0.320 -72,787 31,783 1.00 0.00
ATOM 4702 HA2 GLY 313 1,414 -71,049 32,128 1.00 0.00
ATOM 4703 HA3 GLY 313 0.309 -70,180 33,176 1.00 0.00
ATOM 4704 N GLU 314 0.309 -72,158 34,993 1.00 0.00
ATOM 4705 CA GLU 314 0.531 -72,898 36,212 1.00 0.00
ATOM 4706 C GLU 314 0.033 -74,346 36,032 1.00 0.00
ATOM 4707 O GLU 314 -0.986 -74,579 35,392 1.00 0.00
ATOM 4708 CB GLU 314 -0.055 -72,116 37,358 1.00 0.00
ATOM 4709 CG GLU 314 0.486 -70,776 37,752 1.00 0.00
ATOM 4710 CD GLU 314 1,963 -70,954 38,243 1.00 0.00
ATOM 4711 OE1 GLU 314 2,945 -70,434 37,619 1.00 0.00
ATOM 4712 OE2 GLU 314 2,197 -71,643 39,283 1.00 0.00
ATOM 4713 H GLU 314 -0.652 -71,883 34,847 1.00 0.00
ATOM 4714 HA GLU 314 1,605 -72,970 36,386 1.00 0.00
ATOM 4715 HB2 GLU 314 -1,142 -72,072 37,278 1.00 0.00
ATOM 4716 HB3 GLU 314 0.171 -72,651 38,281 1.00 0.00
ATOM 4717 HG2 GLU 314 0.267 -70,158 36,882 1.00 0.00
ATOM 4718 HG3 GLU 314 -0.196 -70,425 38,527 1.00 0.00
ATOM 4719 N SER 315 0.807 -75,359 36,544 1.00 0.00
ATOM 4720 CA SER 315 0.457 -76,757 36,391 1.00 0.00
ATOM 4721 C SER 315 -0.638 -77,311 37,299 1.00 0.00
ATOM 4722 O SER 315 -0.791 -78,547 37,400 1.00 0.00
ATOM 4723 CB SER 315 1,750 -77,583 36,449 1.00 0.00
ATOM 4724 OG SER 315 2,694 -77,216 35,468 1.00 0.00
ATOM 4725 H SER 315 1,667 -75,156 37,032 1.00 0.00
ATOM 4726 HA SER 315 0.072 -76,775 35,371 1.00 0.00
ATOM 4727 HB2 SER 315 2,177 -77,592 37,451 1.00 0.00
ATOM 4728 HB3 SER 315 1,433 -78,607 36,253 1.00 0.00
ATOM 4729 HG SER 315 2,317 -77,162 34,587 1.00 0.00



ATOM 4730 N LYS 316 -1,283 -76,402 38,046 1.00 0.00
ATOM 4731 CA LYS 316 -2,455 -76,670 38,926 1.00 0.00
ATOM 4732 C LYS 316 -3,559 -75,622 38,847 1.00 0.00
ATOM 4733 O LYS 316 -3,295 -74,507 38,362 1.00 0.00
ATOM 4734 CB LYS 316 -1,945 -76,742 40,362 1.00 0.00
ATOM 4735 CG LYS 316 -1,075 -77,982 40,643 1.00 0.00
ATOM 4736 CD LYS 316 -0.568 -78,080 42,099 1.00 0.00
ATOM 4737 CE LYS 316 0.284 -79,337 42,337 1.00 0.00
ATOM 4738 NZ LYS 316 1,512 -79,321 41,444 1.00 0.00
ATOM 4739 H LYS 316 -1,056 -75,449 37,801 1.00 0.00
ATOM 4740 HA LYS 316 -2,901 -77,627 38,656 1.00 0.00
ATOM 4741 HB2 LYS 316 -1,351 -75,843 40,521 1.00 0.00
ATOM 4742 HB3 LYS 316 -2,791 -76,698 41,047 1.00 0.00
ATOM 4743 HG2 LYS 316 -1,573 -78,890 40,303 1.00 0.00
ATOM 4744 HG3 LYS 316 -0.253 -77,757 39,963 1.00 0.00
ATOM 4745 HD2 LYS 316 0.052 -77,203 42,284 1.00 0.00
ATOM 4746 HD3 LYS 316 -1,450 -78,041 42,738 1.00 0.00
ATOM 4747 HE2 LYS 316 0.627 -79,341 43,372 1.00 0.00
ATOM 4748 HE3 LYS 316 -0.311 -80,218 42,092 1.00 0.00
ATOM 4749 HZ1 LYS 316 2,048 -80,166 41,585 1.00 0.00
ATOM 4750 HZ2 LYS 316 2,086 -78,500 41,570 1.00 0.00
ATOM 4751 HZ3 LYS 316 1,168 -79,333 40,495 1.00 0.00
ATOM 4752 N ASN 317 -4,773 -75,946 39,317 1.00 0.00
ATOM 4753 CA ASN 317 -5,986 -75,019 39,190 1.00 0.00
ATOM 4754 C ASN 317 -5,710 -73,665 39,810 1.00 0.00
ATOM 4755 O ASN 317 -5,228 -73,589 40,896 1.00 0.00
ATOM 4756 CB ASN 317 -7,297 -75,650 39,721 1.00 0.00
ATOM 4757 CG ASN 317 -8,550 -74,835 39,572 1.00 0.00
ATOM 4758 ND2 ASN 317 -9,532 -75,146 40,401 1.00 0.00
ATOM 4759 OD1 ASN 317 -8,670 -73,848 38,833 1.00 0.00
ATOM 4760 H ASN 317 -4,893 -76,804 39,835 1.00 0.00
ATOM 4761 HA ASN 317 -6,137 -74,940 38,114 1.00 0.00
ATOM 4762 HB2 ASN 317 -7,436 -76,624 39,251 1.00 0.00
ATOM 4763 HB3 ASN 317 -7,141 -75,980 40,748 1.00 0.00
ATOM 4764 HD21 ASN 317 -9,468 -75,918 41,049 1.00 0.00
ATOM 4765 HD22 ASN 317 -10,379 -74,619 40,247 1.00 0.00
ATOM 4766 N LEU 318 -5,922 -72,550 39,099 1.00 0.00
ATOM 4767 CA LEU 318 -5,529 -71,189 39,520 1.00 0.00
ATOM 4768 C LEU 318 -6,765 -70,644 40,258 1.00 0.00
ATOM 4769 O LEU 318 -7,696 -70,022 39,700 1.00 0.00
ATOM 4770 CB LEU 318 -5,033 -70,406 38,302 1.00 0.00
ATOM 4771 CG LEU 318 -4,503 -68,988 38,750 1.00 0.00
ATOM 4772 CD1 LEU 318 -3,548 -69,096 39,909 1.00 0.00



ATOM 4773 CD2 LEU 318 -3,731 -68,331 37,585 1.00 0.00
ATOM 4774 H LEU 318 -6,262 -72,688 38,158 1.00 0.00
ATOM 4775 HA LEU 318 -4,669 -71,315 40,177 1.00 0.00
ATOM 4776 HB2 LEU 318 -4,141 -70,860 37,870 1.00 0.00
ATOM 4777 HB3 LEU 318 -5,762 -70,315 37,497 1.00 0.00
ATOM 4778 HG LEU 318 -5,259 -68,347 39,206 1.00 0.00
ATOM 4779 HD11 LEU 318 -4,042 -69,130 40,880 1.00 0.00
ATOM 4780 HD12 LEU 318 -2,969 -68,181 40,032 1.00 0.00
ATOM 4781 HD13 LEU 318 -2,735 -69,822 39,906 1.00 0.00
ATOM 4782 HD21 LEU 318 -4,489 -68,092 36,839 1.00 0.00
ATOM 4783 HD22 LEU 318 -3,151 -67,454 37,870 1.00 0.00
ATOM 4784 HD23 LEU 318 -3,143 -69,098 37,080 1.00 0.00
ATOM 4785 N VAL 319 -6,794 -70,947 41,558 1.00 0.00
ATOM 4786 CA VAL 319 -7,699 -70,406 42,617 1.00 0.00
ATOM 4787 C VAL 319 -7,195 -69,087 43,297 1.00 0.00
ATOM 4788 O VAL 319 -6,019 -68,737 43,257 1.00 0.00
ATOM 4789 CB VAL 319 -7,943 -71,455 43,755 1.00 0.00
ATOM 4790 CG1 VAL 319 -8,719 -72,643 43,179 1.00 0.00
ATOM 4791 CG2 VAL 319 -6,777 -71,929 44,537 1.00 0.00
ATOM 4792 H VAL 319 -5,981 -71,518 41,741 1.00 0.00
ATOM 4793 HA VAL 319 -8,682 -70,238 42,177 1.00 0.00
ATOM 4794 HB VAL 319 -8,567 -70,899 44,457 1.00 0.00
ATOM 4795 HG11 VAL 319 -9,633 -72,257 42,727 1.00 0.00
ATOM 4796 HG12 VAL 319 -8,086 -73,128 42,436 1.00 0.00
ATOM 4797 HG13 VAL 319 -8,987 -73,282 44,021 1.00 0.00
ATOM 4798 HG21 VAL 319 -5,912 -72,052 43,886 1.00 0.00
ATOM 4799 HG22 VAL 319 -7,034 -72,901 44,959 1.00 0.00
ATOM 4800 HG23 VAL 319 -6,540 -71,222 45,332 1.00 0.00
ATOM 4801 N VAL 320 -8,172 -68,391 43,880 1.00 0.00
ATOM 4802 CA VAL 320 -7,977 -67,111 44,547 1.00 0.00
ATOM 4803 C VAL 320 -8,154 -67,190 46,011 1.00 0.00
ATOM 4804 O VAL 320 -9,101 -67,941 46,499 1.00 0.00
ATOM 4805 CB VAL 320 -8,921 -66,055 43,969 1.00 0.00
ATOM 4806 CG1 VAL 320 -8,541 -64,696 44,547 1.00 0.00
ATOM 4807 CG2 VAL 320 -8,850 -66,025 42,414 1.00 0.00
ATOM 4808 H VAL 320 -9,117 -68,740 43,803 1.00 0.00
ATOM 4809 HA VAL 320 -6,930 -66,830 44,425 1.00 0.00
ATOM 4810 HB VAL 320 -9,917 -66,380 44,269 1.00 0.00
ATOM 4811 HG11 VAL 320 -8,449 -64,764 45,632 1.00 0.00
ATOM 4812 HG12 VAL 320 -7,529 -64,394 44,281 1.00 0.00
ATOM 4813 HG13 VAL 320 -9,216 -63,893 44,250 1.00 0.00
ATOM 4814 HG21 VAL 320 -9,608 -65,323 42,065 1.00 0.00
ATOM 4815 HG22 VAL 320 -9,162 -66,984 42,001 1.00 0.00



ATOM 4816 HG23 VAL 320 -7,951 -65,577 41,991 1.00 0.00
ATOM 4817 N GLU 321 -7,294 -66,564 46,802 1.00 0.00
ATOM 4818 CA GLU 321 -7,298 -66,687 48,322 1.00 0.00
ATOM 4819 C GLU 321 -7,673 -65,284 48,857 1.00 0.00
ATOM 4820 O GLU 321 -7,046 -64,309 48,417 1.00 0.00
ATOM 4821 CB GLU 321 -5,936 -67,146 48,783 1.00 0.00
ATOM 4822 CG GLU 321 -5,709 -66,914 50,269 1.00 0.00
ATOM 4823 CD GLU 321 -4,803 -68,028 50,817 1.00 0.00
ATOM 4824 OE1 GLU 321 -5,361 -69,103 51,108 1.00 0.00
ATOM 4825 OE2 GLU 321 -3,535 -67,967 50,688 1.00 0.00
ATOM 4826 H GLU 321 -6,568 -66,045 46,330 1.00 0.00
ATOM 4827 HA GLU 321 -7,974 -67,482 48,636 1.00 0.00
ATOM 4828 HB2 GLU 321 -5,828 -68,197 48,517 1.00 0.00
ATOM 4829 HB3 GLU 321 -5,205 -66,545 48,241 1.00 0.00
ATOM 4830 HG2 GLU 321 -5,213 -65,946 50,328 1.00 0.00
ATOM 4831 HG3 GLU 321 -6,663 -66,956 50,794 1.00 0.00
ATOM 4832 N ARG 322 -8,552 -65,131 49,845 1.00 0.00
ATOM 4833 CA ARG 322 -8,622 -63,917 50,710 1.00 0.00
ATOM 4834 C ARG 322 -7,997 -64,138 52,075 1.00 0.00
ATOM 4835 O ARG 322 -7,858 -65,282 52,544 1.00 0.00
ATOM 4836 CB ARG 322 -10,034 -63,291 50,822 1.00 0.00
ATOM 4837 CG ARG 322 -11,290 -64,211 50,899 1.00 0.00
ATOM 4838 CD ARG 322 -11,356 -65,242 52,044 1.00 0.00
ATOM 4839 NE ARG 322 -11,429 -64,702 53,410 1.00 0.00
ATOM 4840 CZ ARG 322 -10,964 -65,345 54,490 1.00 0.00
ATOM 4841 NH1 ARG 322 -10,533 -66,557 54,580 1.00 0.00
ATOM 4842 NH2 ARG 322 -10,867 -64,679 55,555 1.00 0.00
ATOM 4843 H ARG 322 -9,016 -65,996 50,085 1.00 0.00
ATOM 4844 HA ARG 322 -7,988 -63,111 50,338 1.00 0.00
ATOM 4845 HB2 ARG 322 -10,004 -62,666 51,715 1.00 0.00
ATOM 4846 HB3 ARG 322 -10,077 -62,641 49,948 1.00 0.00
ATOM 4847 HG2 ARG 322 -12,185 -63,592 50,967 1.00 0.00
ATOM 4848 HG3 ARG 322 -11,471 -64,751 49,969 1.00 0.00
ATOM 4849 HD2 ARG 322 -12,236 -65,859 51,860 1.00 0.00
ATOM 4850 HD3 ARG 322 -10,499 -65,911 51,960 1.00 0.00
ATOM 4851 HE ARG 322 -11,717 -63,749 53,583 1.00 0.00
ATOM 4852 HH11 ARG 322 -10,612 -67,243 53,843 1.00 0.00
ATOM 4853 HH12 ARG 322 -10,269 -66,923 55,484 1.00 0.00
ATOM 4854 HH21 ARG 322 -11,180 -63,720 55,572 1.00 0.00
ATOM 4855 HH22 ARG 322 -10,597 -65,163 56,399 1.00 0.00
ATOM 4856 N ARG 323 -7,616 -63,086 52,749 1.00 0.00
ATOM 4857 CA ARG 323 -7,128 -62,951 54,124 1.00 0.00
ATOM 4858 C ARG 323 -8,103 -62,288 55,099 1.00 0.00



ATOM 4859 O ARG 323 -8,989 -61,643 54,609 1.00 0.00
ATOM 4860 CB ARG 323 -5,793 -62,226 54,208 1.00 0.00
ATOM 4861 CG ARG 323 -4,608 -63,132 53,772 1.00 0.00
ATOM 4862 CD ARG 323 -3,343 -62,326 53,337 1.00 0.00
ATOM 4863 NE ARG 323 -2,304 -63,106 52,652 1.00 0.00
ATOM 4864 CZ ARG 323 -1,140 -62,667 52,244 1.00 0.00
ATOM 4865 NH1 ARG 323 -0.665 -61,491 52,540 1.00 0.00
ATOM 4866 NH2 ARG 323 -0.460 -63,360 51,327 1.00 0.00
ATOM 4867 H ARG 323 -7,684 -62,195 52,277 1.00 0.00
ATOM 4868 HA ARG 323 -6,927 -63,962 54,481 1.00 0.00
ATOM 4869 HB2 ARG 323 -5,829 -61,349 53,561 1.00 0.00
ATOM 4870 HB3 ARG 323 -5,463 -61,838 55,171 1.00 0.00
ATOM 4871 HG2 ARG 323 -4,446 -63,876 54,552 1.00 0.00
ATOM 4872 HG3 ARG 323 -4,905 -63,629 52,849 1.00 0.00
ATOM 4873 HD2 ARG 323 -3,706 -61,523 52,696 1.00 0.00
ATOM 4874 HD3 ARG 323 -2,833 -61,861 54,181 1.00 0.00
ATOM 4875 HE ARG 323 -2,465 -64,071 52,403 1.00 0.00
ATOM 4876 HH11 ARG 323 -1,114 -60,852 53,180 1.00 0.00
ATOM 4877 HH12 ARG 323 0.220 -61,243 52,121 1.00 0.00
ATOM 4878 HH21 ARG 323 -0.742 -64,298 51,077 1.00 0.00
ATOM 4879 HH22 ARG 323 0.495 -63,051 51,220 1.00 0.00
ATOM 4880 N GLU 324 -7,930 -62,494 56,393 1.00 0.00
ATOM 4881 CA GLU 324 -8,880 -62,174 57,468 1.00 0.00
ATOM 4882 C GLU 324 -8,936 -60,715 57,879 1.00 0.00
ATOM 4883 O GLU 324 -10,013 -60,087 57,718 1.00 0.00
ATOM 4884 CB GLU 324 -8,562 -63,129 58,665 1.00 0.00
ATOM 4885 CG GLU 324 -9,640 -63,226 59,749 1.00 0.00
ATOM 4886 CD GLU 324 -10,887 -63,972 59,185 1.00 0.00
ATOM 4887 OE1 GLU 324 -12,061 -63,611 59,389 1.00 0.00
ATOM 4888 OE2 GLU 324 -10,638 -64,991 58,446 1.00 0.00
ATOM 4889 OXT GLU 324 -7,852 -60,193 58,217 1.00 0.00
ATOM 4890 H GLU 324 -7,129 -63,079 56,582 1.00 0.00
ATOM 4891 HA GLU 324 -9,899 -62,377 57,142 1.00 0.00
ATOM 4892 HB2 GLU 324 -8,290 -64,146 58,385 1.00 0.00
ATOM 4893 HB3 GLU 324 -7,595 -62,810 59,054 1.00 0.00
ATOM 4894 HG2 GLU 324 -9,247 -63,767 60,609 1.00 0.00
ATOM 4895 HG3 GLU 324 -9,820 -62,182 60,006 1.00 0.00
ATOM 4896 N LEU 518 3,124 -38,967 -9,733 1.00 0.00
ATOM 4897 CA LEU 518 2,569 -38,500 -8,422 1.00 0.00
ATOM 4898 C LEU 518 3,369 -37,275 -8,012 1.00 0.00
ATOM 4899 O LEU 518 4,591 -37,165 -8,288 1.00 0.00
ATOM 4900 CB LEU 518 2,619 -39,707 -7,413 1.00 0.00
ATOM 4901 CG LEU 518 1,667 -39,525 -6,235 1.00 0.00



ATOM 4902 CD1 LEU 518 0.185 -39,357 -6,579 1.00 0.00
ATOM 4903 CD2 LEU 518 1,914 -40,648 -5,211 1.00 0.00
ATOM 4904 HA LEU 518 1,512 -38,288 -8,580 1.00 0.00
ATOM 4905 HB2 LEU 518 2,346 -40,624 -7,938 1.00 0.00
ATOM 4906 HB3 LEU 518 3,678 -39,816 -7,182 1.00 0.00
ATOM 4907 HG LEU 518 2,018 -38,587 -5,803 1.00 0.00
ATOM 4908 HD11 LEU 518 -0.380 -38,977 -5,728 1.00 0.00
ATOM 4909 HD12 LEU 518 -0.205 -40,273 -7,022 1.00 0.00
ATOM 4910 HD13 LEU 518 0.054 -38,439 -7,151 1.00 0.00
ATOM 4911 HD21 LEU 518 1,762 -41,660 -5,585 1.00 0.00
ATOM 4912 HD22 LEU 518 2,993 -40,559 -5,086 1.00 0.00
ATOM 4913 HD23 LEU 518 1,378 -40,460 -4,282 1.00 0.00
ATOM 4914 H1 LEU 518 4,129 -39,062 -9,695 1.00 0.00
ATOM 4915 H2 LEU 518 2,916 -38,185 -10,338 1.00 0.00
ATOM 4916 H3 LEU 518 2,757 -39,835 -10,097 1.00 0.00
ATOM 4917 N PRO 519 2,831 -36,183 -7,449 1.00 0.00
ATOM 4918 CA PRO 519 3,509 -34,900 -7,258 1.00 0.00
ATOM 4919 C PRO 519 4,394 -34,938 -5,986 1.00 0.00
ATOM 4920 O PRO 519 4,025 -35,506 -4,962 1.00 0.00
ATOM 4921 CB PRO 519 2,497 -33,804 -7,260 1.00 0.00
ATOM 4922 CG PRO 519 1,176 -34,522 -6,784 1.00 0.00
ATOM 4923 CD PRO 519 1,367 -35,959 -7,279 1.00 0.00
ATOM 4924 HA PRO 519 4,209 -34,710 -8,073 1.00 0.00
ATOM 4925 HB2 PRO 519 2,746 -32,988 -6,582 1.00 0.00
ATOM 4926 HB3 PRO 519 2,479 -33,386 -8,267 1.00 0.00
ATOM 4927 HG2 PRO 519 1,053 -34,612 -5,705 1.00 0.00
ATOM 4928 HG3 PRO 519 0.273 -34,120 -7,247 1.00 0.00
ATOM 4929 HD2 PRO 519 0.898 -36,602 -6,533 1.00 0.00
ATOM 4930 HD3 PRO 519 0.807 -36,018 -8,212 1.00 0.00
ATOM 4931 N LEU 520 5,580 -34,294 -6,015 1.00 0.00
ATOM 4932 CA LEU 520 6,624 -34,147 -4,956 1.00 0.00
ATOM 4933 C LEU 520 7,147 -32,748 -4,780 1.00 0.00
ATOM 4934 O LEU 520 7,587 -32,175 -5,745 1.00 0.00
ATOM 4935 CB LEU 520 7,730 -35,132 -5,280 1.00 0.00
ATOM 4936 CG LEU 520 8,864 -35,292 -4,277 1.00 0.00
ATOM 4937 CD1 LEU 520 8,491 -35,971 -2,976 1.00 0.00
ATOM 4938 CD2 LEU 520 9,977 -36,020 -4,969 1.00 0.00
ATOM 4939 H LEU 520 5,767 -33,726 -6,828 1.00 0.00
ATOM 4940 HA LEU 520 6,081 -34,392 -4,043 1.00 0.00
ATOM 4941 HB2 LEU 520 7,203 -36,085 -5,329 1.00 0.00
ATOM 4942 HB3 LEU 520 8,167 -35,024 -6,273 1.00 0.00
ATOM 4943 HG LEU 520 9,263 -34,308 -4,032 1.00 0.00
ATOM 4944 HD11 LEU 520 7,595 -35,473 -2,608 1.00 0.00



ATOM 4945 HD12 LEU 520 9,304 -35,870 -2,256 1.00 0.00
ATOM 4946 HD13 LEU 520 8,337 -37,019 -3,232 1.00 0.00
ATOM 4947 HD21 LEU 520 10,800 -36,124 -4,261 1.00 0.00
ATOM 4948 HD22 LEU 520 9,657 -36,968 -5,401 1.00 0.00
ATOM 4949 HD23 LEU 520 10,343 -35,393 -5,782 1.00 0.00
ATOM 4950 N ASN 521 7,050 -32,106 -3,615 1.00 0.00
ATOM 4951 CA ASN 521 7,603 -30,763 -3,477 1.00 0.00
ATOM 4952 C ASN 521 9,131 -30,748 -3,154 1.00 0.00
ATOM 4953 O ASN 521 9,695 -31,792 -2,895 1.00 0.00
ATOM 4954 CB ASN 521 6,776 -30,017 -2,415 1.00 0.00
ATOM 4955 CG ASN 521 6,912 -30,542 -0.963 1.00 0.00
ATOM 4956 ND2 ASN 521 5,963 -30,137 -0.184 1.00 0.00
ATOM 4957 OD1 ASN 521 7,756 -31,299 -0.563 1.00 0.00
ATOM 4958 H ASN 521 6,718 -32,621 -2,813 1.00 0.00
ATOM 4959 HA ASN 521 7,379 -30,241 -4,407 1.00 0.00
ATOM 4960 HB2 ASN 521 7,172 -29,002 -2,373 1.00 0.00
ATOM 4961 HB3 ASN 521 5,714 -30,037 -2,658 1.00 0.00
ATOM 4962 HD21 ASN 521 5,490 -29,283 -0.437 1.00 0.00
ATOM 4963 HD22 ASN 521 6,151 -30,366 0.783 1.00 0.00
ATOM 4964 N LEU 522 9,779 -29,582 -3,129 1.00 0.00
ATOM 4965 CA LEU 522 11,153 -29,445 -2,739 1.00 0.00
ATOM 4966 C LEU 522 11,421 -29,689 -1,205 1.00 0.00
ATOM 4967 O LEU 522 12,539 -30,249 -0.899 1.00 0.00
ATOM 4968 CB LEU 522 11,609 -27,975 -3,133 1.00 0.00
ATOM 4969 CG LEU 522 11,732 -27,732 -4,660 1.00 0.00
ATOM 4970 CD1 LEU 522 12,150 -26,265 -4,757 1.00 0.00
ATOM 4971 CD2 LEU 522 12,756 -28,626 -5,344 1.00 0.00
ATOM 4972 H LEU 522 9,284 -28,723 -3,319 1.00 0.00
ATOM 4973 HA LEU 522 11,822 -30,144 -3,240 1.00 0.00
ATOM 4974 HB2 LEU 522 10,847 -27,282 -2,776 1.00 0.00
ATOM 4975 HB3 LEU 522 12,615 -27,789 -2,754 1.00 0.00
ATOM 4976 HG LEU 522 10,774 -27,860 -5,164 1.00 0.00
ATOM 4977 HD11 LEU 522 13,107 -26,098 -4,263 1.00 0.00
ATOM 4978 HD12 LEU 522 11,370 -25,621 -4,349 1.00 0.00
ATOM 4979 HD13 LEU 522 12,314 -26,033 -5,809 1.00 0.00
ATOM 4980 HD21 LEU 522 12,302 -29,568 -5,656 1.00 0.00
ATOM 4981 HD22 LEU 522 13,069 -28,176 -6,285 1.00 0.00
ATOM 4982 HD23 LEU 522 13,614 -28,769 -4,687 1.00 0.00
ATOM 4983 N CYS 523 10,409 -29,406 -0.373 1.00 0.00
ATOM 4984 CA CYS 523 10,411 -29,443 1,059 1.00 0.00
ATOM 4985 C CYS 523 10,689 -30,872 1,601 1.00 0.00
ATOM 4986 O CYS 523 11,514 -31,064 2,452 1.00 0.00
ATOM 4987 CB CYS 523 9,038 -28,866 1,602 1.00 0.00



ATOM 4988 SG CYS 523 8,936 -27,092 1,934 1.00 0.00
ATOM 4989 H CYS 523 9,507 -29,151 -0.749 1.00 0.00
ATOM 4990 HA CYS 523 11,263 -28,980 1,557 1.00 0.00
ATOM 4991 HB2 CYS 523 8,210 -29,020 0.911 1.00 0.00
ATOM 4992 HB3 CYS 523 8,749 -29,377 2,520 1.00 0.00
ATOM 4993 HG CYS 523 7,624 -26,953 1,726 1.00 0.00
ATOM 4994 N PHE 524 9,983 -31,831 0.975 1.00 0.00
ATOM 4995 CA PHE 524 10,055 -33,229 1,203 1.00 0.00
ATOM 4996 C PHE 524 11,403 -33,759 0.775 1.00 0.00
ATOM 4997 O PHE 524 11,991 -34,634 1,416 1.00 0.00
ATOM 4998 CB PHE 524 8,915 -34,057 0.588 1.00 0.00
ATOM 4999 CG PHE 524 7,815 -34,448 1,558 1.00 0.00
ATOM 5000 CD1 PHE 524 6,547 -33,819 1,426 1.00 0.00
ATOM 5001 CD2 PHE 524 8,112 -35,238 2,673 1.00 0.00
ATOM 5002 CE1 PHE 524 5,539 -34,196 2,376 1.00 0.00
ATOM 5003 CE2 PHE 524 7,103 -35,622 3,548 1.00 0.00
ATOM 5004 CZ PHE 524 5,796 -35,123 3,389 1.00 0.00
ATOM 5005 H PHE 524 9,264 -31,502 0.347 1.00 0.00
ATOM 5006 HA PHE 524 10,079 -33,422 2,276 1.00 0.00
ATOM 5007 HB2 PHE 524 8,512 -33,603 -0.317 1.00 0.00
ATOM 5008 HB3 PHE 524 9,392 -34,953 0.190 1.00 0.00
ATOM 5009 HD1 PHE 524 6,319 -33,224 0.555 1.00 0.00
ATOM 5010 HD2 PHE 524 9,144 -35,559 2,677 1.00 0.00
ATOM 5011 HE1 PHE 524 4,623 -33,627 2,440 1.00 0.00
ATOM 5012 HE2 PHE 524 7,426 -36,270 4,348 1.00 0.00
ATOM 5013 HZ PHE 524 5,055 -35,244 4,166 1.00 0.00
ATOM 5014 N ALA 525 11,961 -33,284 -0.360 1.00 0.00
ATOM 5015 CA ALA 525 13,296 -33,661 -0.838 1.00 0.00
ATOM 5016 C ALA 525 14,442 -33,241 0.176 1.00 0.00
ATOM 5017 O ALA 525 15,341 -34,032 0.427 1.00 0.00
ATOM 5018 CB ALA 525 13,629 -33,158 -2,243 1.00 0.00
ATOM 5019 H ALA 525 11,433 -32,634 -0.925 1.00 0.00
ATOM 5020 HA ALA 525 13,238 -34,750 -0.818 1.00 0.00
ATOM 5021 HB1 ALA 525 13,025 -33,710 -2,963 1.00 0.00
ATOM 5022 HB2 ALA 525 14,659 -33,354 -2,542 1.00 0.00
ATOM 5023 HB3 ALA 525 13,505 -32,077 -2,308 1.00 0.00
ATOM 5024 N ALA 526 14,281 -32,048 0.751 1.00 0.00
ATOM 5025 CA ALA 526 15,157 -31,477 1,800 1.00 0.00
ATOM 5026 C ALA 526 14,945 -32,133 3,173 1.00 0.00
ATOM 5027 O ALA 526 15,922 -32,396 3,849 1.00 0.00
ATOM 5028 CB ALA 526 14,939 -30,002 1,752 1.00 0.00
ATOM 5029 H ALA 526 13,519 -31,469 0.428 1.00 0.00
ATOM 5030 HA ALA 526 16,184 -31,656 1,484 1.00 0.00



ATOM 5031 HB1 ALA 526 13,876 -29,790 1,868 1.00 0.00
ATOM 5032 HB2 ALA 526 15,468 -29,629 0.875 1.00 0.00
ATOM 5033 HB3 ALA 526 15,330 -29,492 2,634 1.00 0.00
ATOM 5034 N ILE 527 13,727 -32,573 3,455 1.00 0.00
ATOM 5035 CA ILE 527 13,435 -33,554 4,540 1.00 0.00
ATOM 5036 C ILE 527 14,109 -34,934 4,332 1.00 0.00
ATOM 5037 O ILE 527 14,899 -35,334 5,186 1.00 0.00
ATOM 5038 CB ILE 527 11,949 -33,717 4,890 1.00 0.00
ATOM 5039 CG1 ILE 527 11,340 -32,385 5,335 1.00 0.00
ATOM 5040 CG2 ILE 527 11,703 -34,822 6,054 1.00 0.00
ATOM 5041 CD1 ILE 527 9,840 -32,442 5,224 1.00 0.00
ATOM 5042 H ILE 527 12,973 -32,314 2,835 1.00 0.00
ATOM 5043 HA ILE 527 13,769 -33,097 5,472 1.00 0.00
ATOM 5044 HB ILE 527 11,392 -34,008 4,000 1.00 0.00
ATOM 5045 HG12 ILE 527 11,594 -32,165 6,372 1.00 0.00
ATOM 5046 HG13 ILE 527 11,766 -31,586 4,729 1.00 0.00
ATOM 5047 HG21 ILE 527 12,201 -35,769 5,847 1.00 0.00
ATOM 5048 HG22 ILE 527 10,628 -34,968 6,156 1.00 0.00
ATOM 5049 HG23 ILE 527 11,957 -34,416 7,033 1.00 0.00
ATOM 5050 HD11 ILE 527 9,428 -33,282 5,783 1.00 0.00
ATOM 5051 HD12 ILE 527 9,605 -32,557 4,165 1.00 0.00
ATOM 5052 HD13 ILE 527 9,422 -31,495 5,565 1.00 0.00
ATOM 5053 N ARG 528 13,957 -35,593 3,192 1.00 0.00
ATOM 5054 CA ARG 528 14,607 -36,900 2,777 1.00 0.00
ATOM 5055 C ARG 528 16,129 -36,732 2,706 1.00 0.00
ATOM 5056 O ARG 528 16,838 -37,728 2,568 1.00 0.00
ATOM 5057 CB ARG 528 14,052 -37,349 1,362 1.00 0.00
ATOM 5058 CG ARG 528 12,657 -37,885 1,288 1.00 0.00
ATOM 5059 CD ARG 528 12,254 -38,391 -0.117 1.00 0.00
ATOM 5060 NE ARG 528 10,922 -39,013 -0.220 1.00 0.00
ATOM 5061 CZ ARG 528 10,361 -39,617 -1,225 1.00 0.00
ATOM 5062 NH1 ARG 528 10,988 -39,804 -2,397 1.00 0.00
ATOM 5063 NH2 ARG 528 9,114 -39,966 -1,140 1.00 0.00
ATOM 5064 H ARG 528 13,181 -35,205 2,677 1.00 0.00
ATOM 5065 HA ARG 528 14,484 -37,638 3,570 1.00 0.00
ATOM 5066 HB2 ARG 528 14,119 -36,496 0.686 1.00 0.00
ATOM 5067 HB3 ARG 528 14,735 -38,097 0.962 1.00 0.00
ATOM 5068 HG2 ARG 528 12,438 -38,679 2,002 1.00 0.00
ATOM 5069 HG3 ARG 528 11,954 -37,103 1,572 1.00 0.00
ATOM 5070 HD2 ARG 528 12,352 -37,520 -0.765 1.00 0.00
ATOM 5071 HD3 ARG 528 12,944 -39,132 -0.520 1.00 0.00
ATOM 5072 HE ARG 528 10,274 -38,898 0.545 1.00 0.00
ATOM 5073 HH11 ARG 528 11,994 -39,728 -2,375 1.00 0.00



ATOM 5074 HH12 ARG 528 10,378 -40,054 -3,162 1.00 0.00
ATOM 5075 HH21 ARG 528 8,527 -39,862 -0.325 1.00 0.00
ATOM 5076 HH22 ARG 528 8,656 -40,569 -1,809 1.00 0.00
ATOM 5077 N GLU 529 16,644 -35,548 2,651 1.00 0.00
ATOM 5078 CA GLU 529 18,020 -35,109 2,298 1.00 0.00
ATOM 5079 C GLU 529 18,520 -35,630 0.908 1.00 0.00
ATOM 5080 O GLU 529 19,676 -35,991 0.774 1.00 0.00
ATOM 5081 CB GLU 529 18,942 -35,244 3,543 1.00 0.00
ATOM 5082 CG GLU 529 18,530 -34,343 4,759 1.00 0.00
ATOM 5083 CD GLU 529 19,505 -34,474 5,945 1.00 0.00
ATOM 5084 OE1 GLU 529 20,609 -33,911 5,854 1.00 0.00
ATOM 5085 OE2 GLU 529 19,189 -35,031 7,076 1.00 0.00
ATOM 5086 H GLU 529 15,968 -34,801 2,585 1.00 0.00
ATOM 5087 HA GLU 529 18,015 -34,025 2,179 1.00 0.00
ATOM 5088 HB2 GLU 529 18,990 -36,288 3,851 1.00 0.00
ATOM 5089 HB3 GLU 529 19,985 -34,998 3,344 1.00 0.00
ATOM 5090 HG2 GLU 529 18,484 -33,288 4,487 1.00 0.00
ATOM 5091 HG3 GLU 529 17,528 -34,615 5,086 1.00 0.00
ATOM 5092 N ASP 530 17,713 -35,571 -0.156 1.00 0.00
ATOM 5093 CA ASP 530 17,908 -36,093 -1,448 1.00 0.00
ATOM 5094 C ASP 530 18,600 -35,092 -2,347 1.00 0.00
ATOM 5095 O ASP 530 17,922 -34,577 -3,252 1.00 0.00
ATOM 5096 CB ASP 530 16,592 -36,659 -2,021 1.00 0.00
ATOM 5097 CG ASP 530 16,877 -37,909 -2,879 1.00 0.00
ATOM 5098 OD1 ASP 530 17,420 -37,773 -4,026 1.00 0.00
ATOM 5099 OD2 ASP 530 16,435 -39,084 -2,578 1.00 0.00
ATOM 5100 H ASP 530 16,812 -35,144 0.006 1.00 0.00
ATOM 5101 HA ASP 530 18,584 -36,939 -1,326 1.00 0.00
ATOM 5102 HB2 ASP 530 15,911 -36,948 -1,221 1.00 0.00
ATOM 5103 HB3 ASP 530 16,024 -35,979 -2,657 1.00 0.00
ATOM 5104 N ASP 531 19,842 -34,814 -2,152 1.00 0.00
ATOM 5105 CA ASP 531 20,520 -33,815 -3,022 1.00 0.00
ATOM 5106 C ASP 531 20,500 -34,106 -4,493 1.00 0.00
ATOM 5107 O ASP 531 20,574 -33,193 -5,328 1.00 0.00
ATOM 5108 CB ASP 531 21,957 -33,674 -2,420 1.00 0.00
ATOM 5109 CG ASP 531 22,861 -34,891 -2,570 1.00 0.00
ATOM 5110 OD1 ASP 531 23,798 -34,811 -3,396 1.00 0.00
ATOM 5111 OD2 ASP 531 22,592 -35,896 -1,860 1.00 0.00
ATOM 5112 H ASP 531 20,318 -35,152 -1,327 1.00 0.00
ATOM 5113 HA ASP 531 19,963 -32,881 -2,946 1.00 0.00
ATOM 5114 HB2 ASP 531 22,474 -32,874 -2,950 1.00 0.00
ATOM 5115 HB3 ASP 531 21,895 -33,509 -1,345 1.00 0.00
ATOM 5116 N LEU 532 20,196 -35,353 -4,864 1.00 0.00



ATOM 5117 CA LEU 532 20,146 -35,790 -6,309 1.00 0.00
ATOM 5118 C LEU 532 18,773 -35,414 -6,949 1.00 0.00
ATOM 5119 O LEU 532 18,715 -34,665 -7,952 1.00 0.00
ATOM 5120 CB LEU 532 20,434 -37,310 -6,394 1.00 0.00
ATOM 5121 CG LEU 532 20,268 -37,983 -7,821 1.00 0.00
ATOM 5122 CD1 LEU 532 21,199 -37,330 -8,843 1.00 0.00
ATOM 5123 CD2 LEU 532 20,426 -39,474 -7,650 1.00 0.00
ATOM 5124 H LEU 532 20,013 -36,018 -4,126 1.00 0.00
ATOM 5125 HA LEU 532 20,928 -35,292 -6,882 1.00 0.00
ATOM 5126 HB2 LEU 532 21,425 -37,542 -6,002 1.00 0.00
ATOM 5127 HB3 LEU 532 19,695 -37,807 -5,765 1.00 0.00
ATOM 5128 HG LEU 532 19,237 -37,839 -8,140 1.00 0.00
ATOM 5129 HD11 LEU 532 20,772 -36,361 -9,104 1.00 0.00
ATOM 5130 HD12 LEU 532 21,203 -37,907 -9,768 1.00 0.00
ATOM 5131 HD13 LEU 532 22,220 -37,126 -8,521 1.00 0.00
ATOM 5132 HD21 LEU 532 21,309 -39,586 -7,020 1.00 0.00
ATOM 5133 HD22 LEU 532 19,617 -39,853 -7,025 1.00 0.00
ATOM 5134 HD23 LEU 532 20,330 -40,059 -8,565 1.00 0.00
ATOM 5135 N LEU 533 17,691 -35,851 -6,287 1.00 0.00
ATOM 5136 CA LEU 533 16,355 -35,503 -6,623 1.00 0.00
ATOM 5137 C LEU 533 16,058 -33,998 -6,387 1.00 0.00
ATOM 5138 O LEU 533 15,273 -33,357 -7,118 1.00 0.00
ATOM 5139 CB LEU 533 15,387 -36,369 -5,842 1.00 0.00
ATOM 5140 CG LEU 533 13,883 -36,308 -6,314 1.00 0.00
ATOM 5141 CD1 LEU 533 13,664 -36,197 -7,827 1.00 0.00
ATOM 5142 CD2 LEU 533 13,207 -37,448 -5,625 1.00 0.00
ATOM 5143 H LEU 533 17,735 -36,466 -5,487 1.00 0.00
ATOM 5144 HA LEU 533 16,225 -35,651 -7,695 1.00 0.00
ATOM 5145 HB2 LEU 533 15,739 -37,398 -5,908 1.00 0.00
ATOM 5146 HB3 LEU 533 15,476 -36,127 -4,784 1.00 0.00
ATOM 5147 HG LEU 533 13,495 -35,432 -5,795 1.00 0.00
ATOM 5148 HD11 LEU 533 13,961 -35,260 -8,299 1.00 0.00
ATOM 5149 HD12 LEU 533 12,630 -36,304 -8,151 1.00 0.00
ATOM 5150 HD13 LEU 533 14,244 -36,989 -8,301 1.00 0.00
ATOM 5151 HD21 LEU 533 13,382 -37,364 -4,552 1.00 0.00
ATOM 5152 HD22 LEU 533 12,156 -37,398 -5,915 1.00 0.00
ATOM 5153 HD23 LEU 533 13,554 -38,433 -5,937 1.00 0.00
ATOM 5154 N LEU 534 16,747 -33,339 -5,486 1.00 0.00
ATOM 5155 CA LEU 534 16,533 -31,974 -5,247 1.00 0.00
ATOM 5156 C LEU 534 17,218 -31,090 -6,349 1.00 0.00
ATOM 5157 O LEU 534 16,613 -30,063 -6,702 1.00 0.00
ATOM 5158 CB LEU 534 17,052 -31,615 -3,837 1.00 0.00
ATOM 5159 CG LEU 534 16,942 -30,109 -3,432 1.00 0.00



ATOM 5160 CD1 LEU 534 15,505 -29,779 -2,972 1.00 0.00
ATOM 5161 CD2 LEU 534 17,816 -29,842 -2,146 1.00 0.00
ATOM 5162 H LEU 534 17,329 -33,730 -4,759 1.00 0.00
ATOM 5163 HA LEU 534 15,458 -31,808 -5,321 1.00 0.00
ATOM 5164 HB2 LEU 534 16,602 -32,257 -3,080 1.00 0.00
ATOM 5165 HB3 LEU 534 18,114 -31,861 -3,801 1.00 0.00
ATOM 5166 HG LEU 534 17,216 -29,456 -4,260 1.00 0.00
ATOM 5167 HD11 LEU 534 15,235 -28,728 -2,866 1.00 0.00
ATOM 5168 HD12 LEU 534 15,305 -30,309 -2,041 1.00 0.00
ATOM 5169 HD13 LEU 534 14,767 -30,274 -3,605 1.00 0.00
ATOM 5170 HD21 LEU 534 17,494 -30,446 -1,298 1.00 0.00
ATOM 5171 HD22 LEU 534 18,865 -30,035 -2,373 1.00 0.00
ATOM 5172 HD23 LEU 534 17,674 -28,824 -1,787 1.00 0.00
ATOM 5173 N HID 535 18,306 -31,478 -6,887 1.00 0.00
ATOM 5174 CA HID 535 18,838 -30,786 -8,107 1.00 0.00
ATOM 5175 C HID 535 18,086 -31,022 -9,400 1.00 0.00
ATOM 5176 O HID 535 17,750 -30,134 -10,213 1.00 0.00
ATOM 5177 CB HID 535 20,328 -31,092 -8,207 1.00 0.00
ATOM 5178 CG HID 535 21,127 -30,316 -9,229 1.00 0.00
ATOM 5179 CD2 HID 535 22,539 -30,342 -9,292 1.00 0.00
ATOM 5180 ND1 HID 535 20,624 -29,542 -10,210 1.00 0.00
ATOM 5181 CE1 HID 535 21,659 -29,000 -10,891 1.00 0.00
ATOM 5182 NE2 HID 535 22,850 -29,467 -10,296 1.00 0.00
ATOM 5183 H HID 535 18,756 -32,298 -6,508 1.00 0.00
ATOM 5184 HA HID 535 18,734 -29,712 -7,950 1.00 0.00
ATOM 5185 HB2 HID 535 20,765 -30,873 -7,233 1.00 0.00
ATOM 5186 HB3 HID 535 20,590 -32,125 -8,433 1.00 0.00
ATOM 5187 HD1 HID 535 19,640 -29,520 -10,438 1.00 0.00
ATOM 5188 HD2 HID 535 23,242 -30,888 -8,681 1.00 0.00
ATOM 5189 HE1 HID 535 21,610 -28,394 -11,783 1.00 0.00
ATOM 5190 N GLN 536 17,746 -32,301 -9,696 1.00 0.00
ATOM 5191 CA GLN 536 16,770 -32,711 -10,729 1.00 0.00
ATOM 5192 C GLN 536 15,453 -31,881 -10,628 1.00 0.00
ATOM 5193 O GLN 536 15,005 -31,403 -11,671 1.00 0.00
ATOM 5194 CB GLN 536 16,398 -34,203 -10,511 1.00 0.00
ATOM 5195 CG GLN 536 17,600 -35,155 -10,957 1.00 0.00
ATOM 5196 CD GLN 536 17,357 -36,584 -10,460 1.00 0.00
ATOM 5197 NE2 GLN 536 18,219 -37,440 -10,856 1.00 0.00
ATOM 5198 OE1 GLN 536 16,331 -36,954 -9,868 1.00 0.00
ATOM 5199 H GLN 536 18,089 -32,979 -9,030 1.00 0.00
ATOM 5200 HA GLN 536 17,131 -32,577 -11,749 1.00 0.00
ATOM 5201 HB2 GLN 536 16,172 -34,297 -9,449 1.00 0.00
ATOM 5202 HB3 GLN 536 15,480 -34,433 -11,052 1.00 0.00



ATOM 5203 HG2 GLN 536 17,711 -35,247 -12,037 1.00 0.00
ATOM 5204 HG3 GLN 536 18,526 -34,725 -10,578 1.00 0.00
ATOM 5205 HE21 GLN 536 18,200 -38,399 -10,538 1.00 0.00
ATOM 5206 HE22 GLN 536 19,053 -37,061 -11,283 1.00 0.00
ATOM 5207 N LEU 537 14,762 -31,730 -9,491 1.00 0.00
ATOM 5208 CA LEU 537 13,490 -30,989 -9,354 1.00 0.00
ATOM 5209 C LEU 537 13,617 -29,532 -9,731 1.00 0.00
ATOM 5210 O LEU 537 12,747 -28,998 -10,382 1.00 0.00
ATOM 5211 CB LEU 537 12,943 -31,086 -7,906 1.00 0.00
ATOM 5212 CG LEU 537 12,198 -32,335 -7,491 1.00 0.00
ATOM 5213 CD1 LEU 537 11,640 -32,176 -6,030 1.00 0.00
ATOM 5214 CD2 LEU 537 11,061 -32,714 -8,422 1.00 0.00
ATOM 5215 H LEU 537 15,071 -32,282 -8,703 1.00 0.00
ATOM 5216 HA LEU 537 12,891 -31,508 -10,102 1.00 0.00
ATOM 5217 HB2 LEU 537 13,816 -30,892 -7,283 1.00 0.00
ATOM 5218 HB3 LEU 537 12,293 -30,216 -7,810 1.00 0.00
ATOM 5219 HG LEU 537 12,858 -33,197 -7,393 1.00 0.00
ATOM 5220 HD11 LEU 537 11,139 -33,094 -5,721 1.00 0.00
ATOM 5221 HD12 LEU 537 10,880 -31,415 -5,857 1.00 0.00
ATOM 5222 HD13 LEU 537 12,458 -31,942 -5,350 1.00 0.00
ATOM 5223 HD21 LEU 537 10,380 -31,865 -8,474 1.00 0.00
ATOM 5224 HD22 LEU 537 11,413 -32,957 -9,424 1.00 0.00
ATOM 5225 HD23 LEU 537 10,621 -33,619 -8,002 1.00 0.00
ATOM 5226 N LEU 538 14,833 -29,020 -9,435 1.00 0.00
ATOM 5227 CA LEU 538 15,247 -27,634 -9,785 1.00 0.00
ATOM 5228 C LEU 538 15,450 -27,450 -11,324 1.00 0.00
ATOM 5229 O LEU 538 15,204 -26,371 -11,800 1.00 0.00
ATOM 5230 CB LEU 538 16,437 -27,229 -8,827 1.00 0.00
ATOM 5231 CG LEU 538 16,184 -27,074 -7,330 1.00 0.00
ATOM 5232 CD1 LEU 538 17,428 -27,058 -6,512 1.00 0.00
ATOM 5233 CD2 LEU 538 15,337 -25,847 -7,044 1.00 0.00
ATOM 5234 H LEU 538 15,482 -29,615 -8,940 1.00 0.00
ATOM 5235 HA LEU 538 14,389 -26,996 -9,576 1.00 0.00
ATOM 5236 HB2 LEU 538 17,307 -27,848 -9,045 1.00 0.00
ATOM 5237 HB3 LEU 538 16,862 -26,278 -9,148 1.00 0.00
ATOM 5238 HG LEU 538 15,664 -27,944 -6,926 1.00 0.00
ATOM 5239 HD11 LEU 538 17,167 -27,059 -5,453 1.00 0.00
ATOM 5240 HD12 LEU 538 17,977 -26,150 -6,763 1.00 0.00
ATOM 5241 HD13 LEU 538 18,007 -27,956 -6,724 1.00 0.00
ATOM 5242 HD21 LEU 538 14,422 -25,964 -7,625 1.00 0.00
ATOM 5243 HD22 LEU 538 15,074 -25,838 -5,987 1.00 0.00
ATOM 5244 HD23 LEU 538 15,871 -24,950 -7,360 1.00 0.00
ATOM 5245 N LYS 539 15,788 -28,496 -12,067 1.00 0.00



ATOM 5246 CA LYS 539 15,692 -28,461 -13,529 1.00 0.00
ATOM 5247 C LYS 539 14,278 -28,622 -14,086 1.00 0.00
ATOM 5248 O LYS 539 13,962 -28,180 -15,166 1.00 0.00
ATOM 5249 CB LYS 539 16,674 -29,518 -14,069 1.00 0.00
ATOM 5250 CG LYS 539 18,125 -29,290 -13,620 1.00 0.00
ATOM 5251 CD LYS 539 19,065 -30,090 -14,533 1.00 0.00
ATOM 5252 CE LYS 539 20,536 -29,768 -14,284 1.00 0.00
ATOM 5253 NZ LYS 539 21,362 -30,284 -15,422 1.00 0.00
ATOM 5254 H LYS 539 16,023 -29,305 -11,511 1.00 0.00
ATOM 5255 HA LYS 539 16,111 -27,540 -13,935 1.00 0.00
ATOM 5256 HB2 LYS 539 16,268 -30,483 -13,764 1.00 0.00
ATOM 5257 HB3 LYS 539 16,621 -29,387 -15,149 1.00 0.00
ATOM 5258 HG2 LYS 539 18,395 -28,236 -13,562 1.00 0.00
ATOM 5259 HG3 LYS 539 18,147 -29,692 -12,607 1.00 0.00
ATOM 5260 HD2 LYS 539 18,908 -31,153 -14,354 1.00 0.00
ATOM 5261 HD3 LYS 539 18,836 -29,836 -15,569 1.00 0.00
ATOM 5262 HE2 LYS 539 20,691 -28,726 -14,006 1.00 0.00
ATOM 5263 HE3 LYS 539 20,824 -30,317 -13,386 1.00 0.00
ATOM 5264 HZ1 LYS 539 21,165 -29,739 -16,249 1.00 0.00
ATOM 5265 HZ2 LYS 539 21,291 -31,287 -15,523 1.00 0.00
ATOM 5266 HZ3 LYS 539 22,344 -30,131 -15,242 1.00 0.00
ATOM 5267 N ARG 540 13,391 -29,251 -13,341 1.00 0.00
ATOM 5268 CA ARG 540 12,067 -29,801 -13,817 1.00 0.00
ATOM 5269 C ARG 540 10,873 -28,895 -13,510 1.00 0.00
ATOM 5270 O ARG 540 9,725 -29,378 -13,487 1.00 0.00
ATOM 5271 CB ARG 540 11,910 -31,205 -13,356 1.00 0.00
ATOM 5272 CG ARG 540 12,894 -32,237 -13,940 1.00 0.00
ATOM 5273 CD ARG 540 12,686 -33,598 -13,222 1.00 0.00
ATOM 5274 NE ARG 540 13,856 -34,428 -13,365 1.00 0.00
ATOM 5275 CZ ARG 540 13,882 -35,703 -13,080 1.00 0.00
ATOM 5276 NH1 ARG 540 13,003 -36,251 -12,328 1.00 0.00
ATOM 5277 NH2 ARG 540 14,840 -36,446 -13,481 1.00 0.00
ATOM 5278 H ARG 540 13,776 -29,669 -12,506 1.00 0.00
ATOM 5279 HA ARG 540 12,117 -29,820 -14,906 1.00 0.00
ATOM 5280 HB2 ARG 540 11,952 -31,241 -12,267 1.00 0.00
ATOM 5281 HB3 ARG 540 10,885 -31,473 -13,611 1.00 0.00
ATOM 5282 HG2 ARG 540 12,722 -32,386 -15,006 1.00 0.00
ATOM 5283 HG3 ARG 540 13,902 -31,868 -13,751 1.00 0.00
ATOM 5284 HD2 ARG 540 12,564 -33,354 -12,167 1.00 0.00
ATOM 5285 HD3 ARG 540 11,914 -34,165 -13,742 1.00 0.00
ATOM 5286 HE ARG 540 14,648 -34,035 -13,853 1.00 0.00
ATOM 5287 HH11 ARG 540 12,286 -35,654 -11,943 1.00 0.00
ATOM 5288 HH12 ARG 540 12,999 -37,246 -12,156 1.00 0.00



ATOM 5289 HH21 ARG 540 15,579 -36,023 -14,023 1.00 0.00
ATOM 5290 HH22 ARG 540 14,868 -37,354 -13,038 1.00 0.00
ATOM 5291 N GLY 541 11,039 -27,549 -13,507 1.00 0.00
ATOM 5292 CA GLY 541 9,921 -26,571 -13,441 1.00 0.00
ATOM 5293 C GLY 541 9,344 -26,344 -12,040 1.00 0.00
ATOM 5294 O GLY 541 8,172 -26,082 -11,974 1.00 0.00
ATOM 5295 H GLY 541 11,975 -27,222 -13,700 1.00 0.00
ATOM 5296 HA2 GLY 541 10,202 -25,606 -13,861 1.00 0.00
ATOM 5297 HA3 GLY 541 9,183 -27,036 -14,095 1.00 0.00
ATOM 5298 N LEU 542 10,239 -26,273 -11,102 1.00 0.00
ATOM 5299 CA LEU 542 9,976 -25,968 -9,680 1.00 0.00
ATOM 5300 C LEU 542 10,910 -24,868 -9,211 1.00 0.00
ATOM 5301 O LEU 542 11,848 -24,453 -9,897 1.00 0.00
ATOM 5302 CB LEU 542 10,266 -27,146 -8,801 1.00 0.00
ATOM 5303 CG LEU 542 9,166 -28,231 -8,900 1.00 0.00
ATOM 5304 CD1 LEU 542 9,303 -29,188 -10,005 1.00 0.00
ATOM 5305 CD2 LEU 542 9,126 -29,099 -7,664 1.00 0.00
ATOM 5306 H LEU 542 11,169 -26,625 -11,277 1.00 0.00
ATOM 5307 HA LEU 542 8,933 -25,667 -9,590 1.00 0.00
ATOM 5308 HB2 LEU 542 11,278 -27,520 -8,947 1.00 0.00
ATOM 5309 HB3 LEU 542 10,257 -26,752 -7,785 1.00 0.00
ATOM 5310 HG LEU 542 8,182 -27,760 -8,902 1.00 0.00
ATOM 5311 HD11 LEU 542 10,188 -29,826 -10,022 1.00 0.00
ATOM 5312 HD12 LEU 542 9,226 -28,674 -10,963 1.00 0.00
ATOM 5313 HD13 LEU 542 8,373 -29,740 -9,870 1.00 0.00
ATOM 5314 HD21 LEU 542 8,210 -29,690 -7,641 1.00 0.00
ATOM 5315 HD22 LEU 542 9,987 -29,760 -7,572 1.00 0.00
ATOM 5316 HD23 LEU 542 9,113 -28,464 -6,777 1.00 0.00
ATOM 5317 N ASP 543 10,705 -24,324 -8,015 1.00 0.00
ATOM 5318 CA ASP 543 11,489 -23,183 -7,578 1.00 0.00
ATOM 5319 C ASP 543 11,489 -23,114 -5,985 1.00 0.00
ATOM 5320 O ASP 543 10,447 -23,251 -5,372 1.00 0.00
ATOM 5321 CB ASP 543 10,835 -21,913 -8,254 1.00 0.00
ATOM 5322 CG ASP 543 11,556 -20,645 -7,843 1.00 0.00
ATOM 5323 OD1 ASP 543 12,553 -20,293 -8,487 1.00 0.00
ATOM 5324 OD2 ASP 543 11,280 -20,075 -6,767 1.00 0.00
ATOM 5325 H ASP 543 9,952 -24,634 -7,418 1.00 0.00
ATOM 5326 HA ASP 543 12,515 -23,317 -7,922 1.00 0.00
ATOM 5327 HB2 ASP 543 10,906 -22,014 -9,337 1.00 0.00
ATOM 5328 HB3 ASP 543 9,788 -21,965 -7,953 1.00 0.00
ATOM 5329 N PRO 544 12,655 -22,757 -5,324 1.00 0.00
ATOM 5330 CA PRO 544 12,895 -22,769 -3,815 1.00 0.00
ATOM 5331 C PRO 544 11,944 -21,920 -2,980 1.00 0.00



ATOM 5332 O PRO 544 11,898 -22,115 -1,758 1.00 0.00
ATOM 5333 CB PRO 544 14,356 -22,161 -3,576 1.00 0.00
ATOM 5334 CG PRO 544 15,105 -22,656 -4,864 1.00 0.00
ATOM 5335 CD PRO 544 13,976 -22,563 -5,873 1.00 0.00
ATOM 5336 HA PRO 544 12,907 -23,829 -3,563 1.00 0.00
ATOM 5337 HB2 PRO 544 14,232 -21,080 -3,513 1.00 0.00
ATOM 5338 HB3 PRO 544 14,665 -22,461 -2,575 1.00 0.00
ATOM 5339 HG2 PRO 544 15,976 -22,053 -5,120 1.00 0.00
ATOM 5340 HG3 PRO 544 15,501 -23,653 -4,667 1.00 0.00
ATOM 5341 HD2 PRO 544 14,039 -21,520 -6,186 1.00 0.00
ATOM 5342 HD3 PRO 544 14,101 -23,301 -6,666 1.00 0.00
ATOM 5343 N ASN 545 11,303 -20,915 -3,532 1.00 0.00
ATOM 5344 CA ASN 545 10,521 -19,894 -2,801 1.00 0.00
ATOM 5345 C ASN 545 9,110 -20,309 -2,454 1.00 0.00
ATOM 5346 O ASN 545 8,654 -19,937 -1,349 1.00 0.00
ATOM 5347 CB ASN 545 10,483 -18,528 -3,509 1.00 0.00
ATOM 5348 CG ASN 545 11,814 -17,926 -3,841 1.00 0.00
ATOM 5349 ND2 ASN 545 12,522 -18,395 -4,869 1.00 0.00
ATOM 5350 OD1 ASN 545 12,316 -17,036 -3,134 1.00 0.00
ATOM 5351 H ASN 545 11,528 -20,706 -4,495 1.00 0.00
ATOM 5352 HA ASN 545 11,044 -19,820 -1,847 1.00 0.00
ATOM 5353 HB2 ASN 545 9,931 -18,562 -4,447 1.00 0.00
ATOM 5354 HB3 ASN 545 9,980 -17,784 -2,892 1.00 0.00
ATOM 5355 HD21 ASN 545 12,023 -18,941 -5,555 1.00 0.00
ATOM 5356 HD22 ASN 545 13,363 -17,898 -5,128 1.00 0.00
ATOM 5357 N GLU 546 8,545 -21,279 -3,135 1.00 0.00
ATOM 5358 CA GLU 546 7,387 -21,949 -2,699 1.00 0.00
ATOM 5359 C GLU 546 7,675 -22,632 -1,309 1.00 0.00
ATOM 5360 O GLU 546 8,716 -23,338 -1,212 1.00 0.00
ATOM 5361 CB GLU 546 7,049 -23,039 -3,726 1.00 0.00
ATOM 5362 CG GLU 546 5,883 -23,971 -3,334 1.00 0.00
ATOM 5363 CD GLU 546 5,579 -25,021 -4,399 1.00 0.00
ATOM 5364 OE1 GLU 546 5,414 -26,223 -4,093 1.00 0.00
ATOM 5365 OE2 GLU 546 5,312 -24,588 -5,575 1.00 0.00
ATOM 5366 H GLU 546 9,078 -21,647 -3,911 1.00 0.00
ATOM 5367 HA GLU 546 6,538 -21,270 -2,623 1.00 0.00
ATOM 5368 HB2 GLU 546 6,821 -22,643 -4,716 1.00 0.00
ATOM 5369 HB3 GLU 546 7,864 -23,740 -3,904 1.00 0.00
ATOM 5370 HG2 GLU 546 6,117 -24,444 -2,380 1.00 0.00
ATOM 5371 HG3 GLU 546 5,053 -23,268 -3,265 1.00 0.00
ATOM 5372 N SER 547 6,746 -22,648 -0.360 1.00 0.00
ATOM 5373 CA SER 547 6,958 -23,167 0.971 1.00 0.00
ATOM 5374 C SER 547 5,888 -24,049 1,513 1.00 0.00



ATOM 5375 O SER 547 4,785 -24,069 1,051 1.00 0.00
ATOM 5376 CB SER 547 7,113 -21,976 1,928 1.00 0.00
ATOM 5377 OG SER 547 6,085 -21,065 1,903 1.00 0.00
ATOM 5378 H SER 547 5,898 -22,121 -0.513 1.00 0.00
ATOM 5379 HA SER 547 7,897 -23,718 1,025 1.00 0.00
ATOM 5380 HB2 SER 547 7,205 -22,294 2,967 1.00 0.00
ATOM 5381 HB3 SER 547 8,062 -21,500 1,681 1.00 0.00
ATOM 5382 HG SER 547 6,370 -20,308 2,422 1.00 0.00
ATOM 5383 N ASP 548 6,261 -24,829 2,502 1.00 0.00
ATOM 5384 CA ASP 548 5,277 -25,307 3,478 1.00 0.00
ATOM 5385 C ASP 548 4,480 -24,153 4,166 1.00 0.00
ATOM 5386 O ASP 548 5,047 -23,072 4,331 1.00 0.00
ATOM 5387 CB ASP 548 6,009 -26,263 4,503 1.00 0.00
ATOM 5388 CG ASP 548 4,914 -26,945 5,385 1.00 0.00
ATOM 5389 OD1 ASP 548 5,166 -27,153 6,602 1.00 0.00
ATOM 5390 OD2 ASP 548 3,742 -27,079 4,973 1.00 0.00
ATOM 5391 H ASP 548 7,228 -24,880 2,789 1.00 0.00
ATOM 5392 HA ASP 548 4,495 -25,842 2,940 1.00 0.00
ATOM 5393 HB2 ASP 548 6,510 -27,064 3,960 1.00 0.00
ATOM 5394 HB3 ASP 548 6,753 -25,780 5,136 1.00 0.00
ATOM 5395 N ASN 549 3,230 -24,422 4,351 1.00 0.00
ATOM 5396 CA ASN 549 2,248 -23,467 4,926 1.00 0.00
ATOM 5397 C ASN 549 2,462 -23,091 6,466 1.00 0.00
ATOM 5398 O ASN 549 2,013 -22,096 6,912 1.00 0.00
ATOM 5399 CB ASN 549 0.903 -24,063 4,713 1.00 0.00
ATOM 5400 CG ASN 549 -0.197 -23,077 5,121 1.00 0.00
ATOM 5401 ND2 ASN 549 -1,091 -23,460 5,969 1.00 0.00
ATOM 5402 OD1 ASN 549 -0.371 -22,010 4,616 1.00 0.00
ATOM 5403 H ASN 549 3,010 -25,407 4,304 1.00 0.00
ATOM 5404 HA ASN 549 2,307 -22,501 4,425 1.00 0.00
ATOM 5405 HB2 ASN 549 0.789 -24,390 3,680 1.00 0.00
ATOM 5406 HB3 ASN 549 0.947 -24,914 5,393 1.00 0.00
ATOM 5407 HD21 ASN 549 -1,076 -24,351 6,443 1.00 0.00
ATOM 5408 HD22 ASN 549 -1,924 -22,897 6,068 1.00 0.00
ATOM 5409 N ASN 550 3,356 -23,757 7,147 1.00 0.00
ATOM 5410 CA ASN 550 3,823 -23,572 8,531 1.00 0.00
ATOM 5411 C ASN 550 4,905 -22,489 8,566 1.00 0.00
ATOM 5412 O ASN 550 5,613 -22,337 9,555 1.00 0.00
ATOM 5413 CB ASN 550 4,258 -24,784 9,183 1.00 0.00
ATOM 5414 CG ASN 550 3,146 -25,796 9,425 1.00 0.00
ATOM 5415 ND2 ASN 550 3,061 -26,767 8,565 1.00 0.00
ATOM 5416 OD1 ASN 550 2,276 -25,612 10,272 1.00 0.00
ATOM 5417 H ASN 550 3,985 -24,427 6,726 1.00 0.00



ATOM 5418 HA ASN 550 3,016 -23,110 9,101 1.00 0.00
ATOM 5419 HB2 ASN 550 5,192 -25,198 8,805 1.00 0.00
ATOM 5420 HB3 ASN 550 4,466 -24,543 10,226 1.00 0.00
ATOM 5421 HD21 ASN 550 3,726 -26,798 7,806 1.00 0.00
ATOM 5422 HD22 ASN 550 2,196 -27,279 8,463 1.00 0.00
ATOM 5423 N GLY 551 5,067 -21,703 7,476 1.00 0.00
ATOM 5424 CA GLY 551 6,074 -20,605 7,429 1.00 0.00
ATOM 5425 C GLY 551 7,475 -21,081 7,130 1.00 0.00
ATOM 5426 O GLY 551 8,472 -20,687 7,813 1.00 0.00
ATOM 5427 H GLY 551 4,373 -21,737 6,743 1.00 0.00
ATOM 5428 HA2 GLY 551 5,819 -19,935 6,608 1.00 0.00
ATOM 5429 HA3 GLY 551 6,044 -20,000 8,335 1.00 0.00
ATOM 5430 N ARG 552 7,546 -22,066 6,252 1.00 0.00
ATOM 5431 CA ARG 552 8,636 -23,069 6,351 1.00 0.00
ATOM 5432 C ARG 552 9,149 -23,517 4,957 1.00 0.00
ATOM 5433 O ARG 552 8,497 -24,270 4,304 1.00 0.00
ATOM 5434 CB ARG 552 8,104 -24,158 7,277 1.00 0.00
ATOM 5435 CG ARG 552 8,987 -25,394 7,429 1.00 0.00
ATOM 5436 CD ARG 552 8,301 -26,341 8,387 1.00 0.00
ATOM 5437 NE ARG 552 8,811 -27,736 8,292 1.00 0.00
ATOM 5438 CZ ARG 552 8,262 -28,842 7,833 1.00 0.00
ATOM 5439 NH1 ARG 552 7,083 -28,897 7,518 1.00 0.00
ATOM 5440 NH2 ARG 552 8,854 -29,944 7,914 1.00 0.00
ATOM 5441 H ARG 552 6,798 -22,317 5,622 1.00 0.00
ATOM 5442 HA ARG 552 9,518 -22,599 6,782 1.00 0.00
ATOM 5443 HB2 ARG 552 7,881 -23,655 8,217 1.00 0.00
ATOM 5444 HB3 ARG 552 7,133 -24,432 6,867 1.00 0.00
ATOM 5445 HG2 ARG 552 8,994 -25,887 6,457 1.00 0.00
ATOM 5446 HG3 ARG 552 10,011 -25,225 7,761 1.00 0.00
ATOM 5447 HD2 ARG 552 8,319 -25,903 9,385 1.00 0.00
ATOM 5448 HD3 ARG 552 7,249 -26,369 8,103 1.00 0.00
ATOM 5449 HE ARG 552 9,672 -27,933 8,780 1.00 0.00
ATOM 5450 HH11 ARG 552 6,472 -28,101 7,406 1.00 0.00
ATOM 5451 HH12 ARG 552 6,706 -29,765 7,168 1.00 0.00
ATOM 5452 HH21 ARG 552 9,800 -30,023 8,258 1.00 0.00
ATOM 5453 HH22 ARG 552 8,403 -30,713 7,441 1.00 0.00
ATOM 5454 N THR 553 10,233 -22,890 4,435 1.00 0.00
ATOM 5455 CA THR 553 10,668 -22,984 3,044 1.00 0.00
ATOM 5456 C THR 553 11,608 -24,155 2,964 1.00 0.00
ATOM 5457 O THR 553 12,208 -24,521 3,974 1.00 0.00
ATOM 5458 CB THR 553 11,484 -21,701 2,558 1.00 0.00
ATOM 5459 CG2 THR 553 10,584 -20,487 2,535 1.00 0.00
ATOM 5460 OG1 THR 553 12,547 -21,417 3,453 1.00 0.00



ATOM 5461 H THR 553 10,505 -22,102 5,006 1.00 0.00
ATOM 5462 HA THR 553 9,839 -23,070 2,341 1.00 0.00
ATOM 5463 HB THR 553 12,006 -21,927 1,628 1.00 0.00
ATOM 5464 HG1 THR 553 13,103 -20,796 2,977 1.00 0.00
ATOM 5465 HG21 THR 553 9,733 -20,617 3,203 1.00 0.00
ATOM 5466 HG22 THR 553 10,138 -20,424 1,544 1.00 0.00
ATOM 5467 HG23 THR 553 11,191 -19,597 2,709 1.00 0.00
ATOM 5468 N PRO 554 11,902 -24,662 1,763 1.00 0.00
ATOM 5469 CA PRO 554 12,979 -25,609 1,550 1.00 0.00
ATOM 5470 C PRO 554 14,386 -25,251 2,207 1.00 0.00
ATOM 5471 O PRO 554 15,108 -26,133 2,689 1.00 0.00
ATOM 5472 CB PRO 554 13,079 -25,722 0.037 1.00 0.00
ATOM 5473 CG PRO 554 11,693 -25,362 -0.484 1.00 0.00
ATOM 5474 CD PRO 554 11,137 -24,412 0.549 1.00 0.00
ATOM 5475 HA PRO 554 12,684 -26,583 1,942 1.00 0.00
ATOM 5476 HB2 PRO 554 13,808 -25,017 -0.361 1.00 0.00
ATOM 5477 HB3 PRO 554 13,356 -26,728 -0.280 1.00 0.00
ATOM 5478 HG2 PRO 554 11,831 -24,875 -1,449 1.00 0.00
ATOM 5479 HG3 PRO 554 11,116 -26,278 -0.605 1.00 0.00
ATOM 5480 HD2 PRO 554 11,289 -23,391 0.198 1.00 0.00
ATOM 5481 HD3 PRO 554 10,071 -24,519 0.750 1.00 0.00
ATOM 5482 N LEU 555 14,776 -23,963 2,094 1.00 0.00
ATOM 5483 CA LEU 555 16,051 -23,501 2,718 1.00 0.00
ATOM 5484 C LEU 555 16,037 -23,501 4,188 1.00 0.00
ATOM 5485 O LEU 555 17,022 -23,791 4,889 1.00 0.00
ATOM 5486 CB LEU 555 16,388 -22,067 2,143 1.00 0.00
ATOM 5487 CG LEU 555 17,573 -21,342 2,796 1.00 0.00
ATOM 5488 CD1 LEU 555 18,884 -22,057 2,472 1.00 0.00
ATOM 5489 CD2 LEU 555 17,731 -19,962 2,325 1.00 0.00
ATOM 5490 H LEU 555 14,110 -23,342 1,657 1.00 0.00
ATOM 5491 HA LEU 555 16,791 -24,268 2,489 1.00 0.00
ATOM 5492 HB2 LEU 555 16,527 -22,108 1,062 1.00 0.00
ATOM 5493 HB3 LEU 555 15,516 -21,458 2,379 1.00 0.00
ATOM 5494 HG LEU 555 17,474 -21,444 3,877 1.00 0.00
ATOM 5495 HD11 LEU 555 19,055 -22,148 1,399 1.00 0.00
ATOM 5496 HD12 LEU 555 18,789 -23,062 2,881 1.00 0.00
ATOM 5497 HD13 LEU 555 19,707 -21,474 2,883 1.00 0.00
ATOM 5498 HD21 LEU 555 17,668 -19,987 1,237 1.00 0.00
ATOM 5499 HD22 LEU 555 16,969 -19,318 2,764 1.00 0.00
ATOM 5500 HD23 LEU 555 18,696 -19,568 2,643 1.00 0.00
ATOM 5501 N HIE 556 14,881 -23,161 4,780 1.00 0.00
ATOM 5502 CA HIE 556 14,745 -23,253 6,210 1.00 0.00
ATOM 5503 C HIE 556 14,808 -24,684 6,768 1.00 0.00



ATOM 5504 O HIE 556 15,391 -24,914 7,811 1.00 0.00
ATOM 5505 CB HIE 556 13,528 -22,526 6,747 1.00 0.00
ATOM 5506 CG HIE 556 13,557 -22,239 8,259 1.00 0.00
ATOM 5507 CD2 HIE 556 13,191 -23,100 9,273 1.00 0.00
ATOM 5508 ND1 HIE 556 13,879 -20,976 8,770 1.00 0.00
ATOM 5509 CE1 HIE 556 13,828 -21,106 10,152 1.00 0.00
ATOM 5510 NE2 HIE 556 13,345 -22,319 10,438 1.00 0.00
ATOM 5511 H HIE 556 14,075 -22,983 4,197 1.00 0.00
ATOM 5512 HA HIE 556 15,660 -22,814 6,605 1.00 0.00
ATOM 5513 HB2 HIE 556 13,407 -21,569 6,241 1.00 0.00
ATOM 5514 HB3 HIE 556 12,652 -23,159 6,608 1.00 0.00
ATOM 5515 HD2 HIE 556 13,036 -24,167 9,199 1.00 0.00
ATOM 5516 HE1 HIE 556 14,031 -20,337 10,883 1.00 0.00
ATOM 5517 HE2 HIE 556 13,311 -22,794 11,329 1.00 0.00
ATOM 5518 N ILE 557 14,184 -25,620 6,088 1.00 0.00
ATOM 5519 CA ILE 557 14,512 -27,027 6,303 1.00 0.00
ATOM 5520 C ILE 557 16,036 -27,258 6,245 1.00 0.00
ATOM 5521 O ILE 557 16,617 -27,867 7,179 1.00 0.00
ATOM 5522 CB ILE 557 13,570 -27,923 5,469 1.00 0.00
ATOM 5523 CG1 ILE 557 12,077 -27,779 5,825 1.00 0.00
ATOM 5524 CG2 ILE 557 14,014 -29,405 5,596 1.00 0.00
ATOM 5525 CD1 ILE 557 11,100 -28,198 4,669 1.00 0.00
ATOM 5526 H ILE 557 13,879 -25,283 5,185 1.00 0.00
ATOM 5527 HA ILE 557 14,181 -27,222 7,323 1.00 0.00
ATOM 5528 HB ILE 557 13,717 -27,620 4,432 1.00 0.00
ATOM 5529 HG12 ILE 557 11,853 -28,332 6,738 1.00 0.00
ATOM 5530 HG13 ILE 557 11,893 -26,739 6,092 1.00 0.00
ATOM 5531 HG21 ILE 557 13,242 -30,116 5,301 1.00 0.00
ATOM 5532 HG22 ILE 557 14,276 -29,564 6,642 1.00 0.00
ATOM 5533 HG23 ILE 557 14,930 -29,631 5,050 1.00 0.00
ATOM 5534 HD11 ILE 557 11,016 -29,284 4,669 1.00 0.00
ATOM 5535 HD12 ILE 557 11,288 -27,754 3,692 1.00 0.00
ATOM 5536 HD13 ILE 557 10,114 -27,993 5,086 1.00 0.00
ATOM 5537 N ALA 558 16,683 -26,987 5,075 1.00 0.00
ATOM 5538 CA ALA 558 18,129 -27,367 4,774 1.00 0.00
ATOM 5539 C ALA 558 19,185 -26,819 5,845 1.00 0.00
ATOM 5540 O ALA 558 20,181 -27,453 6,180 1.00 0.00
ATOM 5541 CB ALA 558 18,571 -27,029 3,385 1.00 0.00
ATOM 5542 H ALA 558 16,153 -26,786 4,239 1.00 0.00
ATOM 5543 HA ALA 558 18,282 -28,446 4,760 1.00 0.00
ATOM 5544 HB1 ALA 558 18,540 -25,945 3,280 1.00 0.00
ATOM 5545 HB2 ALA 558 17,890 -27,495 2,672 1.00 0.00
ATOM 5546 HB3 ALA 558 19,593 -27,391 3,275 1.00 0.00



ATOM 5547 N ALA 559 18,969 -25,616 6,331 1.00 0.00
ATOM 5548 CA ALA 559 19,672 -24,952 7,473 1.00 0.00
ATOM 5549 C ALA 559 19,326 -25,665 8,817 1.00 0.00
ATOM 5550 O ALA 559 20,236 -26,031 9,606 1.00 0.00
ATOM 5551 CB ALA 559 19,246 -23,431 7,615 1.00 0.00
ATOM 5552 H ALA 559 18,209 -25,100 5,913 1.00 0.00
ATOM 5553 HA ALA 559 20,755 -25,009 7,359 1.00 0.00
ATOM 5554 HB1 ALA 559 18,198 -23,185 7,790 1.00 0.00
ATOM 5555 HB2 ALA 559 19,511 -22,833 6,743 1.00 0.00
ATOM 5556 HB3 ALA 559 19,752 -23,028 8,493 1.00 0.00
ATOM 5557 N SER 560 18,023 -25,921 9,004 1.00 0.00
ATOM 5558 CA SER 560 17,522 -26,572 10,219 1.00 0.00
ATOM 5559 C SER 560 17,817 -28,078 10,289 1.00 0.00
ATOM 5560 O SER 560 17,547 -28,694 11,304 1.00 0.00
ATOM 5561 CB SER 560 16,052 -26,161 10,492 1.00 0.00
ATOM 5562 OG SER 560 15,693 -26,125 11,864 1.00 0.00
ATOM 5563 H SER 560 17,339 -25,586 8,343 1.00 0.00
ATOM 5564 HA SER 560 18,078 -26,114 11,038 1.00 0.00
ATOM 5565 HB2 SER 560 16,057 -25,100 10,248 1.00 0.00
ATOM 5566 HB3 SER 560 15,299 -26,574 9,821 1.00 0.00
ATOM 5567 HG SER 560 15,132 -25,369 12,051 1.00 0.00
ATOM 5568 N LYS 561 18,451 -28,714 9,315 1.00 0.00
ATOM 5569 CA LYS 561 19,070 -30,043 9,380 1.00 0.00
ATOM 5570 C LYS 561 20,598 -30,052 9,074 1.00 0.00
ATOM 5571 O LYS 561 21,258 -31,119 9,054 1.00 0.00
ATOM 5572 CB LYS 561 18,214 -31,046 8,545 1.00 0.00
ATOM 5573 CG LYS 561 16,718 -31,016 8,887 1.00 0.00
ATOM 5574 CD LYS 561 16,099 -32,435 8,820 1.00 0.00
ATOM 5575 CE LYS 561 16,440 -33,231 7,521 1.00 0.00
ATOM 5576 NZ LYS 561 16,119 -34,672 7,563 1.00 0.00
ATOM 5577 H LYS 561 18,257 -28,213 8,460 1.00 0.00
ATOM 5578 HA LYS 561 18,951 -30,331 10,426 1.00 0.00
ATOM 5579 HB2 LYS 561 18,448 -30,803 7,509 1.00 0.00
ATOM 5580 HB3 LYS 561 18,687 -32,017 8,686 1.00 0.00
ATOM 5581 HG2 LYS 561 16,635 -30,796 9,952 1.00 0.00
ATOM 5582 HG3 LYS 561 16,178 -30,313 8,254 1.00 0.00
ATOM 5583 HD2 LYS 561 16,254 -33,035 9,717 1.00 0.00
ATOM 5584 HD3 LYS 561 15,045 -32,157 8,809 1.00 0.00
ATOM 5585 HE2 LYS 561 15,830 -32,833 6,710 1.00 0.00
ATOM 5586 HE3 LYS 561 17,513 -33,274 7,335 1.00 0.00
ATOM 5587 HZ1 LYS 561 15,226 -34,843 8,003 1.00 0.00
ATOM 5588 HZ2 LYS 561 16,809 -35,163 8,114 1.00 0.00
ATOM 5589 HZ3 LYS 561 16,076 -34,954 6,594 1.00 0.00



ATOM 5590 N GLY 562 21,237 -28,889 8,962 1.00 0.00
ATOM 5591 CA GLY 562 22,651 -28,713 8,734 1.00 0.00
ATOM 5592 C GLY 562 23,078 -29,371 7,436 1.00 0.00
ATOM 5593 O GLY 562 24,169 -29,875 7,313 1.00 0.00
ATOM 5594 H GLY 562 20,717 -28,026 8,889 1.00 0.00
ATOM 5595 HA2 GLY 562 22,764 -27,644 8,555 1.00 0.00
ATOM 5596 HA3 GLY 562 23,220 -29,131 9,564 1.00 0.00
ATOM 5597 N THR 563 22,194 -29,409 6,425 1.00 0.00
ATOM 5598 CA THR 563 22,449 -30,081 5,121 1.00 0.00
ATOM 5599 C THR 563 23,221 -29,250 4,094 1.00 0.00
ATOM 5600 O THR 563 22,736 -28,941 2,962 1.00 0.00
ATOM 5601 CB THR 563 21,031 -30,440 4,609 1.00 0.00
ATOM 5602 CG2 THR 563 20,941 -31,356 3,438 1.00 0.00
ATOM 5603 OG1 THR 563 20,329 -31,073 5,637 1.00 0.00
ATOM 5604 H THR 563 21,285 -28,976 6,511 1.00 0.00
ATOM 5605 HA THR 563 22,894 -31,063 5,275 1.00 0.00
ATOM 5606 HB THR 563 20,543 -29,480 4,440 1.00 0.00
ATOM 5607 HG1 THR 563 20,566 -32,002 5,593 1.00 0.00
ATOM 5608 HG21 THR 563 21,641 -31,084 2,649 1.00 0.00
ATOM 5609 HG22 THR 563 20,001 -31,427 2,891 1.00 0.00
ATOM 5610 HG23 THR 563 21,019 -32,329 3,923 1.00 0.00
ATOM 5611 N LEU 564 24,421 -28,960 4,455 1.00 0.00
ATOM 5612 CA LEU 564 25,278 -27,986 3,774 1.00 0.00
ATOM 5613 C LEU 564 25,294 -27,982 2,229 1.00 0.00
ATOM 5614 O LEU 564 25,223 -26,969 1,599 1.00 0.00
ATOM 5615 CB LEU 564 26,630 -28,220 4,400 1.00 0.00
ATOM 5616 CG LEU 564 27,818 -27,492 3,693 1.00 0.00
ATOM 5617 CD1 LEU 564 27,697 -25,958 3,668 1.00 0.00
ATOM 5618 CD2 LEU 564 29,174 -27,740 4,349 1.00 0.00
ATOM 5619 H LEU 564 24,786 -29,425 5,274 1.00 0.00
ATOM 5620 HA LEU 564 24,890 -27,002 4,036 1.00 0.00
ATOM 5621 HB2 LEU 564 26,614 -27,859 5,429 1.00 0.00
ATOM 5622 HB3 LEU 564 26,938 -29,265 4,418 1.00 0.00
ATOM 5623 HG LEU 564 27,880 -27,831 2,659 1.00 0.00
ATOM 5624 HD11 LEU 564 26,723 -25,735 3,230 1.00 0.00
ATOM 5625 HD12 LEU 564 28,499 -25,540 3,060 1.00 0.00
ATOM 5626 HD13 LEU 564 27,590 -25,448 4,625 1.00 0.00
ATOM 5627 HD21 LEU 564 29,942 -27,219 3,775 1.00 0.00
ATOM 5628 HD22 LEU 564 29,212 -27,425 5,391 1.00 0.00
ATOM 5629 HD23 LEU 564 29,440 -28,795 4,280 1.00 0.00
ATOM 5630 N ASN 565 25,455 -29,162 1,655 1.00 0.00
ATOM 5631 CA ASN 565 25,559 -29,204 0.181 1.00 0.00
ATOM 5632 C ASN 565 24,226 -28,817 -0.561 1.00 0.00



ATOM 5633 O ASN 565 24,224 -27,994 -1,499 1.00 0.00
ATOM 5634 CB ASN 565 25,927 -30,724 -0.127 1.00 0.00
ATOM 5635 CG ASN 565 25,980 -30,860 -1,592 1.00 0.00
ATOM 5636 ND2 ASN 565 25,168 -31,733 -2,081 1.00 0.00
ATOM 5637 OD1 ASN 565 26,731 -30,169 -2,218 1.00 0.00
ATOM 5638 H ASN 565 25,656 -29,981 2,210 1.00 0.00
ATOM 5639 HA ASN 565 26,356 -28,582 -0.226 1.00 0.00
ATOM 5640 HB2 ASN 565 26,962 -30,885 0.173 1.00 0.00
ATOM 5641 HB3 ASN 565 25,156 -31,331 0.348 1.00 0.00
ATOM 5642 HD21 ASN 565 24,542 -32,152 -1,409 1.00 0.00
ATOM 5643 HD22 ASN 565 25,095 -31,890 -3,076 1.00 0.00
ATOM 5644 N CYS 566 23,100 -29,104 0.040 1.00 0.00
ATOM 5645 CA CYS 566 21,782 -28,613 -0.439 1.00 0.00
ATOM 5646 C CYS 566 21,595 -27,116 -0.079 1.00 0.00
ATOM 5647 O CYS 566 20,969 -26,371 -0.786 1.00 0.00
ATOM 5648 CB CYS 566 20,680 -29,516 0.083 1.00 0.00
ATOM 5649 SG CYS 566 20,704 -31,187 -0.713 1.00 0.00
ATOM 5650 H CYS 566 23,080 -29,673 0.875 1.00 0.00
ATOM 5651 HA CYS 566 21,805 -28,626 -1,529 1.00 0.00
ATOM 5652 HB2 CYS 566 20,752 -29,591 1,169 1.00 0.00
ATOM 5653 HB3 CYS 566 19,694 -29,129 -0.174 1.00 0.00
ATOM 5654 HG CYS 566 21,819 -31,587 -0.096 1.00 0.00
ATOM 5655 N VAL 567 22,222 -26,682 1,020 1.00 0.00
ATOM 5656 CA VAL 567 22,154 -25,237 1,340 1.00 0.00
ATOM 5657 C VAL 567 22,808 -24,343 0.332 1.00 0.00
ATOM 5658 O VAL 567 22,202 -23,365 -0.171 1.00 0.00
ATOM 5659 CB VAL 567 22,714 -24,784 2,756 1.00 0.00
ATOM 5660 CG1 VAL 567 22,367 -23,286 3,105 1.00 0.00
ATOM 5661 CG2 VAL 567 22,104 -25,745 3,832 1.00 0.00
ATOM 5662 H VAL 567 22,763 -27,330 1,574 1.00 0.00
ATOM 5663 HA VAL 567 21,109 -24,928 1,301 1.00 0.00
ATOM 5664 HB VAL 567 23,789 -24,967 2,751 1.00 0.00
ATOM 5665 HG11 VAL 567 22,806 -22,555 2,425 1.00 0.00
ATOM 5666 HG12 VAL 567 21,307 -23,181 2,873 1.00 0.00
ATOM 5667 HG13 VAL 567 22,520 -22,962 4,134 1.00 0.00
ATOM 5668 HG21 VAL 567 22,522 -26,738 3,666 1.00 0.00
ATOM 5669 HG22 VAL 567 21,017 -25,820 3,834 1.00 0.00
ATOM 5670 HG23 VAL 567 22,086 -25,390 4,863 1.00 0.00
ATOM 5671 N LEU 568 24,032 -24,750 -0.061 1.00 0.00
ATOM 5672 CA LEU 568 24,816 -24,150 -1,192 1.00 0.00
ATOM 5673 C LEU 568 24,000 -24,079 -2,486 1.00 0.00
ATOM 5674 O LEU 568 23,884 -23,061 -3,129 1.00 0.00
ATOM 5675 CB LEU 568 26,059 -24,965 -1,329 1.00 0.00



ATOM 5676 CG LEU 568 27,250 -24,448 -0.416 1.00 0.00
ATOM 5677 CD1 LEU 568 28,430 -25,441 -0.451 1.00 0.00
ATOM 5678 CD2 LEU 568 27,642 -23,017 -0.843 1.00 0.00
ATOM 5679 H LEU 568 24,443 -25,611 0.271 1.00 0.00
ATOM 5680 HA LEU 568 24,983 -23,115 -0.895 1.00 0.00
ATOM 5681 HB2 LEU 568 25,894 -26,027 -1,148 1.00 0.00
ATOM 5682 HB3 LEU 568 26,418 -24,910 -2,357 1.00 0.00
ATOM 5683 HG LEU 568 26,849 -24,453 0.597 1.00 0.00
ATOM 5684 HD11 LEU 568 28,750 -25,595 -1,482 1.00 0.00
ATOM 5685 HD12 LEU 568 28,057 -26,391 -0.067 1.00 0.00
ATOM 5686 HD13 LEU 568 29,216 -25,109 0.225 1.00 0.00
ATOM 5687 HD21 LEU 568 28,668 -22,802 -0.543 1.00 0.00
ATOM 5688 HD22 LEU 568 27,554 -22,841 -1,915 1.00 0.00
ATOM 5689 HD23 LEU 568 26,946 -22,376 -0.303 1.00 0.00
ATOM 5690 N LEU 569 23,308 -25,186 -2,798 1.00 0.00
ATOM 5691 CA LEU 569 22,412 -25,407 -3,917 1.00 0.00
ATOM 5692 C LEU 569 21,082 -24,509 -3,852 1.00 0.00
ATOM 5693 O LEU 569 20,685 -23,891 -4,885 1.00 0.00
ATOM 5694 CB LEU 569 22,107 -26,920 -4,070 1.00 0.00
ATOM 5695 CG LEU 569 21,197 -27,260 -5,286 1.00 0.00
ATOM 5696 CD1 LEU 569 21,834 -27,098 -6,635 1.00 0.00
ATOM 5697 CD2 LEU 569 20,756 -28,730 -5,077 1.00 0.00
ATOM 5698 H LEU 569 23,304 -25,855 -2,041 1.00 0.00
ATOM 5699 HA LEU 569 22,919 -25,084 -4,826 1.00 0.00
ATOM 5700 HB2 LEU 569 23,057 -27,418 -4,267 1.00 0.00
ATOM 5701 HB3 LEU 569 21,589 -27,357 -3,217 1.00 0.00
ATOM 5702 HG LEU 569 20,270 -26,720 -5,095 1.00 0.00
ATOM 5703 HD11 LEU 569 22,738 -27,705 -6,674 1.00 0.00
ATOM 5704 HD12 LEU 569 22,091 -26,039 -6,628 1.00 0.00
ATOM 5705 HD13 LEU 569 21,226 -27,476 -7,458 1.00 0.00
ATOM 5706 HD21 LEU 569 20,059 -29,104 -5,826 1.00 0.00
ATOM 5707 HD22 LEU 569 21,701 -29,274 -5,077 1.00 0.00
ATOM 5708 HD23 LEU 569 20,215 -28,850 -4,138 1.00 0.00
ATOM 5709 N LEU 570 20,480 -24,217 -2,699 1.00 0.00
ATOM 5710 CA LEU 570 19,264 -23,403 -2,534 1.00 0.00
ATOM 5711 C LEU 570 19,507 -21,882 -2,555 1.00 0.00
ATOM 5712 O LEU 570 18,663 -21,108 -2,976 1.00 0.00
ATOM 5713 CB LEU 570 18,511 -23,927 -1,287 1.00 0.00
ATOM 5714 CG LEU 570 17,824 -25,288 -1,571 1.00 0.00
ATOM 5715 CD1 LEU 570 17,270 -25,672 -0.221 1.00 0.00
ATOM 5716 CD2 LEU 570 16,731 -25,065 -2,650 1.00 0.00
ATOM 5717 H LEU 570 20,794 -24,678 -1,857 1.00 0.00
ATOM 5718 HA LEU 570 18,621 -23,524 -3,405 1.00 0.00



ATOM 5719 HB2 LEU 570 19,289 -24,096 -0.543 1.00 0.00
ATOM 5720 HB3 LEU 570 17,831 -23,149 -0.939 1.00 0.00
ATOM 5721 HG LEU 570 18,462 -26,088 -1,945 1.00 0.00
ATOM 5722 HD11 LEU 570 16,962 -26,710 -0.349 1.00 0.00
ATOM 5723 HD12 LEU 570 16,480 -24,980 0.071 1.00 0.00
ATOM 5724 HD13 LEU 570 18,042 -25,681 0.548 1.00 0.00
ATOM 5725 HD21 LEU 570 16,055 -24,270 -2,333 1.00 0.00
ATOM 5726 HD22 LEU 570 17,108 -24,885 -3,656 1.00 0.00
ATOM 5727 HD23 LEU 570 16,174 -25,992 -2,787 1.00 0.00
ATOM 5728 N LEU 571 20,723 -21,550 -2,268 1.00 0.00
ATOM 5729 CA LEU 571 21,223 -20,190 -2,623 1.00 0.00
ATOM 5730 C LEU 571 21,743 -20,017 -4,041 1.00 0.00
ATOM 5731 O LEU 571 21,557 -18,994 -4,666 1.00 0.00
ATOM 5732 CB LEU 571 22,374 -19,823 -1,637 1.00 0.00
ATOM 5733 CG LEU 571 21,796 -19,550 -0.296 1.00 0.00
ATOM 5734 CD1 LEU 571 22,771 -19,613 0.981 1.00 0.00
ATOM 5735 CD2 LEU 571 21,040 -18,245 -0.179 1.00 0.00
ATOM 5736 H LEU 571 21,302 -22,203 -1,760 1.00 0.00
ATOM 5737 HA LEU 571 20,380 -19,507 -2,525 1.00 0.00
ATOM 5738 HB2 LEU 571 23,153 -20,563 -1,459 1.00 0.00
ATOM 5739 HB3 LEU 571 22,905 -18,936 -1,982 1.00 0.00
ATOM 5740 HG LEU 571 21,084 -20,339 -0.053 1.00 0.00
ATOM 5741 HD11 LEU 571 23,384 -18,717 1,074 1.00 0.00
ATOM 5742 HD12 LEU 571 23,514 -20,409 0.922 1.00 0.00
ATOM 5743 HD13 LEU 571 22,196 -19,803 1,887 1.00 0.00
ATOM 5744 HD21 LEU 571 20,244 -18,139 -0.918 1.00 0.00
ATOM 5745 HD22 LEU 571 20,640 -18,136 0.829 1.00 0.00
ATOM 5746 HD23 LEU 571 21,732 -17,427 -0.376 1.00 0.00
ATOM 5747 N GLU 572 22,262 -21,073 -4,636 1.00 0.00
ATOM 5748 CA GLU 572 22,474 -21,061 -6,077 1.00 0.00
ATOM 5749 C GLU 572 21,210 -20,890 -6,854 1.00 0.00
ATOM 5750 O GLU 572 21,179 -20,135 -7,841 1.00 0.00
ATOM 5751 CB GLU 572 23,302 -22,362 -6,316 1.00 0.00
ATOM 5752 CG GLU 572 23,496 -22,711 -7,807 1.00 0.00
ATOM 5753 CD GLU 572 24,426 -21,716 -8,513 1.00 0.00
ATOM 5754 OE1 GLU 572 24,127 -21,247 -9,592 1.00 0.00
ATOM 5755 OE2 GLU 572 25,460 -21,304 -7,967 1.00 0.00
ATOM 5756 H GLU 572 22,492 -21,832 -4,012 1.00 0.00
ATOM 5757 HA GLU 572 23,155 -20,273 -6,396 1.00 0.00
ATOM 5758 HB2 GLU 572 24,264 -22,368 -5,802 1.00 0.00
ATOM 5759 HB3 GLU 572 22,702 -23,129 -5,827 1.00 0.00
ATOM 5760 HG2 GLU 572 23,846 -23,732 -7,955 1.00 0.00
ATOM 5761 HG3 GLU 572 22,531 -22,549 -8,287 1.00 0.00



ATOM 5762 N TYR 573 20,147 -21,540 -6,457 1.00 0.00
ATOM 5763 CA TYR 573 18,747 -21,391 -6,947 1.00 0.00
ATOM 5764 C TYR 573 17,946 -20,188 -6,316 1.00 0.00
ATOM 5765 O TYR 573 16,770 -20,058 -6,499 1.00 0.00
ATOM 5766 CB TYR 573 18,009 -22,733 -6,903 1.00 0.00
ATOM 5767 CG TYR 573 18,407 -23,631 -8,040 1.00 0.00
ATOM 5768 CD1 TYR 573 17,705 -23,585 -9,195 1.00 0.00
ATOM 5769 CD2 TYR 573 19,653 -24,401 -7,925 1.00 0.00
ATOM 5770 CE1 TYR 573 18,193 -24,303 -10,358 1.00 0.00
ATOM 5771 CE2 TYR 573 20,070 -25,114 -9,025 1.00 0.00
ATOM 5772 CZ TYR 573 19,319 -25,150 -10,200 1.00 0.00
ATOM 5773 OH TYR 573 19,793 -25,869 -11,305 1.00 0.00
ATOM 5774 H TYR 573 20,351 -22,184 -5,706 1.00 0.00
ATOM 5775 HA TYR 573 18,851 -20,990 -7,955 1.00 0.00
ATOM 5776 HB2 TYR 573 18,183 -23,163 -5,917 1.00 0.00
ATOM 5777 HB3 TYR 573 16,936 -22,578 -7,013 1.00 0.00
ATOM 5778 HD1 TYR 573 16,760 -23,065 -9,260 1.00 0.00
ATOM 5779 HD2 TYR 573 20,273 -24,414 -7,040 1.00 0.00
ATOM 5780 HE1 TYR 573 17,597 -24,303 -11,259 1.00 0.00
ATOM 5781 HE2 TYR 573 20,986 -25,668 -8,882 1.00 0.00
ATOM 5782 HH TYR 573 19,220 -25,908 -12,074 1.00 0.00
ATOM 5783 N HID 574 18,676 -19,207 -5,731 1.00 0.00
ATOM 5784 CA HID 574 18,248 -17,893 -5,226 1.00 0.00
ATOM 5785 C HID 574 16,928 -17,939 -4,364 1.00 0.00
ATOM 5786 O HID 574 16,047 -17,037 -4,602 1.00 0.00
ATOM 5787 CB HID 574 18,310 -16,878 -6,357 1.00 0.00
ATOM 5788 CG HID 574 19,775 -16,546 -6,668 1.00 0.00
ATOM 5789 CD2 HID 574 20,575 -15,572 -6,172 1.00 0.00
ATOM 5790 ND1 HID 574 20,554 -17,264 -7,582 1.00 0.00
ATOM 5791 CE1 HID 574 21,853 -16,823 -7,543 1.00 0.00
ATOM 5792 NE2 HID 574 21,848 -15,691 -6,762 1.00 0.00
ATOM 5793 H HID 574 19,656 -19,444 -5,663 1.00 0.00
ATOM 5794 HA HID 574 19,067 -17,607 -4,567 1.00 0.00
ATOM 5795 HB2 HID 574 17,754 -17,137 -7,258 1.00 0.00
ATOM 5796 HB3 HID 574 17,818 -15,935 -6,124 1.00 0.00
ATOM 5797 HD1 HID 574 20,212 -18,115 -8,003 1.00 0.00
ATOM 5798 HD2 HID 574 20,299 -14,801 -5,468 1.00 0.00
ATOM 5799 HE1 HID 574 22,704 -17,283 -8,021 1.00 0.00
ATOM 5800 N ALA 575 16,905 -18,766 -3,339 1.00 0.00
ATOM 5801 CA ALA 575 16,002 -18,381 -2,176 1.00 0.00
ATOM 5802 C ALA 575 16,466 -17,139 -1,390 1.00 0.00
ATOM 5803 O ALA 575 17,611 -16,697 -1,440 1.00 0.00
ATOM 5804 CB ALA 575 16,048 -19,638 -1,339 1.00 0.00



ATOM 5805 H ALA 575 17,620 -19,457 -3,161 1.00 0.00
ATOM 5806 HA ALA 575 15,007 -18,203 -2,585 1.00 0.00
ATOM 5807 HB1 ALA 575 15,567 -20,364 -1,996 1.00 0.00
ATOM 5808 HB2 ALA 575 15,561 -19,467 -0.378 1.00 0.00
ATOM 5809 HB3 ALA 575 17,085 -19,912 -1,149 1.00 0.00
ATOM 5810 N ASP 576 15,553 -16,494 -0.634 1.00 0.00
ATOM 5811 CA ASP 576 15,910 -15,428 0.354 1.00 0.00
ATOM 5812 C ASP 576 16,296 -16,022 1,697 1.00 0.00
ATOM 5813 O ASP 576 15,523 -16,692 2,340 1.00 0.00
ATOM 5814 CB ASP 576 14,625 -14,561 0.572 1.00 0.00
ATOM 5815 CG ASP 576 14,838 -13,485 1,707 1.00 0.00
ATOM 5816 OD1 ASP 576 15,993 -13,097 1,924 1.00 0.00
ATOM 5817 OD2 ASP 576 13,856 -13,104 2,397 1.00 0.00
ATOM 5818 H ASP 576 14,610 -16,854 -0.577 1.00 0.00
ATOM 5819 HA ASP 576 16,697 -14,760 0.003 1.00 0.00
ATOM 5820 HB2 ASP 576 14,406 -14,017 -0.347 1.00 0.00
ATOM 5821 HB3 ASP 576 13,745 -15,118 0.893 1.00 0.00
ATOM 5822 N PRO 577 17,554 -15,783 2,168 1.00 0.00
ATOM 5823 CA PRO 577 18,083 -16,218 3,450 1.00 0.00
ATOM 5824 C PRO 577 17,399 -15,578 4,715 1.00 0.00
ATOM 5825 O PRO 577 17,713 -15,850 5,834 1.00 0.00
ATOM 5826 CB PRO 577 19,567 -15,861 3,427 1.00 0.00
ATOM 5827 CG PRO 577 19,754 -14,754 2,391 1.00 0.00
ATOM 5828 CD PRO 577 18,655 -15,069 1,364 1.00 0.00
ATOM 5829 HA PRO 577 17,989 -17,302 3,520 1.00 0.00
ATOM 5830 HB2 PRO 577 19,903 -15,538 4,412 1.00 0.00
ATOM 5831 HB3 PRO 577 20,143 -16,750 3,170 1.00 0.00
ATOM 5832 HG2 PRO 577 19,554 -13,816 2,908 1.00 0.00
ATOM 5833 HG3 PRO 577 20,723 -14,869 1,903 1.00 0.00
ATOM 5834 HD2 PRO 577 18,292 -14,154 0.895 1.00 0.00
ATOM 5835 HD3 PRO 577 19,019 -15,735 0.581 1.00 0.00
ATOM 5836 N ASN 578 16,445 -14,697 4,487 1.00 0.00
ATOM 5837 CA ASN 578 15,779 -14,012 5,588 1.00 0.00
ATOM 5838 C ASN 578 14,350 -14,504 5,846 1.00 0.00
ATOM 5839 O ASN 578 13,583 -13,852 6,550 1.00 0.00
ATOM 5840 CB ASN 578 15,850 -12,466 5,368 1.00 0.00
ATOM 5841 CG ASN 578 17,250 -11,900 5,106 1.00 0.00
ATOM 5842 ND2 ASN 578 17,565 -11,894 3,841 1.00 0.00
ATOM 5843 OD1 ASN 578 18,046 -11,679 6,037 1.00 0.00
ATOM 5844 H ASN 578 16,244 -14,286 3,587 1.00 0.00
ATOM 5845 HA ASN 578 16,357 -14,248 6,483 1.00 0.00
ATOM 5846 HB2 ASN 578 15,143 -12,214 4,578 1.00 0.00
ATOM 5847 HB3 ASN 578 15,488 -11,909 6,233 1.00 0.00



ATOM 5848 HD21 ASN 578 16,816 -12,188 3,231 1.00 0.00
ATOM 5849 HD22 ASN 578 18,507 -11,773 3,498 1.00 0.00
ATOM 5850 N CYS 579 13,987 -15,638 5,279 1.00 0.00
ATOM 5851 CA CYS 579 12,550 -16,043 5,334 1.00 0.00
ATOM 5852 C CYS 579 12,095 -16,299 6,765 1.00 0.00
ATOM 5853 O CYS 579 12,858 -16,761 7,585 1.00 0.00
ATOM 5854 CB CYS 579 12,257 -17,233 4,484 1.00 0.00
ATOM 5855 SG CYS 579 13,323 -18,568 4,917 1.00 0.00
ATOM 5856 H CYS 579 14,629 -16,198 4,737 1.00 0.00
ATOM 5857 HA CYS 579 11,871 -15,283 4,948 1.00 0.00
ATOM 5858 HB2 CYS 579 11,222 -17,507 4,696 1.00 0.00
ATOM 5859 HB3 CYS 579 12,296 -17,015 3,417 1.00 0.00
ATOM 5860 HG CYS 579 13,367 -19,052 3,673 1.00 0.00
ATOM 5861 N ARG 580 10,826 -15,954 7,068 1.00 0.00
ATOM 5862 CA ARG 580 10,120 -15,904 8,373 1.00 0.00
ATOM 5863 C ARG 580 8,894 -16,699 8,645 1.00 0.00
ATOM 5864 O ARG 580 8,375 -17,293 7,738 1.00 0.00
ATOM 5865 CB ARG 580 9,933 -14,359 8,671 1.00 0.00
ATOM 5866 CG ARG 580 11,203 -13,575 9,110 1.00 0.00
ATOM 5867 CD ARG 580 10,866 -12,116 9,364 1.00 0.00
ATOM 5868 NE ARG 580 10,217 -11,944 10,692 1.00 0.00
ATOM 5869 CZ ARG 580 10,541 -11,087 11,573 1.00 0.00
ATOM 5870 NH1 ARG 580 11,660 -10,426 11,568 1.00 0.00
ATOM 5871 NH2 ARG 580 9,710 -10,792 12,519 1.00 0.00
ATOM 5872 H ARG 580 10,254 -15,752 6,260 1.00 0.00
ATOM 5873 HA ARG 580 10,847 -16,338 9,058 1.00 0.00
ATOM 5874 HB2 ARG 580 9,650 -13,855 7,746 1.00 0.00
ATOM 5875 HB3 ARG 580 9,087 -14,241 9,348 1.00 0.00
ATOM 5876 HG2 ARG 580 11,527 -14,066 10,027 1.00 0.00
ATOM 5877 HG3 ARG 580 11,952 -13,809 8,353 1.00 0.00
ATOM 5878 HD2 ARG 580 11,807 -11,564 9,345 1.00 0.00
ATOM 5879 HD3 ARG 580 10,342 -11,681 8,513 1.00 0.00
ATOM 5880 HE ARG 580 9,298 -12,317 10,883 1.00 0.00
ATOM 5881 HH11 ARG 580 12,349 -10,583 10,846 1.00 0.00
ATOM 5882 HH12 ARG 580 11,987 -9,951 12,398 1.00 0.00
ATOM 5883 HH21 ARG 580 8,764 -11,139 12,455 1.00 0.00
ATOM 5884 HH22 ARG 580 9,899 -9,978 13,086 1.00 0.00
ATOM 5885 N ASP 581 8,461 -16,859 9,863 1.00 0.00
ATOM 5886 CA ASP 581 7,390 -17,744 10,356 1.00 0.00
ATOM 5887 C ASP 581 6,481 -17,079 11,402 1.00 0.00
ATOM 5888 O ASP 581 6,487 -15,829 11,426 1.00 0.00
ATOM 5889 CB ASP 581 8,027 -19,027 10,950 1.00 0.00
ATOM 5890 CG ASP 581 8,626 -18,862 12,396 1.00 0.00



ATOM 5891 OD1 ASP 581 8,686 -17,722 12,911 1.00 0.00
ATOM 5892 OD2 ASP 581 9,049 -19,866 12,925 1.00 0.00
ATOM 5893 H ASP 581 8,963 -16,364 10,585 1.00 0.00
ATOM 5894 HA ASP 581 6,847 -18,081 9,472 1.00 0.00
ATOM 5895 HB2 ASP 581 7,258 -19,799 10,944 1.00 0.00
ATOM 5896 HB3 ASP 581 8,766 -19,301 10,197 1.00 0.00
ATOM 5897 N ALA 582 5,714 -17,758 12,280 1.00 0.00
ATOM 5898 CA ALA 582 4,941 -17,100 13,367 1.00 0.00
ATOM 5899 C ALA 582 5,678 -16,542 14,560 1.00 0.00
ATOM 5900 O ALA 582 5,203 -15,580 15,208 1.00 0.00
ATOM 5901 CB ALA 582 3,857 -18,081 13,829 1.00 0.00
ATOM 5902 H ALA 582 5,831 -18,762 12,281 1.00 0.00
ATOM 5903 HA ALA 582 4,393 -16,307 12,858 1.00 0.00
ATOM 5904 HB1 ALA 582 3,156 -18,388 13,053 1.00 0.00
ATOM 5905 HB2 ALA 582 3,261 -17,664 14,642 1.00 0.00
ATOM 5906 HB3 ALA 582 4,278 -18,957 14,323 1.00 0.00
ATOM 5907 N GLU 583 6,883 -16,966 14,810 1.00 0.00
ATOM 5908 CA GLU 583 7,842 -16,445 15,827 1.00 0.00
ATOM 5909 C GLU 583 8,890 -15,432 15,269 1.00 0.00
ATOM 5910 O GLU 583 9,425 -14,644 16,073 1.00 0.00
ATOM 5911 CB GLU 583 8,582 -17,649 16,432 1.00 0.00
ATOM 5912 CG GLU 583 7,799 -18,620 17,209 1.00 0.00
ATOM 5913 CD GLU 583 7,160 -17,946 18,493 1.00 0.00
ATOM 5914 OE1 GLU 583 7,823 -17,898 19,540 1.00 0.00
ATOM 5915 OE2 GLU 583 5,992 -17,450 18,434 1.00 0.00
ATOM 5916 H GLU 583 7,338 -17,580 14,149 1.00 0.00
ATOM 5917 HA GLU 583 7,210 -15,970 16,578 1.00 0.00
ATOM 5918 HB2 GLU 583 9,073 -18,257 15,672 1.00 0.00
ATOM 5919 HB3 GLU 583 9,412 -17,315 17,053 1.00 0.00
ATOM 5920 HG2 GLU 583 6,969 -18,977 16,599 1.00 0.00
ATOM 5921 HG3 GLU 583 8,457 -19,418 17,556 1.00 0.00
ATOM 5922 N GLY 584 8,982 -15,252 13,963 1.00 0.00
ATOM 5923 CA GLY 584 10,001 -14,368 13,389 1.00 0.00
ATOM 5924 C GLY 584 11,287 -15,201 13,071 1.00 0.00
ATOM 5925 O GLY 584 12,419 -14,665 13,126 1.00 0.00
ATOM 5926 H GLY 584 8,418 -15,826 13,352 1.00 0.00
ATOM 5927 HA2 GLY 584 9,869 -13,830 12,450 1.00 0.00
ATOM 5928 HA3 GLY 584 10,335 -13,620 14,107 1.00 0.00
ATOM 5929 N SER 585 11,181 -16,509 12,866 1.00 0.00
ATOM 5930 CA SER 585 12,356 -17,406 12,831 1.00 0.00
ATOM 5931 C SER 585 12,996 -17,266 11,477 1.00 0.00
ATOM 5932 O SER 585 12,223 -17,355 10,525 1.00 0.00
ATOM 5933 CB SER 585 12,086 -18,908 13,047 1.00 0.00



ATOM 5934 OG SER 585 13,281 -19,627 13,159 1.00 0.00
ATOM 5935 H SER 585 10,285 -16,963 12,971 1.00 0.00
ATOM 5936 HA SER 585 13,105 -17,140 13,576 1.00 0.00
ATOM 5937 HB2 SER 585 11,556 -19,019 13,993 1.00 0.00
ATOM 5938 HB3 SER 585 11,579 -19,267 12,152 1.00 0.00
ATOM 5939 HG SER 585 13,164 -20,548 13,406 1.00 0.00
ATOM 5940 N VAL 586 14,323 -17,163 11,406 1.00 0.00
ATOM 5941 CA VAL 586 15,054 -17,109 10,156 1.00 0.00
ATOM 5942 C VAL 586 15,905 -18,368 10,027 1.00 0.00
ATOM 5943 O VAL 586 16,435 -18,824 11,010 1.00 0.00
ATOM 5944 CB VAL 586 15,867 -15,810 9,998 1.00 0.00
ATOM 5945 CG1 VAL 586 14,924 -14,645 9,672 1.00 0.00
ATOM 5946 CG2 VAL 586 16,590 -15,363 11,286 1.00 0.00
ATOM 5947 H VAL 586 14,833 -17,257 12,273 1.00 0.00
ATOM 5948 HA VAL 586 14,324 -17,197 9,352 1.00 0.00
ATOM 5949 HB VAL 586 16,558 -15,995 9,177 1.00 0.00
ATOM 5950 HG11 VAL 586 14,325 -14,374 10,542 1.00 0.00
ATOM 5951 HG12 VAL 586 15,478 -13,772 9,329 1.00 0.00
ATOM 5952 HG13 VAL 586 14,294 -14,923 8,827 1.00 0.00
ATOM 5953 HG21 VAL 586 17,303 -16,131 11,585 1.00 0.00
ATOM 5954 HG22 VAL 586 15,889 -15,194 12,103 1.00 0.00
ATOM 5955 HG23 VAL 586 17,116 -14,427 11,098 1.00 0.00
ATOM 5956 N PRO 587 16,269 -18,815 8,798 1.00 0.00
ATOM 5957 CA PRO 587 17,247 -19,920 8,644 1.00 0.00
ATOM 5958 C PRO 587 18,653 -19,630 9,218 1.00 0.00
ATOM 5959 O PRO 587 19,393 -20,504 9,635 1.00 0.00
ATOM 5960 CB PRO 587 17,211 -20,169 7,142 1.00 0.00
ATOM 5961 CG PRO 587 16,610 -18,958 6,434 1.00 0.00
ATOM 5962 CD PRO 587 15,690 -18,335 7,553 1.00 0.00
ATOM 5963 HA PRO 587 16,757 -20,779 9,101 1.00 0.00
ATOM 5964 HB2 PRO 587 18,214 -20,470 6,840 1.00 0.00
ATOM 5965 HB3 PRO 587 16,483 -20,956 6,951 1.00 0.00
ATOM 5966 HG2 PRO 587 17,417 -18,234 6,313 1.00 0.00
ATOM 5967 HG3 PRO 587 16,106 -19,212 5,502 1.00 0.00
ATOM 5968 HD2 PRO 587 15,796 -17,268 7,360 1.00 0.00
ATOM 5969 HD3 PRO 587 14,643 -18,637 7,582 1.00 0.00
ATOM 5970 N LEU 588 18,988 -18,349 9,420 1.00 0.00
ATOM 5971 CA LEU 588 20,087 -17,945 10,203 1.00 0.00
ATOM 5972 C LEU 588 19,944 -18,439 11,646 1.00 0.00
ATOM 5973 O LEU 588 20,880 -18,955 12,252 1.00 0.00
ATOM 5974 CB LEU 588 20,396 -16,452 9,995 1.00 0.00
ATOM 5975 CG LEU 588 21,563 -15,881 10,780 1.00 0.00
ATOM 5976 CD1 LEU 588 22,870 -16,586 10,378 1.00 0.00



ATOM 5977 CD2 LEU 588 21,708 -14,396 10,540 1.00 0.00
ATOM 5978 H LEU 588 18,336 -17,614 9,185 1.00 0.00
ATOM 5979 HA LEU 588 20,923 -18,458 9,727 1.00 0.00
ATOM 5980 HB2 LEU 588 20,549 -16,304 8,926 1.00 0.00
ATOM 5981 HB3 LEU 588 19,486 -15,967 10,347 1.00 0.00
ATOM 5982 HG LEU 588 21,320 -15,970 11,839 1.00 0.00
ATOM 5983 HD11 LEU 588 23,743 -15,983 10,626 1.00 0.00
ATOM 5984 HD12 LEU 588 22,870 -16,766 9,301 1.00 0.00
ATOM 5985 HD13 LEU 588 22,919 -17,530 10,919 1.00 0.00
ATOM 5986 HD21 LEU 588 20,795 -13,890 10,856 1.00 0.00
ATOM 5987 HD22 LEU 588 22,571 -14,083 11,126 1.00 0.00
ATOM 5988 HD23 LEU 588 21,969 -14,223 9,496 1.00 0.00
ATOM 5989 N TRP 589 18,818 -18,143 12,282 1.00 0.00
ATOM 5990 CA TRP 589 18,521 -18,598 13,651 1.00 0.00
ATOM 5991 C TRP 589 18,647 -20,091 13,827 1.00 0.00
ATOM 5992 O TRP 589 19,350 -20,564 14,743 1.00 0.00
ATOM 5993 CB TRP 589 17,152 -18,071 14,122 1.00 0.00
ATOM 5994 CG TRP 589 16,804 -18,583 15,495 1.00 0.00
ATOM 5995 CD1 TRP 589 15,651 -19,226 15,880 1.00 0.00
ATOM 5996 CD2 TRP 589 17,593 -18,556 16,714 1.00 0.00
ATOM 5997 CE2 TRP 589 16,937 -19,262 17,727 1.00 0.00
ATOM 5998 CE3 TRP 589 18,773 -17,901 17,064 1.00 0.00
ATOM 5999 NE1 TRP 589 15,786 -19,779 17,139 1.00 0.00
ATOM 6000 CZ2 TRP 589 17,424 -19,335 19,032 1.00 0.00
ATOM 6001 CZ3 TRP 589 19,354 -17,965 18,359 1.00 0.00
ATOM 6002 CH2 TRP 589 18,640 -18,702 19,326 1.00 0.00
ATOM 6003 H TRP 589 18,004 -17,919 11,728 1.00 0.00
ATOM 6004 HA TRP 589 19,264 -18,136 14,300 1.00 0.00
ATOM 6005 HB2 TRP 589 17,213 -16,982 14,150 1.00 0.00
ATOM 6006 HB3 TRP 589 16,364 -18,455 13,475 1.00 0.00
ATOM 6007 HD1 TRP 589 14,828 -19,410 15,205 1.00 0.00
ATOM 6008 HE1 TRP 589 15,061 -20,300 17,610 1.00 0.00
ATOM 6009 HE3 TRP 589 19,218 -17,327 16,266 1.00 0.00
ATOM 6010 HZ2 TRP 589 16,848 -19,906 19,746 1.00 0.00
ATOM 6011 HZ3 TRP 589 20,230 -17,393 18,628 1.00 0.00
ATOM 6012 HH2 TRP 589 19,005 -18,698 20,343 1.00 0.00
ATOM 6013 N GLU 590 17,862 -20,824 13,026 1.00 0.00
ATOM 6014 CA GLU 590 17,938 -22,257 13,113 1.00 0.00
ATOM 6015 C GLU 590 19,244 -22,942 12,552 1.00 0.00
ATOM 6016 O GLU 590 19,323 -24,184 12,752 1.00 0.00
ATOM 6017 CB GLU 590 16,574 -22,850 12,598 1.00 0.00
ATOM 6018 CG GLU 590 15,418 -22,502 13,654 1.00 0.00
ATOM 6019 CD GLU 590 14,138 -23,152 13,289 1.00 0.00



ATOM 6020 OE1 GLU 590 14,114 -24,319 12,823 1.00 0.00
ATOM 6021 OE2 GLU 590 13,092 -22,477 13,359 1.00 0.00
ATOM 6022 H GLU 590 17,339 -20,333 12,315 1.00 0.00
ATOM 6023 HA GLU 590 17,932 -22,585 14,152 1.00 0.00
ATOM 6024 HB2 GLU 590 16,290 -22,480 11,612 1.00 0.00
ATOM 6025 HB3 GLU 590 16,658 -23,922 12,419 1.00 0.00
ATOM 6026 HG2 GLU 590 15,691 -22,792 14,668 1.00 0.00
ATOM 6027 HG3 GLU 590 15,234 -21,428 13,612 1.00 0.00
ATOM 6028 N ALA 591 20,208 -22,252 11,963 1.00 0.00
ATOM 6029 CA ALA 591 21,627 -22,711 11,849 1.00 0.00
ATOM 6030 C ALA 591 22,445 -22,481 13,167 1.00 0.00
ATOM 6031 O ALA 591 23,095 -23,416 13,656 1.00 0.00
ATOM 6032 CB ALA 591 22,194 -22,020 10,605 1.00 0.00
ATOM 6033 H ALA 591 19,990 -21,343 11,583 1.00 0.00
ATOM 6034 HA ALA 591 21,603 -23,762 11,559 1.00 0.00
ATOM 6035 HB1 ALA 591 22,264 -20,933 10,639 1.00 0.00
ATOM 6036 HB2 ALA 591 21,581 -22,381 9,779 1.00 0.00
ATOM 6037 HB3 ALA 591 23,226 -22,308 10,404 1.00 0.00
ATOM 6038 N MET 592 22,312 -21,334 13,730 1.00 0.00
ATOM 6039 CA MET 592 22,996 -20,943 14,972 1.00 0.00
ATOM 6040 C MET 592 22,492 -21,717 16,217 1.00 0.00
ATOM 6041 O MET 592 23,234 -22,000 17,137 1.00 0.00
ATOM 6042 CB MET 592 22,745 -19,438 15,111 1.00 0.00
ATOM 6043 CG MET 592 23,662 -18,769 16,191 1.00 0.00
ATOM 6044 SD MET 592 23,183 -17,018 16,522 1.00 0.00
ATOM 6045 CE MET 592 23,066 -16,302 14,846 1.00 0.00
ATOM 6046 H MET 592 21,674 -20,648 13,351 1.00 0.00
ATOM 6047 HA MET 592 24,069 -21,124 14,908 1.00 0.00
ATOM 6048 HB2 MET 592 22,754 -18,811 14,220 1.00 0.00
ATOM 6049 HB3 MET 592 21,687 -19,376 15,366 1.00 0.00
ATOM 6050 HG2 MET 592 23,533 -19,246 17,162 1.00 0.00
ATOM 6051 HG3 MET 592 24,663 -18,908 15,782 1.00 0.00
ATOM 6052 HE1 MET 592 22,179 -16,707 14,358 1.00 0.00
ATOM 6053 HE2 MET 592 23,109 -15,214 14,811 1.00 0.00
ATOM 6054 HE3 MET 592 23,871 -16,720 14,243 1.00 0.00
ATOM 6055 N VAL 593 21,175 -22,122 16,276 1.00 0.00
ATOM 6056 CA VAL 593 20,520 -22,859 17,339 1.00 0.00
ATOM 6057 C VAL 593 21,203 -24,218 17,523 1.00 0.00
ATOM 6058 O VAL 593 21,064 -24,713 18,631 1.00 0.00
ATOM 6059 CB VAL 593 18,975 -22,959 17,136 1.00 0.00
ATOM 6060 CG1 VAL 593 18,613 -24,090 16,191 1.00 0.00
ATOM 6061 CG2 VAL 593 18,170 -23,087 18,465 1.00 0.00
ATOM 6062 H VAL 593 20,496 -21,712 15,650 1.00 0.00



ATOM 6063 HA VAL 593 20,642 -22,354 18,297 1.00 0.00
ATOM 6064 HB VAL 593 18,499 -22,074 16,714 1.00 0.00
ATOM 6065 HG11 VAL 593 18,845 -25,009 16,728 1.00 0.00
ATOM 6066 HG12 VAL 593 17,565 -23,888 15,968 1.00 0.00
ATOM 6067 HG13 VAL 593 19,264 -23,963 15,324 1.00 0.00
ATOM 6068 HG21 VAL 593 18,802 -23,582 19,204 1.00 0.00
ATOM 6069 HG22 VAL 593 17,282 -23,708 18,349 1.00 0.00
ATOM 6070 HG23 VAL 593 17,834 -22,130 18,863 1.00 0.00
ATOM 6071 N GLU 594 21,914 -24,723 16,508 1.00 0.00
ATOM 6072 CA GLU 594 22,712 -25,968 16,539 1.00 0.00
ATOM 6073 C GLU 594 24,235 -25,836 16,227 1.00 0.00
ATOM 6074 O GLU 594 24,910 -26,814 15,941 1.00 0.00
ATOM 6075 CB GLU 594 22,009 -27,007 15,669 1.00 0.00
ATOM 6076 CG GLU 594 22,495 -28,506 15,655 1.00 0.00
ATOM 6077 CD GLU 594 22,449 -29,137 17,082 1.00 0.00
ATOM 6078 OE1 GLU 594 23,236 -30,090 17,264 1.00 0.00
ATOM 6079 OE2 GLU 594 21,650 -28,662 17,981 1.00 0.00
ATOM 6080 H GLU 594 21,908 -24,130 15,689 1.00 0.00
ATOM 6081 HA GLU 594 22,765 -26,249 17,591 1.00 0.00
ATOM 6082 HB2 GLU 594 20,941 -27,092 15,871 1.00 0.00
ATOM 6083 HB3 GLU 594 22,156 -26,612 14,664 1.00 0.00
ATOM 6084 HG2 GLU 594 21,806 -29,126 15,081 1.00 0.00
ATOM 6085 HG3 GLU 594 23,493 -28,578 15,223 1.00 0.00
ATOM 6086 N GLY 595 24,745 -24,588 16,220 1.00 0.00
ATOM 6087 CA GLY 595 26,142 -24,348 15,941 1.00 0.00
ATOM 6088 C GLY 595 26,672 -24,675 14,543 1.00 0.00
ATOM 6089 O GLY 595 27,836 -25,103 14,496 1.00 0.00
ATOM 6090 H GLY 595 24,139 -23,792 16,369 1.00 0.00
ATOM 6091 HA2 GLY 595 26,407 -23,298 16,060 1.00 0.00
ATOM 6092 HA3 GLY 595 26,580 -24,996 16,700 1.00 0.00
ATOM 6093 N HIE 596 25,887 -24,667 13,482 1.00 0.00
ATOM 6094 CA HIE 596 26,401 -24,817 12,135 1.00 0.00
ATOM 6095 C HIE 596 26,891 -23,500 11,611 1.00 0.00
ATOM 6096 O HIE 596 26,139 -22,783 10,929 1.00 0.00
ATOM 6097 CB HIE 596 25,272 -25,472 11,329 1.00 0.00
ATOM 6098 CG HIE 596 25,808 -26,181 10,126 1.00 0.00
ATOM 6099 CD2 HIE 596 25,588 -27,519 9,869 1.00 0.00
ATOM 6100 ND1 HIE 596 26,895 -25,747 9,334 1.00 0.00
ATOM 6101 CE1 HIE 596 27,204 -26,814 8,659 1.00 0.00
ATOM 6102 NE2 HIE 596 26,484 -27,877 8,931 1.00 0.00
ATOM 6103 H HIE 596 24,943 -24,322 13,585 1.00 0.00
ATOM 6104 HA HIE 596 27,261 -25,464 11,961 1.00 0.00
ATOM 6105 HB2 HIE 596 24,774 -26,188 11,983 1.00 0.00



ATOM 6106 HB3 HIE 596 24,541 -24,766 10,935 1.00 0.00
ATOM 6107 HD2 HIE 596 24,960 -28,249 10,358 1.00 0.00
ATOM 6108 HE1 HIE 596 27,986 -26,785 7,915 1.00 0.00
ATOM 6109 HE2 HIE 596 26,547 -28,774 8,470 1.00 0.00
ATOM 6110 N GLU 597 28,080 -23,159 12,084 1.00 0.00
ATOM 6111 CA GLU 597 28,862 -22,015 11,784 1.00 0.00
ATOM 6112 C GLU 597 29,311 -21,870 10,303 1.00 0.00
ATOM 6113 O GLU 597 29,526 -20,758 9,798 1.00 0.00
ATOM 6114 CB GLU 597 30,049 -21,977 12,745 1.00 0.00
ATOM 6115 CG GLU 597 29,662 -21,907 14,254 1.00 0.00
ATOM 6116 CD GLU 597 30,873 -21,859 15,032 1.00 0.00
ATOM 6117 OE1 GLU 597 31,487 -22,955 15,308 1.00 0.00
ATOM 6118 OE2 GLU 597 31,301 -20,799 15,463 1.00 0.00
ATOM 6119 H GLU 597 28,521 -23,775 12,751 1.00 0.00
ATOM 6120 HA GLU 597 28,392 -21,058 12,011 1.00 0.00
ATOM 6121 HB2 GLU 597 30,702 -22,822 12,523 1.00 0.00
ATOM 6122 HB3 GLU 597 30,533 -21,052 12,432 1.00 0.00
ATOM 6123 HG2 GLU 597 29,012 -21,090 14,568 1.00 0.00
ATOM 6124 HG3 GLU 597 29,112 -22,789 14,582 1.00 0.00
ATOM 6125 N LYS 598 29,215 -22,968 9,492 1.00 0.00
ATOM 6126 CA LYS 598 29,451 -22,975 8,033 1.00 0.00
ATOM 6127 C LYS 598 28,242 -22,536 7,229 1.00 0.00
ATOM 6128 O LYS 598 28,359 -21,662 6,439 1.00 0.00
ATOM 6129 CB LYS 598 30,125 -24,350 7,669 1.00 0.00
ATOM 6130 CG LYS 598 30,400 -24,560 6,176 1.00 0.00
ATOM 6131 CD LYS 598 31,427 -23,635 5,716 1.00 0.00
ATOM 6132 CE LYS 598 31,931 -24,110 4,286 1.00 0.00
ATOM 6133 NZ LYS 598 33,005 -23,207 3,830 1.00 0.00
ATOM 6134 H LYS 598 28,946 -23,846 9,913 1.00 0.00
ATOM 6135 HA LYS 598 30,111 -22,139 7,796 1.00 0.00
ATOM 6136 HB2 LYS 598 31,082 -24,449 8,182 1.00 0.00
ATOM 6137 HB3 LYS 598 29,556 -25,222 7,992 1.00 0.00
ATOM 6138 HG2 LYS 598 30,769 -25,580 6,067 1.00 0.00
ATOM 6139 HG3 LYS 598 29,455 -24,516 5,636 1.00 0.00
ATOM 6140 HD2 LYS 598 31,099 -22,607 5,563 1.00 0.00
ATOM 6141 HD3 LYS 598 32,337 -23,671 6,316 1.00 0.00
ATOM 6142 HE2 LYS 598 32,334 -25,123 4,321 1.00 0.00
ATOM 6143 HE3 LYS 598 31,107 -24,102 3,572 1.00 0.00
ATOM 6144 HZ1 LYS 598 32,736 -22,248 3,997 1.00 0.00
ATOM 6145 HZ2 LYS 598 33,227 -23,467 2,879 1.00 0.00
ATOM 6146 HZ3 LYS 598 33,844 -23,440 4,340 1.00 0.00
ATOM 6147 N VAL 599 27,078 -23,095 7,569 1.00 0.00
ATOM 6148 CA VAL 599 25,749 -22,553 7,128 1.00 0.00



ATOM 6149 C VAL 599 25,578 -21,148 7,621 1.00 0.00
ATOM 6150 O VAL 599 25,173 -20,273 6,790 1.00 0.00
ATOM 6151 CB VAL 599 24,644 -23,529 7,470 1.00 0.00
ATOM 6152 CG1 VAL 599 23,302 -22,807 7,176 1.00 0.00
ATOM 6153 CG2 VAL 599 24,685 -24,869 6,734 1.00 0.00
ATOM 6154 H VAL 599 27,097 -23,793 8,299 1.00 0.00
ATOM 6155 HA VAL 599 25,812 -22,335 6,062 1.00 0.00
ATOM 6156 HB VAL 599 24,764 -23,707 8,538 1.00 0.00
ATOM 6157 HG11 VAL 599 23,144 -22,529 6,135 1.00 0.00
ATOM 6158 HG12 VAL 599 22,504 -23,511 7,408 1.00 0.00
ATOM 6159 HG13 VAL 599 23,074 -21,954 7,816 1.00 0.00
ATOM 6160 HG21 VAL 599 23,995 -25,550 7,233 1.00 0.00
ATOM 6161 HG22 VAL 599 25,718 -25,193 6,858 1.00 0.00
ATOM 6162 HG23 VAL 599 24,523 -24,759 5,661 1.00 0.00
ATOM 6163 N VAL 600 25,884 -20,783 8,896 1.00 0.00
ATOM 6164 CA VAL 600 25,831 -19,380 9,398 1.00 0.00
ATOM 6165 C VAL 600 26,763 -18,508 8,541 1.00 0.00
ATOM 6166 O VAL 600 26,325 -17,470 8,154 1.00 0.00
ATOM 6167 CB VAL 600 26,135 -19,204 10,963 1.00 0.00
ATOM 6168 CG1 VAL 600 26,475 -17,797 11,515 1.00 0.00
ATOM 6169 CG2 VAL 600 25,023 -19,769 11,827 1.00 0.00
ATOM 6170 H VAL 600 26,083 -21,562 9,508 1.00 0.00
ATOM 6171 HA VAL 600 24,815 -19,011 9,257 1.00 0.00
ATOM 6172 HB VAL 600 27,011 -19,831 11,133 1.00 0.00
ATOM 6173 HG11 VAL 600 26,677 -17,846 12,585 1.00 0.00
ATOM 6174 HG12 VAL 600 27,479 -17,478 11,236 1.00 0.00
ATOM 6175 HG13 VAL 600 25,650 -17,125 11,278 1.00 0.00
ATOM 6176 HG21 VAL 600 25,512 -20,661 12,217 1.00 0.00
ATOM 6177 HG22 VAL 600 24,175 -20,012 11,185 1.00 0.00
ATOM 6178 HG23 VAL 600 24,802 -19,260 12,764 1.00 0.00
ATOM 6179 N LYS 601 27,999 -18,945 8,198 1.00 0.00
ATOM 6180 CA LYS 601 28,892 -18,124 7,378 1.00 0.00
ATOM 6181 C LYS 601 28,359 -17,940 5,954 1.00 0.00
ATOM 6182 O LYS 601 28,526 -16,807 5,405 1.00 0.00
ATOM 6183 CB LYS 601 30,278 -18,735 7,481 1.00 0.00
ATOM 6184 CG LYS 601 31,028 -18,263 8,782 1.00 0.00
ATOM 6185 CD LYS 601 32,460 -18,884 8,892 1.00 0.00
ATOM 6186 CE LYS 601 33,215 -18,359 10,098 1.00 0.00
ATOM 6187 NZ LYS 601 33,700 -16,978 9,985 1.00 0.00
ATOM 6188 H LYS 601 28,385 -19,787 8,603 1.00 0.00
ATOM 6189 HA LYS 601 28,893 -17,201 7,958 1.00 0.00
ATOM 6190 HB2 LYS 601 30,269 -19,824 7,476 1.00 0.00
ATOM 6191 HB3 LYS 601 30,833 -18,381 6,611 1.00 0.00



ATOM 6192 HG2 LYS 601 31,186 -17,191 8,658 1.00 0.00
ATOM 6193 HG3 LYS 601 30,483 -18,460 9,705 1.00 0.00
ATOM 6194 HD2 LYS 601 32,363 -19,952 9,086 1.00 0.00
ATOM 6195 HD3 LYS 601 33,005 -18,700 7,967 1.00 0.00
ATOM 6196 HE2 LYS 601 32,682 -18,563 11,028 1.00 0.00
ATOM 6197 HE3 LYS 601 34,106 -18,984 10,137 1.00 0.00
ATOM 6198 HZ1 LYS 601 34,618 -16,857 10,386 1.00 0.00
ATOM 6199 HZ2 LYS 601 33,158 -16,333 10,544 1.00 0.00
ATOM 6200 HZ3 LYS 601 33,702 -16,616 9,042 1.00 0.00
ATOM 6201 N VAL 602 27,686 -18,949 5,375 1.00 0.00
ATOM 6202 CA VAL 602 27,124 -18,940 4,026 1.00 0.00
ATOM 6203 C VAL 602 25,899 -18,035 3,947 1.00 0.00
ATOM 6204 O VAL 602 25,729 -17,179 3,071 1.00 0.00
ATOM 6205 CB VAL 602 26,740 -20,405 3,584 1.00 0.00
ATOM 6206 CG1 VAL 602 25,497 -20,520 2,667 1.00 0.00
ATOM 6207 CG2 VAL 602 27,966 -21,051 2,989 1.00 0.00
ATOM 6208 H VAL 602 27,692 -19,853 5,826 1.00 0.00
ATOM 6209 HA VAL 602 27,856 -18,516 3,338 1.00 0.00
ATOM 6210 HB VAL 602 26,491 -20,937 4,501 1.00 0.00
ATOM 6211 HG11 VAL 602 24,592 -20,312 3,237 1.00 0.00
ATOM 6212 HG12 VAL 602 25,619 -19,925 1,762 1.00 0.00
ATOM 6213 HG13 VAL 602 25,371 -21,562 2,374 1.00 0.00
ATOM 6214 HG21 VAL 602 28,194 -20,704 1,981 1.00 0.00
ATOM 6215 HG22 VAL 602 27,751 -22,093 2,752 1.00 0.00
ATOM 6216 HG23 VAL 602 28,792 -20,922 3,690 1.00 0.00
ATOM 6217 N LEU 603 25,015 -18,041 4,989 1.00 0.00
ATOM 6218 CA LEU 603 23,900 -17,132 5,149 1.00 0.00
ATOM 6219 C LEU 603 24,202 -15,621 5,403 1.00 0.00
ATOM 6220 O LEU 603 23,525 -14,771 4,874 1.00 0.00
ATOM 6221 CB LEU 603 22,954 -17,712 6,156 1.00 0.00
ATOM 6222 CG LEU 603 22,309 -19,078 5,975 1.00 0.00
ATOM 6223 CD1 LEU 603 21,731 -19,553 7,359 1.00 0.00
ATOM 6224 CD2 LEU 603 21,112 -19,019 4,979 1.00 0.00
ATOM 6225 H LEU 603 25,300 -18,689 5,709 1.00 0.00
ATOM 6226 HA LEU 603 23,387 -17,085 4,188 1.00 0.00
ATOM 6227 HB2 LEU 603 23,582 -17,725 7,046 1.00 0.00
ATOM 6228 HB3 LEU 603 22,125 -17,008 6,237 1.00 0.00
ATOM 6229 HG LEU 603 23,042 -19,810 5,635 1.00 0.00
ATOM 6230 HD11 LEU 603 22,472 -19,447 8,150 1.00 0.00
ATOM 6231 HD12 LEU 603 21,412 -20,596 7,399 1.00 0.00
ATOM 6232 HD13 LEU 603 20,836 -18,978 7,599 1.00 0.00
ATOM 6233 HD21 LEU 603 21,527 -18,847 3,986 1.00 0.00
ATOM 6234 HD22 LEU 603 20,444 -19,865 5,139 1.00 0.00



ATOM 6235 HD23 LEU 603 20,482 -18,163 5,224 1.00 0.00
ATOM 6236 N LEU 604 25,255 -15,349 6,194 1.00 0.00
ATOM 6237 CA LEU 604 25,799 -14,034 6,465 1.00 0.00
ATOM 6238 C LEU 604 26,425 -13,443 5,213 1.00 0.00
ATOM 6239 O LEU 604 26,026 -12,387 4,776 1.00 0.00
ATOM 6240 CB LEU 604 26,843 -14,173 7,577 1.00 0.00
ATOM 6241 CG LEU 604 26,313 -14,336 8,940 1.00 0.00
ATOM 6242 CD1 LEU 604 27,486 -14,822 9,749 1.00 0.00
ATOM 6243 CD2 LEU 604 25,578 -13,140 9,403 1.00 0.00
ATOM 6244 H LEU 604 25,713 -16,140 6,624 1.00 0.00
ATOM 6245 HA LEU 604 25,045 -13,367 6,882 1.00 0.00
ATOM 6246 HB2 LEU 604 27,435 -15,040 7,285 1.00 0.00
ATOM 6247 HB3 LEU 604 27,495 -13,299 7,620 1.00 0.00
ATOM 6248 HG LEU 604 25,561 -15,123 8,892 1.00 0.00
ATOM 6249 HD11 LEU 604 28,288 -14,111 9,946 1.00 0.00
ATOM 6250 HD12 LEU 604 27,859 -15,769 9,357 1.00 0.00
ATOM 6251 HD13 LEU 604 27,141 -15,014 10,765 1.00 0.00
ATOM 6252 HD21 LEU 604 24,656 -13,035 8,831 1.00 0.00
ATOM 6253 HD22 LEU 604 25,329 -13,329 10,447 1.00 0.00
ATOM 6254 HD23 LEU 604 26,187 -12,245 9,276 1.00 0.00
ATOM 6255 N GLU 605 27,342 -14,118 4,517 1.00 0.00
ATOM 6256 CA GLU 605 27,961 -13,781 3,181 1.00 0.00
ATOM 6257 C GLU 605 26,814 -13,674 2,113 1.00 0.00
ATOM 6258 O GLU 605 27,073 -13,087 1,052 1.00 0.00
ATOM 6259 CB GLU 605 28,978 -14,904 2,758 1.00 0.00
ATOM 6260 CG GLU 605 29,670 -14,678 1,394 1.00 0.00
ATOM 6261 CD GLU 605 30,773 -15,642 0.987 1.00 0.00
ATOM 6262 OE1 GLU 605 30,577 -16,506 0.115 1.00 0.00
ATOM 6263 OE2 GLU 605 31,979 -15,472 1,414 1.00 0.00
ATOM 6264 H GLU 605 27,743 -14,947 4,931 1.00 0.00
ATOM 6265 HA GLU 605 28,455 -12,813 3,261 1.00 0.00
ATOM 6266 HB2 GLU 605 29,702 -15,130 3,541 1.00 0.00
ATOM 6267 HB3 GLU 605 28,476 -15,870 2,694 1.00 0.00
ATOM 6268 HG2 GLU 605 28,959 -14,637 0.569 1.00 0.00
ATOM 6269 HG3 GLU 605 30,170 -13,710 1,427 1.00 0.00
ATOM 6270 N HID 606 25,595 -14,208 2,162 1.00 0.00
ATOM 6271 CA HID 606 24,476 -13,990 1,231 1.00 0.00
ATOM 6272 C HID 606 23,491 -12,864 1,568 1.00 0.00
ATOM 6273 O HID 606 22,464 -12,676 0.846 1.00 0.00
ATOM 6274 CB HID 606 23,711 -15,342 0.985 1.00 0.00
ATOM 6275 CG HID 606 24,468 -16,268 0.046 1.00 0.00
ATOM 6276 CD2 HID 606 24,039 -16,632 -1,168 1.00 0.00
ATOM 6277 ND1 HID 606 25,690 -16,916 0.290 1.00 0.00



ATOM 6278 CE1 HID 606 25,872 -17,720 -0.803 1.00 0.00
ATOM 6279 NE2 HID 606 24,937 -17,524 -1,785 1.00 0.00
ATOM 6280 H HID 606 25,465 -14,901 2,885 1.00 0.00
ATOM 6281 HA HID 606 24,970 -13,706 0.302 1.00 0.00
ATOM 6282 HB2 HID 606 23,450 -15,786 1,947 1.00 0.00
ATOM 6283 HB3 HID 606 22,741 -15,273 0.493 1.00 0.00
ATOM 6284 HD1 HID 606 26,068 -16,977 1,224 1.00 0.00
ATOM 6285 HD2 HID 606 23,107 -16,276 -1,583 1.00 0.00
ATOM 6286 HE1 HID 606 26,773 -18,307 -0.906 1.00 0.00
ATOM 6287 N GLY 607 23,742 -12,192 2,642 1.00 0.00
ATOM 6288 CA GLY 607 23,054 -10,984 3,083 1.00 0.00
ATOM 6289 C GLY 607 21,881 -11,336 4,018 1.00 0.00
ATOM 6290 O GLY 607 20,713 -11,491 3,602 1.00 0.00
ATOM 6291 H GLY 607 24,492 -12,540 3,222 1.00 0.00
ATOM 6292 HA2 GLY 607 23,761 -10,428 3,697 1.00 0.00
ATOM 6293 HA3 GLY 607 22,618 -10,354 2,306 1.00 0.00
ATOM 6294 N SER 608 22,176 -11,671 5,248 1.00 0.00
ATOM 6295 CA SER 608 21,203 -11,944 6,335 1.00 0.00
ATOM 6296 C SER 608 21,843 -11,535 7,678 1.00 0.00
ATOM 6297 O SER 608 23,083 -11,381 7,764 1.00 0.00
ATOM 6298 CB SER 608 20,580 -13,400 6,423 1.00 0.00
ATOM 6299 OG SER 608 21,497 -14,369 6,831 1.00 0.00
ATOM 6300 H SER 608 23,157 -11,616 5,483 1.00 0.00
ATOM 6301 HA SER 608 20,409 -11,235 6,100 1.00 0.00
ATOM 6302 HB2 SER 608 19,680 -13,270 7,025 1.00 0.00
ATOM 6303 HB3 SER 608 20,320 -13,621 5,388 1.00 0.00
ATOM 6304 HG SER 608 22,136 -14,495 6,125 1.00 0.00
ATOM 6305 N THR 609 21,019 -11,274 8,646 1.00 0.00
ATOM 6306 CA THR 609 21,411 -10,842 9,993 1.00 0.00
ATOM 6307 C THR 609 20,446 -11,348 11,035 1.00 0.00
ATOM 6308 O THR 609 19,342 -11,743 10,707 1.00 0.00
ATOM 6309 CB THR 609 21,343 -9,247 10,110 1.00 0.00
ATOM 6310 CG2 THR 609 22,386 -8,611 9,191 1.00 0.00
ATOM 6311 OG1 THR 609 20,070 -8,807 9,758 1.00 0.00
ATOM 6312 H THR 609 20,026 -11,343 8,468 1.00 0.00
ATOM 6313 HA THR 609 22,399 -11,193 10,294 1.00 0.00
ATOM 6314 HB THR 609 21,588 -8,939 11,126 1.00 0.00
ATOM 6315 HG1 THR 609 20,024 -7,848 9,771 1.00 0.00
ATOM 6316 HG21 THR 609 22,359 -7,536 9,365 1.00 0.00
ATOM 6317 HG22 THR 609 22,116 -8,833 8,158 1.00 0.00
ATOM 6318 HG23 THR 609 23,419 -8,891 9,393 1.00 0.00
ATOM 6319 N ILE 610 20,863 -11,392 12,288 1.00 0.00
ATOM 6320 CA ILE 610 19,932 -11,888 13,297 1.00 0.00



ATOM 6321 C ILE 610 18,815 -10,869 13,647 1.00 0.00
ATOM 6322 O ILE 610 17,681 -11,262 13,987 1.00 0.00
ATOM 6323 CB ILE 610 20,737 -12,254 14,558 1.00 0.00
ATOM 6324 CG1 ILE 610 19,998 -13,350 15,316 1.00 0.00
ATOM 6325 CG2 ILE 610 21,172 -10,971 15,322 1.00 0.00
ATOM 6326 CD1 ILE 610 20,653 -13,704 16,683 1.00 0.00
ATOM 6327 H ILE 610 21,746 -10,982 12,553 1.00 0.00
ATOM 6328 HA ILE 610 19,458 -12,787 12,902 1.00 0.00
ATOM 6329 HB ILE 610 21,657 -12,720 14,205 1.00 0.00
ATOM 6330 HG12 ILE 610 18,955 -13,097 15,502 1.00 0.00
ATOM 6331 HG13 ILE 610 19,967 -14,282 14,750 1.00 0.00
ATOM 6332 HG21 ILE 610 20,259 -10,584 15,774 1.00 0.00
ATOM 6333 HG22 ILE 610 21,610 -10,242 14,639 1.00 0.00
ATOM 6334 HG23 ILE 610 21,915 -11,208 16,084 1.00 0.00
ATOM 6335 HD11 ILE 610 20,326 -14,644 17,129 1.00 0.00
ATOM 6336 HD12 ILE 610 20,572 -12,878 17,390 1.00 0.00
ATOM 6337 HD13 ILE 610 21,731 -13,737 16,529 1.00 0.00
ATOM 6338 N ASP 611 18,876 -9,605 13,199 1.00 0.00
ATOM 6339 CA ASP 611 17,727 -8,629 13,149 1.00 0.00
ATOM 6340 C ASP 611 16,724 -8,802 12,077 1.00 0.00
ATOM 6341 O ASP 611 15,627 -8,206 12,142 1.00 0.00
ATOM 6342 CB ASP 611 18,308 -7,185 13,128 1.00 0.00
ATOM 6343 CG ASP 611 17,382 -6,070 13,466 1.00 0.00
ATOM 6344 OD1 ASP 611 17,099 -5,150 12,673 1.00 0.00
ATOM 6345 OD2 ASP 611 16,764 -6,136 14,546 1.00 0.00
ATOM 6346 H ASP 611 19,706 -9,163 12,828 1.00 0.00
ATOM 6347 HA ASP 611 17,135 -8,688 14,062 1.00 0.00
ATOM 6348 HB2 ASP 611 19,227 -7,020 13,690 1.00 0.00
ATOM 6349 HB3 ASP 611 18,726 -6,983 12,142 1.00 0.00
ATOM 6350 N ALA 612 17,098 -9,615 11,101 1.00 0.00
ATOM 6351 CA ALA 612 16,171 -10,127 10,111 1.00 0.00
ATOM 6352 C ALA 612 14,980 -10,956 10,693 1.00 0.00
ATOM 6353 O ALA 612 13,867 -11,040 10,191 1.00 0.00
ATOM 6354 CB ALA 612 16,992 -10,902 9,019 1.00 0.00
ATOM 6355 H ALA 612 18,022 -10,023 11,097 1.00 0.00
ATOM 6356 HA ALA 612 15,684 -9,320 9,562 1.00 0.00
ATOM 6357 HB1 ALA 612 17,245 -11,857 9,482 1.00 0.00
ATOM 6358 HB2 ALA 612 17,860 -10,341 8,677 1.00 0.00
ATOM 6359 HB3 ALA 612 16,267 -11,187 8,255 1.00 0.00
ATOM 6360 N GLY 613 15,250 -11,561 11,810 1.00 0.00
ATOM 6361 CA GLY 613 14,320 -12,193 12,768 1.00 0.00
ATOM 6362 C GLY 613 13,955 -11,328 13,966 1.00 0.00
ATOM 6363 O GLY 613 14,157 -10,108 13,905 1.00 0.00



ATOM 6364 H GLY 613 16,211 -11,582 12,122 1.00 0.00
ATOM 6365 HA2 GLY 613 13,451 -12,683 12,330 1.00 0.00
ATOM 6366 HA3 GLY 613 14,863 -13,057 13,149 1.00 0.00
ATOM 6367 N ASP 614 13,495 -11,958 15,059 1.00 0.00
ATOM 6368 CA ASP 614 13,198 -11,396 16,350 1.00 0.00
ATOM 6369 C ASP 614 13,998 -11,966 17,535 1.00 0.00
ATOM 6370 O ASP 614 13,728 -13,015 18,141 1.00 0.00
ATOM 6371 CB ASP 614 11,671 -11,628 16,578 1.00 0.00
ATOM 6372 CG ASP 614 11,156 -10,814 17,744 1.00 0.00
ATOM 6373 OD1 ASP 614 11,824 -10,395 18,718 1.00 0.00
ATOM 6374 OD2 ASP 614 9,947 -10,442 17,636 1.00 0.00
ATOM 6375 H ASP 614 13,404 -12,964 15,054 1.00 0.00
ATOM 6376 HA ASP 614 13,267 -10,308 16,353 1.00 0.00
ATOM 6377 HB2 ASP 614 11,036 -11,439 15,713 1.00 0.00
ATOM 6378 HB3 ASP 614 11,482 -12,659 16,877 1.00 0.00
ATOM 6379 N VAL 615 15,009 -11,196 17,947 1.00 0.00
ATOM 6380 CA VAL 615 15,932 -11,578 19,047 1.00 0.00
ATOM 6381 C VAL 615 15,097 -11,661 20,334 1.00 0.00
ATOM 6382 O VAL 615 15,475 -12,484 21,207 1.00 0.00
ATOM 6383 CB VAL 615 17,099 -10,595 19,226 1.00 0.00
ATOM 6384 CG1 VAL 615 18,046 -11,238 20,280 1.00 0.00
ATOM 6385 CG2 VAL 615 17,930 -10,432 17,930 1.00 0.00
ATOM 6386 H VAL 615 15,236 -10,375 17,403 1.00 0.00
ATOM 6387 HA VAL 615 16,252 -12,595 18,817 1.00 0.00
ATOM 6388 HB VAL 615 16,723 -9,648 19,613 1.00 0.00
ATOM 6389 HG11 VAL 615 18,995 -10,701 20,263 1.00 0.00
ATOM 6390 HG12 VAL 615 17,638 -11,129 21,285 1.00 0.00
ATOM 6391 HG13 VAL 615 18,205 -12,254 19,920 1.00 0.00
ATOM 6392 HG21 VAL 615 18,667 -9,646 18,099 1.00 0.00
ATOM 6393 HG22 VAL 615 17,345 -10,197 17,040 1.00 0.00
ATOM 6394 HG23 VAL 615 18,422 -11,346 17,596 1.00 0.00
ATOM 6395 N GLY 616 13,988 -10,927 20,504 1.00 0.00
ATOM 6396 CA GLY 616 12,998 -11,132 21,575 1.00 0.00
ATOM 6397 C GLY 616 12,357 -12,556 21,626 1.00 0.00
ATOM 6398 O GLY 616 12,190 -13,027 22,674 1.00 0.00
ATOM 6399 H GLY 616 13,647 -10,453 19,682 1.00 0.00
ATOM 6400 HA2 GLY 616 13,604 -11,015 22,474 1.00 0.00
ATOM 6401 HA3 GLY 616 12,215 -10,380 21,473 1.00 0.00
ATOM 6402 N HID 617 12,137 -13,193 20,502 1.00 0.00
ATOM 6403 CA HID 617 11,799 -14,632 20,520 1.00 0.00
ATOM 6404 C HID 617 13,003 -15,566 20,704 1.00 0.00
ATOM 6405 O HID 617 12,940 -16,634 21,261 1.00 0.00
ATOM 6406 CB HID 617 10,941 -14,944 19,254 1.00 0.00



ATOM 6407 CG HID 617 9,572 -14,362 19,375 1.00 0.00
ATOM 6408 CD2 HID 617 9,197 -13,030 19,378 1.00 0.00
ATOM 6409 ND1 HID 617 8,432 -15,086 19,459 1.00 0.00
ATOM 6410 CE1 HID 617 7,337 -14,320 19,597 1.00 0.00
ATOM 6411 NE2 HID 617 7,740 -12,999 19,500 1.00 0.00
ATOM 6412 H HID 617 12,359 -12,762 19,616 1.00 0.00
ATOM 6413 HA HID 617 11,147 -14,852 21,365 1.00 0.00
ATOM 6414 HB2 HID 617 11,488 -14,635 18,363 1.00 0.00
ATOM 6415 HB3 HID 617 10,852 -16,029 19,230 1.00 0.00
ATOM 6416 HD1 HID 617 8,295 -16,077 19,319 1.00 0.00
ATOM 6417 HD2 HID 617 9,848 -12,205 19,130 1.00 0.00
ATOM 6418 HE1 HID 617 6,330 -14,709 19,633 1.00 0.00
ATOM 6419 N PHE 618 14,195 -15,228 20,223 1.00 0.00
ATOM 6420 CA PHE 618 15,371 -16,021 20,221 1.00 0.00
ATOM 6421 C PHE 618 16,142 -16,142 21,584 1.00 0.00
ATOM 6422 O PHE 618 16,503 -17,258 21,956 1.00 0.00
ATOM 6423 CB PHE 618 16,307 -15,481 19,157 1.00 0.00
ATOM 6424 CG PHE 618 15,903 -15,504 17,666 1.00 0.00
ATOM 6425 CD1 PHE 618 14,673 -16,071 17,313 1.00 0.00
ATOM 6426 CD2 PHE 618 16,705 -14,798 16,715 1.00 0.00
ATOM 6427 CE1 PHE 618 14,361 -16,084 15,912 1.00 0.00
ATOM 6428 CE2 PHE 618 16,222 -14,652 15,394 1.00 0.00
ATOM 6429 CZ PHE 618 15,115 -15,383 14,980 1.00 0.00
ATOM 6430 H PHE 618 14,197 -14,522 19,500 1.00 0.00
ATOM 6431 HA PHE 618 15,114 -17,049 19,965 1.00 0.00
ATOM 6432 HB2 PHE 618 16,620 -14,491 19,489 1.00 0.00
ATOM 6433 HB3 PHE 618 17,235 -16,053 19,121 1.00 0.00
ATOM 6434 HD1 PHE 618 14,122 -16,685 18,011 1.00 0.00
ATOM 6435 HD2 PHE 618 17,640 -14,333 16,990 1.00 0.00
ATOM 6436 HE1 PHE 618 13,471 -16,607 15,592 1.00 0.00
ATOM 6437 HE2 PHE 618 16,708 -13,978 14,703 1.00 0.00
ATOM 6438 HZ PHE 618 14,751 -15,445 13,965 1.00 0.00
ATOM 6439 N ALA 619 16,342 -15,037 22,365 1.00 0.00
ATOM 6440 CA ALA 619 16,896 -15,198 23,716 1.00 0.00
ATOM 6441 C ALA 619 15,900 -15,984 24,632 1.00 0.00
ATOM 6442 O ALA 619 16,293 -16,893 25,344 1.00 0.00
ATOM 6443 CB ALA 619 17,179 -13,790 24,261 1.00 0.00
ATOM 6444 H ALA 619 15,969 -14,134 22,111 1.00 0.00
ATOM 6445 HA ALA 619 17,794 -15,813 23,654 1.00 0.00
ATOM 6446 HB1 ALA 619 17,670 -13,975 25,216 1.00 0.00
ATOM 6447 HB2 ALA 619 16,250 -13,265 24,483 1.00 0.00
ATOM 6448 HB3 ALA 619 17,848 -13,284 23,563 1.00 0.00
ATOM 6449 N CYS 620 14,630 -15,782 24,498 1.00 0.00



ATOM 6450 CA CYS 620 13,569 -16,509 25,305 1.00 0.00
ATOM 6451 C CYS 620 13,582 -18,027 24,990 1.00 0.00
ATOM 6452 O CYS 620 13,756 -18,891 25,826 1.00 0.00
ATOM 6453 CB CYS 620 12,176 -15,948 25,022 1.00 0.00
ATOM 6454 SG CYS 620 12,146 -14,195 25,560 1.00 0.00
ATOM 6455 H CYS 620 14,341 -15,062 23,851 1.00 0.00
ATOM 6456 HA CYS 620 13,800 -16,373 26,362 1.00 0.00
ATOM 6457 HB2 CYS 620 11,832 -16,081 23,997 1.00 0.00
ATOM 6458 HB3 CYS 620 11,465 -16,544 25,595 1.00 0.00
ATOM 6459 HG CYS 620 12,558 -13,678 24,400 1.00 0.00
ATOM 6460 N THR 621 13,629 -18,337 23,690 1.00 0.00
ATOM 6461 CA THR 621 13,980 -19,655 23,120 1.00 0.00
ATOM 6462 C THR 621 15,316 -20,180 23,668 1.00 0.00
ATOM 6463 O THR 621 15,431 -21,334 24,136 1.00 0.00
ATOM 6464 CB THR 621 14,117 -19,686 21,578 1.00 0.00
ATOM 6465 CG2 THR 621 14,549 -21,064 21,073 1.00 0.00
ATOM 6466 OG1 THR 621 12,834 -19,409 21,076 1.00 0.00
ATOM 6467 H THR 621 13,634 -17,661 22,940 1.00 0.00
ATOM 6468 HA THR 621 13,209 -20,357 23,437 1.00 0.00
ATOM 6469 HB THR 621 14,777 -18,872 21,278 1.00 0.00
ATOM 6470 HG1 THR 621 12,847 -18,459 20,940 1.00 0.00
ATOM 6471 HG21 THR 621 14,082 -21,853 21,662 1.00 0.00
ATOM 6472 HG22 THR 621 15,633 -21,126 21,170 1.00 0.00
ATOM 6473 HG23 THR 621 14,272 -21,162 20,023 1.00 0.00
ATOM 6474 N ALA 622 16,409 -19,421 23,675 1.00 0.00
ATOM 6475 CA ALA 622 17,672 -19,968 24,218 1.00 0.00
ATOM 6476 C ALA 622 17,672 -20,157 25,754 1.00 0.00
ATOM 6477 O ALA 622 18,325 -21,091 26,274 1.00 0.00
ATOM 6478 CB ALA 622 18,891 -19,108 23,876 1.00 0.00
ATOM 6479 H ALA 622 16,386 -18,486 23,293 1.00 0.00
ATOM 6480 HA ALA 622 17,659 -20,954 23,757 1.00 0.00
ATOM 6481 HB1 ALA 622 19,917 -19,468 23,950 1.00 0.00
ATOM 6482 HB2 ALA 622 18,845 -18,275 24,577 1.00 0.00
ATOM 6483 HB3 ALA 622 18,743 -18,687 22,880 1.00 0.00
ATOM 6484 N ALA 623 16,763 -19,506 26,472 1.00 0.00
ATOM 6485 CA ALA 623 16,522 -19,694 27,919 1.00 0.00
ATOM 6486 C ALA 623 15,659 -20,948 28,244 1.00 0.00
ATOM 6487 O ALA 623 16,028 -21,731 29,096 1.00 0.00
ATOM 6488 CB ALA 623 15,920 -18,383 28,438 1.00 0.00
ATOM 6489 H ALA 623 16,258 -18,715 26,102 1.00 0.00
ATOM 6490 HA ALA 623 17,507 -19,912 28,329 1.00 0.00
ATOM 6491 HB1 ALA 623 15,111 -18,068 27,779 1.00 0.00
ATOM 6492 HB2 ALA 623 16,718 -17,640 28,421 1.00 0.00



ATOM 6493 HB3 ALA 623 15,635 -18,560 29,475 1.00 0.00
ATOM 6494 N GLU 624 14,741 -21,261 27,308 1.00 0.00
ATOM 6495 CA GLU 624 13,983 -22,552 27,317 1.00 0.00
ATOM 6496 C GLU 624 14,817 -23,770 26,869 1.00 0.00
ATOM 6497 O GLU 624 14,447 -24,875 27,231 1.00 0.00
ATOM 6498 CB GLU 624 12,663 -22,306 26,471 1.00 0.00
ATOM 6499 CG GLU 624 11,738 -21,300 27,226 1.00 0.00
ATOM 6500 CD GLU 624 11,064 -20,445 26,225 1.00 0.00
ATOM 6501 OE1 GLU 624 10,825 -20,725 25,022 1.00 0.00
ATOM 6502 OE2 GLU 624 10,628 -19,421 26,685 1.00 0.00
ATOM 6503 H GLU 624 14,657 -20,633 26,522 1.00 0.00
ATOM 6504 HA GLU 624 13,656 -22,707 28,345 1.00 0.00
ATOM 6505 HB2 GLU 624 12,946 -22,030 25,455 1.00 0.00
ATOM 6506 HB3 GLU 624 12,063 -23,214 26,428 1.00 0.00
ATOM 6507 HG2 GLU 624 10,982 -21,899 27,733 1.00 0.00
ATOM 6508 HG3 GLU 624 12,332 -20,672 27,890 1.00 0.00
ATOM 6509 N GLN 625 15,876 -23,580 26,071 1.00 0.00
ATOM 6510 CA GLN 625 16,889 -24,579 25,763 1.00 0.00
ATOM 6511 C GLN 625 17,873 -24,702 26,949 1.00 0.00
ATOM 6512 O GLN 625 18,499 -25,724 27,034 1.00 0.00
ATOM 6513 CB GLN 625 17,507 -24,253 24,427 1.00 0.00
ATOM 6514 CG GLN 625 16,474 -24,351 23,257 1.00 0.00
ATOM 6515 CD GLN 625 17,030 -23,838 21,881 1.00 0.00
ATOM 6516 NE2 GLN 625 16,268 -23,884 20,833 1.00 0.00
ATOM 6517 OE1 GLN 625 18,122 -23,273 21,710 1.00 0.00
ATOM 6518 H GLN 625 15,953 -22,649 25,688 1.00 0.00
ATOM 6519 HA GLN 625 16,328 -25,511 25,694 1.00 0.00
ATOM 6520 HB2 GLN 625 17,912 -23,243 24,496 1.00 0.00
ATOM 6521 HB3 GLN 625 18,300 -24,961 24,182 1.00 0.00
ATOM 6522 HG2 GLN 625 16,210 -25,402 23,131 1.00 0.00
ATOM 6523 HG3 GLN 625 15,587 -23,772 23,512 1.00 0.00
ATOM 6524 HE21 GLN 625 16,728 -23,614 19,976 1.00 0.00
ATOM 6525 HE22 GLN 625 15,397 -24,393 20,870 1.00 0.00
ATOM 6526 N GLY 626 17,963 -23,685 27,813 1.00 0.00
ATOM 6527 CA GLY 626 18,835 -23,746 28,982 1.00 0.00
ATOM 6528 C GLY 626 20,285 -23,434 28,552 1.00 0.00
ATOM 6529 O GLY 626 21,233 -24,023 29,151 1.00 0.00
ATOM 6530 H GLY 626 17,163 -23,074 27,743 1.00 0.00
ATOM 6531 HA2 GLY 626 18,522 -23,070 29,778 1.00 0.00
ATOM 6532 HA3 GLY 626 18,745 -24,684 29,530 1.00 0.00
ATOM 6533 N ASN 627 20,545 -22,735 27,413 1.00 0.00
ATOM 6534 CA ASN 627 21,750 -22,716 26,659 1.00 0.00
ATOM 6535 C ASN 627 22,453 -21,345 26,647 1.00 0.00



ATOM 6536 O ASN 627 22,202 -20,566 25,789 1.00 0.00
ATOM 6537 CB ASN 627 21,591 -23,284 25,217 1.00 0.00
ATOM 6538 CG ASN 627 22,823 -23,357 24,315 1.00 0.00
ATOM 6539 ND2 ASN 627 22,747 -23,846 23,093 1.00 0.00
ATOM 6540 OD1 ASN 627 23,910 -22,889 24,699 1.00 0.00
ATOM 6541 H ASN 627 19,743 -22,250 27,035 1.00 0.00
ATOM 6542 HA ASN 627 22,363 -23,434 27,202 1.00 0.00
ATOM 6543 HB2 ASN 627 21,174 -24,280 25,367 1.00 0.00
ATOM 6544 HB3 ASN 627 20,865 -22,669 24,685 1.00 0.00
ATOM 6545 HD21 ASN 627 21,844 -24,018 22,675 1.00 0.00
ATOM 6546 HD22 ASN 627 23,560 -23,785 22,497 1.00 0.00
ATOM 6547 N LEU 628 23,254 -21,138 27,675 1.00 0.00
ATOM 6548 CA LEU 628 24,010 -20,004 27,908 1.00 0.00
ATOM 6549 C LEU 628 25,022 -19,653 26,795 1.00 0.00
ATOM 6550 O LEU 628 25,252 -18,493 26,431 1.00 0.00
ATOM 6551 CB LEU 628 24,740 -20,140 29,349 1.00 0.00
ATOM 6552 CG LEU 628 25,150 -18,731 29,906 1.00 0.00
ATOM 6553 CD1 LEU 628 23,954 -17,790 30,173 1.00 0.00
ATOM 6554 CD2 LEU 628 25,916 -18,899 31,234 1.00 0.00
ATOM 6555 H LEU 628 23,170 -21,824 28,412 1.00 0.00
ATOM 6556 HA LEU 628 23,318 -19,164 27,978 1.00 0.00
ATOM 6557 HB2 LEU 628 24,012 -20,465 30,091 1.00 0.00
ATOM 6558 HB3 LEU 628 25,609 -20,789 29,251 1.00 0.00
ATOM 6559 HG LEU 628 25,804 -18,235 29,190 1.00 0.00
ATOM 6560 HD11 LEU 628 24,315 -16,957 30,775 1.00 0.00
ATOM 6561 HD12 LEU 628 23,145 -18,328 30,667 1.00 0.00
ATOM 6562 HD13 LEU 628 23,650 -17,379 29,211 1.00 0.00
ATOM 6563 HD21 LEU 628 26,297 -17,908 31,480 1.00 0.00
ATOM 6564 HD22 LEU 628 25,320 -19,220 32,090 1.00 0.00
ATOM 6565 HD23 LEU 628 26,709 -19,635 31,096 1.00 0.00
ATOM 6566 N LYS 629 25,627 -20,668 26,240 1.00 0.00
ATOM 6567 CA LYS 629 26,590 -20,497 25,155 1.00 0.00
ATOM 6568 C LYS 629 25,859 -19,767 23,959 1.00 0.00
ATOM 6569 O LYS 629 26,360 -18,719 23,495 1.00 0.00
ATOM 6570 CB LYS 629 27,264 -21,795 24,887 1.00 0.00
ATOM 6571 CG LYS 629 28,015 -21,994 23,575 1.00 0.00
ATOM 6572 CD LYS 629 29,055 -20,894 23,233 1.00 0.00
ATOM 6573 CE LYS 629 29,601 -21,264 21,874 1.00 0.00
ATOM 6574 NZ LYS 629 30,493 -20,139 21,436 1.00 0.00
ATOM 6575 H LYS 629 25,416 -21,584 26,611 1.00 0.00
ATOM 6576 HA LYS 629 27,361 -19,800 25,484 1.00 0.00
ATOM 6577 HB2 LYS 629 27,912 -21,978 25,744 1.00 0.00
ATOM 6578 HB3 LYS 629 26,536 -22,605 24,876 1.00 0.00



ATOM 6579 HG2 LYS 629 28,494 -22,969 23,655 1.00 0.00
ATOM 6580 HG3 LYS 629 27,256 -22,032 22,793 1.00 0.00
ATOM 6581 HD2 LYS 629 28,589 -19,908 23,228 1.00 0.00
ATOM 6582 HD3 LYS 629 29,833 -20,899 23,996 1.00 0.00
ATOM 6583 HE2 LYS 629 30,145 -22,208 21,847 1.00 0.00
ATOM 6584 HE3 LYS 629 28,784 -21,405 21,165 1.00 0.00
ATOM 6585 HZ1 LYS 629 31,405 -20,097 21,868 1.00 0.00
ATOM 6586 HZ2 LYS 629 30,031 -19,242 21,439 1.00 0.00
ATOM 6587 HZ3 LYS 629 30,768 -20,222 20,467 1.00 0.00
ATOM 6588 N LEU 630 24,709 -20,230 23,609 1.00 0.00
ATOM 6589 CA LEU 630 23,890 -19,632 22,560 1.00 0.00
ATOM 6590 C LEU 630 23,338 -18,205 22,922 1.00 0.00
ATOM 6591 O LEU 630 23,361 -17,375 22,014 1.00 0.00
ATOM 6592 CB LEU 630 22,768 -20,676 22,238 1.00 0.00
ATOM 6593 CG LEU 630 21,733 -20,286 21,247 1.00 0.00
ATOM 6594 CD1 LEU 630 22,435 -19,941 19,952 1.00 0.00
ATOM 6595 CD2 LEU 630 20,809 -21,516 21,088 1.00 0.00
ATOM 6596 H LEU 630 24,384 -21,053 24,096 1.00 0.00
ATOM 6597 HA LEU 630 24,476 -19,552 21,646 1.00 0.00
ATOM 6598 HB2 LEU 630 23,259 -21,589 21,903 1.00 0.00
ATOM 6599 HB3 LEU 630 22,255 -20,962 23,155 1.00 0.00
ATOM 6600 HG LEU 630 21,076 -19,501 21,625 1.00 0.00
ATOM 6601 HD11 LEU 630 23,021 -20,819 19,685 1.00 0.00
ATOM 6602 HD12 LEU 630 22,974 -19,000 20,071 1.00 0.00
ATOM 6603 HD13 LEU 630 21,715 -19,688 19,174 1.00 0.00
ATOM 6604 HD21 LEU 630 19,964 -21,303 20,433 1.00 0.00
ATOM 6605 HD22 LEU 630 21,171 -22,436 20,628 1.00 0.00
ATOM 6606 HD23 LEU 630 20,297 -21,661 22,038 1.00 0.00
ATOM 6607 N LEU 631 22,995 -17,972 24,191 1.00 0.00
ATOM 6608 CA LEU 631 22,812 -16,563 24,671 1.00 0.00
ATOM 6609 C LEU 631 23,993 -15,587 24,358 1.00 0.00
ATOM 6610 O LEU 631 23,765 -14,453 24,094 1.00 0.00
ATOM 6611 CB LEU 631 22,412 -16,509 26,179 1.00 0.00
ATOM 6612 CG LEU 631 21,001 -16,988 26,329 1.00 0.00
ATOM 6613 CD1 LEU 631 20,750 -17,281 27,778 1.00 0.00
ATOM 6614 CD2 LEU 631 19,985 -15,850 26,053 1.00 0.00
ATOM 6615 H LEU 631 23,246 -18,670 24,876 1.00 0.00
ATOM 6616 HA LEU 631 22,047 -16,199 23,987 1.00 0.00
ATOM 6617 HB2 LEU 631 23,041 -17,219 26,717 1.00 0.00
ATOM 6618 HB3 LEU 631 22,565 -15,555 26,683 1.00 0.00
ATOM 6619 HG LEU 631 20,686 -17,728 25,593 1.00 0.00
ATOM 6620 HD11 LEU 631 19,714 -17,192 28,105 1.00 0.00
ATOM 6621 HD12 LEU 631 21,260 -16,660 28,514 1.00 0.00



ATOM 6622 HD13 LEU 631 21,093 -18,311 27,873 1.00 0.00
ATOM 6623 HD21 LEU 631 20,127 -15,718 24,979 1.00 0.00
ATOM 6624 HD22 LEU 631 18,998 -16,297 26,164 1.00 0.00
ATOM 6625 HD23 LEU 631 20,226 -14,976 26,656 1.00 0.00
ATOM 6626 N LYS 632 25,259 -16,084 24,394 1.00 0.00
ATOM 6627 CA LYS 632 26,493 -15,311 24,088 1.00 0.00
ATOM 6628 C LYS 632 26,730 -15,221 22,556 1.00 0.00
ATOM 6629 O LYS 632 27,227 -14,235 22,074 1.00 0.00
ATOM 6630 CB LYS 632 27,615 -15,815 24,957 1.00 0.00
ATOM 6631 CG LYS 632 27,292 -15,661 26,484 1.00 0.00
ATOM 6632 CD LYS 632 28,481 -16,141 27,334 1.00 0.00
ATOM 6633 CE LYS 632 28,231 -15,897 28,785 1.00 0.00
ATOM 6634 NZ LYS 632 29,373 -16,318 29,680 1.00 0.00
ATOM 6635 H LYS 632 25,372 -17,040 24,700 1.00 0.00
ATOM 6636 HA LYS 632 26,302 -14,311 24,474 1.00 0.00
ATOM 6637 HB2 LYS 632 27,867 -16,845 24,709 1.00 0.00
ATOM 6638 HB3 LYS 632 28,496 -15,218 24,717 1.00 0.00
ATOM 6639 HG2 LYS 632 27,148 -14,596 26,663 1.00 0.00
ATOM 6640 HG3 LYS 632 26,406 -16,280 26,622 1.00 0.00
ATOM 6641 HD2 LYS 632 28,728 -17,184 27,134 1.00 0.00
ATOM 6642 HD3 LYS 632 29,299 -15,493 27,020 1.00 0.00
ATOM 6643 HE2 LYS 632 28,196 -14,813 28,890 1.00 0.00
ATOM 6644 HE3 LYS 632 27,310 -16,338 29,168 1.00 0.00
ATOM 6645 HZ1 LYS 632 30,224 -15,894 29,338 1.00 0.00
ATOM 6646 HZ2 LYS 632 29,598 -17,302 29,631 1.00 0.00
ATOM 6647 HZ3 LYS 632 29,330 -16,076 30,660 1.00 0.00
ATOM 6648 N GLU 633 26,311 -16,187 21,757 1.00 0.00
ATOM 6649 CA GLU 633 26,321 -16,174 20,232 1.00 0.00
ATOM 6650 C GLU 633 25,394 -15,113 19,568 1.00 0.00
ATOM 6651 O GLU 633 25,714 -14,463 18,605 1.00 0.00
ATOM 6652 CB GLU 633 26,071 -17,567 19,696 1.00 0.00
ATOM 6653 CG GLU 633 27,097 -18,650 20,067 1.00 0.00
ATOM 6654 CD GLU 633 28,514 -18,395 19,560 1.00 0.00
ATOM 6655 OE1 GLU 633 28,747 -18,809 18,349 1.00 0.00
ATOM 6656 OE2 GLU 633 29,451 -17,928 20,287 1.00 0.00
ATOM 6657 H GLU 633 25,926 -17,046 22,123 1.00 0.00
ATOM 6658 HA GLU 633 27,338 -15,931 19,924 1.00 0.00
ATOM 6659 HB2 GLU 633 25,095 -17,958 19,986 1.00 0.00
ATOM 6660 HB3 GLU 633 26,056 -17,613 18,607 1.00 0.00
ATOM 6661 HG2 GLU 633 27,200 -18,796 21,141 1.00 0.00
ATOM 6662 HG3 GLU 633 26,818 -19,659 19,763 1.00 0.00
ATOM 6663 N ILE 634 24,336 -14,821 20,247 1.00 0.00
ATOM 6664 CA ILE 634 23,369 -13,770 20,002 1.00 0.00



ATOM 6665 C ILE 634 24,051 -12,445 20,162 1.00 0.00
ATOM 6666 O ILE 634 23,884 -11,631 19,211 1.00 0.00
ATOM 6667 CB ILE 634 22,155 -13,896 20,880 1.00 0.00
ATOM 6668 CG1 ILE 634 21,388 -15,133 20,422 1.00 0.00
ATOM 6669 CG2 ILE 634 21,166 -12,723 20,702 1.00 0.00
ATOM 6670 CD1 ILE 634 20,123 -15,630 21,294 1.00 0.00
ATOM 6671 H ILE 634 24,253 -15,344 21,106 1.00 0.00
ATOM 6672 HA ILE 634 23,014 -13,941 18,986 1.00 0.00
ATOM 6673 HB ILE 634 22,579 -13,975 21,882 1.00 0.00
ATOM 6674 HG12 ILE 634 20,918 -14,913 19,464 1.00 0.00
ATOM 6675 HG13 ILE 634 22,024 -16,009 20,291 1.00 0.00
ATOM 6676 HG21 ILE 634 21,682 -11,817 21,020 1.00 0.00
ATOM 6677 HG22 ILE 634 20,321 -12,903 21,368 1.00 0.00
ATOM 6678 HG23 ILE 634 20,879 -12,634 19,655 1.00 0.00
ATOM 6679 HD11 ILE 634 19,192 -15,082 21,156 1.00 0.00
ATOM 6680 HD12 ILE 634 20,414 -15,777 22,334 1.00 0.00
ATOM 6681 HD13 ILE 634 19,798 -16,608 20,940 1.00 0.00
ATOM 6682 N VAL 635 24,808 -12,191 21,223 1.00 0.00
ATOM 6683 CA VAL 635 25,462 -10,880 21,355 1.00 0.00
ATOM 6684 C VAL 635 26,683 -10,731 20,402 1.00 0.00
ATOM 6685 O VAL 635 26,978 -9,611 19,943 1.00 0.00
ATOM 6686 CB VAL 635 25,780 -10,494 22,809 1.00 0.00
ATOM 6687 CG1 VAL 635 24,488 -10,485 23,663 1.00 0.00
ATOM 6688 CG2 VAL 635 26,746 -11,432 23,467 1.00 0.00
ATOM 6689 H VAL 635 24,842 -12,841 21,995 1.00 0.00
ATOM 6690 HA VAL 635 24,724 -10,136 21,055 1.00 0.00
ATOM 6691 HB VAL 635 26,239 -9,511 22,903 1.00 0.00
ATOM 6692 HG11 VAL 635 23,989 -11,446 23,540 1.00 0.00
ATOM 6693 HG12 VAL 635 24,775 -10,327 24,703 1.00 0.00
ATOM 6694 HG13 VAL 635 23,849 -9,640 23,406 1.00 0.00
ATOM 6695 HG21 VAL 635 26,690 -11,283 24,545 1.00 0.00
ATOM 6696 HG22 VAL 635 27,725 -11,122 23,100 1.00 0.00
ATOM 6697 HG23 VAL 635 26,520 -12,493 23,362 1.00 0.00
ATOM 6698 N LEU 636 27,315 -11,886 20,072 1.00 0.00
ATOM 6699 CA LEU 636 28,464 -12,006 19,194 1.00 0.00
ATOM 6700 C LEU 636 28,096 -11,502 17,756 1.00 0.00
ATOM 6701 O LEU 636 28,780 -10,626 17,160 1.00 0.00
ATOM 6702 CB LEU 636 28,947 -13,455 19,045 1.00 0.00
ATOM 6703 CG LEU 636 30,370 -13,568 18,350 1.00 0.00
ATOM 6704 CD1 LEU 636 31,413 -12,693 19,013 1.00 0.00
ATOM 6705 CD2 LEU 636 30,834 -15,006 18,162 1.00 0.00
ATOM 6706 H LEU 636 27,039 -12,689 20,619 1.00 0.00
ATOM 6707 HA LEU 636 29,196 -11,306 19,597 1.00 0.00



ATOM 6708 HB2 LEU 636 29,000 -13,958 20,010 1.00 0.00
ATOM 6709 HB3 LEU 636 28,184 -13,960 18,455 1.00 0.00
ATOM 6710 HG LEU 636 30,153 -13,067 17,407 1.00 0.00
ATOM 6711 HD11 LEU 636 31,522 -13,043 20,039 1.00 0.00
ATOM 6712 HD12 LEU 636 31,108 -11,647 18,987 1.00 0.00
ATOM 6713 HD13 LEU 636 32,357 -12,869 18,496 1.00 0.00
ATOM 6714 HD21 LEU 636 30,051 -15,436 17,538 1.00 0.00
ATOM 6715 HD22 LEU 636 31,759 -14,988 17,588 1.00 0.00
ATOM 6716 HD23 LEU 636 30,984 -15,426 19,156 1.00 0.00
ATOM 6717 N HIE 637 26,935 -11,923 17,242 1.00 0.00
ATOM 6718 CA HIE 637 26,292 -11,551 16,000 1.00 0.00
ATOM 6719 C HIE 637 25,354 -10,334 16,186 1.00 0.00
ATOM 6720 O HIE 637 24,445 -10,135 15,348 1.00 0.00
ATOM 6721 CB HIE 637 25,630 -12,823 15,345 1.00 0.00
ATOM 6722 CG HIE 637 26,664 -13,861 14,821 1.00 0.00
ATOM 6723 CD2 HIE 637 26,790 -15,097 15,376 1.00 0.00
ATOM 6724 ND1 HIE 637 27,635 -13,735 13,819 1.00 0.00
ATOM 6725 CE1 HIE 637 28,296 -14,958 13,768 1.00 0.00
ATOM 6726 NE2 HIE 637 27,814 -15,777 14,689 1.00 0.00
ATOM 6727 H HIE 637 26,586 -12,687 17,801 1.00 0.00
ATOM 6728 HA HIE 637 27,093 -11,202 15,350 1.00 0.00
ATOM 6729 HB2 HIE 637 24,938 -13,221 16,086 1.00 0.00
ATOM 6730 HB3 HIE 637 25,084 -12,478 14,466 1.00 0.00
ATOM 6731 HD2 HIE 637 26,243 -15,483 16,223 1.00 0.00
ATOM 6732 HE1 HIE 637 29,156 -15,096 13,130 1.00 0.00
ATOM 6733 HE2 HIE 637 28,206 -16,659 14,985 1.00 0.00
ATOM 6734 N GLY 638 25,610 -9,475 17,169 1.00 0.00
ATOM 6735 CA GLY 638 24,927 -8,160 17,268 1.00 0.00
ATOM 6736 C GLY 638 23,465 -8,156 17,773 1.00 0.00
ATOM 6737 O GLY 638 22,731 -7,315 17,312 1.00 0.00
ATOM 6738 H GLY 638 26,414 -9,556 17,775 1.00 0.00
ATOM 6739 HA2 GLY 638 25,518 -7,533 17,934 1.00 0.00
ATOM 6740 HA3 GLY 638 25,024 -7,631 16,320 1.00 0.00
ATOM 6741 N GLY 639 22,954 -9,020 18,642 1.00 0.00
ATOM 6742 CA GLY 639 21,563 -9,138 19,026 1.00 0.00
ATOM 6743 C GLY 639 21,398 -8,805 20,540 1.00 0.00
ATOM 6744 O GLY 639 22,337 -9,172 21,257 1.00 0.00
ATOM 6745 H GLY 639 23,572 -9,755 18,955 1.00 0.00
ATOM 6746 HA2 GLY 639 20,898 -8,543 18,399 1.00 0.00
ATOM 6747 HA3 GLY 639 21,148 -10,145 18,972 1.00 0.00
ATOM 6748 N ASP 640 20,328 -8,170 20,971 1.00 0.00
ATOM 6749 CA ASP 640 20,167 -7,853 22,450 1.00 0.00
ATOM 6750 C ASP 640 19,319 -8,923 23,202 1.00 0.00



ATOM 6751 O ASP 640 18,161 -9,040 22,863 1.00 0.00
ATOM 6752 CB ASP 640 19,380 -6,489 22,401 1.00 0.00
ATOM 6753 CG ASP 640 18,920 -6,012 23,816 1.00 0.00
ATOM 6754 OD1 ASP 640 19,207 -6,624 24,882 1.00 0.00
ATOM 6755 OD2 ASP 640 18,189 -4,956 23,787 1.00 0.00
ATOM 6756 H ASP 640 19,575 -7,814 20,399 1.00 0.00
ATOM 6757 HA ASP 640 21,184 -7,759 22,831 1.00 0.00
ATOM 6758 HB2 ASP 640 19,931 -5,684 21,913 1.00 0.00
ATOM 6759 HB3 ASP 640 18,468 -6,524 21,806 1.00 0.00
ATOM 6760 N VAL 641 19,815 -9,684 24,136 1.00 0.00
ATOM 6761 CA VAL 641 19,175 -10,894 24,714 1.00 0.00
ATOM 6762 C VAL 641 18,046 -10,581 25,686 1.00 0.00
ATOM 6763 O VAL 641 17,500 -11,519 26,273 1.00 0.00
ATOM 6764 CB VAL 641 20,198 -11,858 25,318 1.00 0.00
ATOM 6765 CG1 VAL 641 20,818 -12,581 24,201 1.00 0.00
ATOM 6766 CG2 VAL 641 21,324 -11,108 26,088 1.00 0.00
ATOM 6767 H VAL 641 20,747 -9,488 24,472 1.00 0.00
ATOM 6768 HA VAL 641 18,712 -11,362 23,845 1.00 0.00
ATOM 6769 HB VAL 641 19,748 -12,636 25,934 1.00 0.00
ATOM 6770 HG11 VAL 641 20,124 -13,231 23,668 1.00 0.00
ATOM 6771 HG12 VAL 641 21,185 -11,848 23,483 1.00 0.00
ATOM 6772 HG13 VAL 641 21,623 -13,208 24,582 1.00 0.00
ATOM 6773 HG21 VAL 641 22,008 -11,914 26,354 1.00 0.00
ATOM 6774 HG22 VAL 641 21,061 -10,422 26,893 1.00 0.00
ATOM 6775 HG23 VAL 641 21,928 -10,427 25,488 1.00 0.00
ATOM 6776 N THR 642 17,688 -9,298 25,843 1.00 0.00
ATOM 6777 CA THR 642 16,935 -8,774 26,950 1.00 0.00
ATOM 6778 C THR 642 15,502 -8,427 26,527 1.00 0.00
ATOM 6779 O THR 642 14,688 -8,079 27,419 1.00 0.00
ATOM 6780 CB THR 642 17,620 -7,597 27,740 1.00 0.00
ATOM 6781 CG2 THR 642 19,099 -7,906 28,163 1.00 0.00
ATOM 6782 OG1 THR 642 17,609 -6,436 26,919 1.00 0.00
ATOM 6783 H THR 642 18,167 -8,556 25,352 1.00 0.00
ATOM 6784 HA THR 642 16,761 -9,612 27,626 1.00 0.00
ATOM 6785 HB THR 642 17,022 -7,395 28,628 1.00 0.00
ATOM 6786 HG1 THR 642 18,361 -6,403 26,323 1.00 0.00
ATOM 6787 HG21 THR 642 19,093 -8,699 28,913 1.00 0.00
ATOM 6788 HG22 THR 642 19,439 -7,060 28,761 1.00 0.00
ATOM 6789 HG23 THR 642 19,842 -8,112 27,394 1.00 0.00
ATOM 6790 N ARG 643 15,179 -8,460 25,212 1.00 0.00
ATOM 6791 CA ARG 643 13,913 -8,235 24,567 1.00 0.00
ATOM 6792 C ARG 643 12,890 -9,364 24,879 1.00 0.00
ATOM 6793 O ARG 643 13,324 -10,456 25,198 1.00 0.00



ATOM 6794 CB ARG 643 14,197 -8,085 23,090 1.00 0.00
ATOM 6795 CG ARG 643 15,069 -6,844 22,627 1.00 0.00
ATOM 6796 CD ARG 643 14,800 -6,561 21,187 1.00 0.00
ATOM 6797 NE ARG 643 15,931 -5,815 20,671 1.00 0.00
ATOM 6798 CZ ARG 643 16,424 -5,932 19,464 1.00 0.00
ATOM 6799 NH1 ARG 643 15,983 -6,785 18,582 1.00 0.00
ATOM 6800 NH2 ARG 643 17,419 -5,176 19,074 1.00 0.00
ATOM 6801 H ARG 643 15,845 -8,878 24,579 1.00 0.00
ATOM 6802 HA ARG 643 13,449 -7,310 24,905 1.00 0.00
ATOM 6803 HB2 ARG 643 14,797 -8,948 22,803 1.00 0.00
ATOM 6804 HB3 ARG 643 13,261 -8,105 22,534 1.00 0.00
ATOM 6805 HG2 ARG 643 14,841 -5,957 23,217 1.00 0.00
ATOM 6806 HG3 ARG 643 16,130 -7,085 22,700 1.00 0.00
ATOM 6807 HD2 ARG 643 14,720 -7,534 20,703 1.00 0.00
ATOM 6808 HD3 ARG 643 13,922 -5,923 21,076 1.00 0.00
ATOM 6809 HE ARG 643 16,314 -5,044 21,199 1.00 0.00
ATOM 6810 HH11 ARG 643 15,123 -7,295 18,717 1.00 0.00
ATOM 6811 HH12 ARG 643 16,594 -6,826 17,777 1.00 0.00
ATOM 6812 HH21 ARG 643 17,683 -4,470 19,746 1.00 0.00
ATOM 6813 HH22 ARG 643 17,818 -5,136 18,147 1.00 0.00
ATOM 6814 N PRO 644 11,613 -9,137 24,798 1.00 0.00
ATOM 6815 CA PRO 644 10,616 -10,161 25,072 1.00 0.00
ATOM 6816 C PRO 644 10,044 -10,843 23,773 1.00 0.00
ATOM 6817 O PRO 644 10,130 -10,319 22,670 1.00 0.00
ATOM 6818 CB PRO 644 9,499 -9,431 25,787 1.00 0.00
ATOM 6819 CG PRO 644 9,582 -8,008 25,191 1.00 0.00
ATOM 6820 CD PRO 644 11,042 -7,875 24,718 1.00 0.00
ATOM 6821 HA PRO 644 11,027 -10,894 25,764 1.00 0.00
ATOM 6822 HB2 PRO 644 8,507 -9,885 25,774 1.00 0.00
ATOM 6823 HB3 PRO 644 9,922 -9,340 26,788 1.00 0.00
ATOM 6824 HG2 PRO 644 8,988 -7,998 24,277 1.00 0.00
ATOM 6825 HG3 PRO 644 9,356 -7,193 25,879 1.00 0.00
ATOM 6826 HD2 PRO 644 10,926 -7,531 23,690 1.00 0.00
ATOM 6827 HD3 PRO 644 11,403 -7,159 25,455 1.00 0.00
ATOM 6828 N ARG 645 9,257 -11,948 23,943 1.00 0.00
ATOM 6829 CA ARG 645 8,148 -12,352 23,049 1.00 0.00
ATOM 6830 C ARG 645 7,046 -11,261 23,046 1.00 0.00
ATOM 6831 O ARG 645 7,032 -10,332 23,844 1.00 0.00
ATOM 6832 CB ARG 645 7,569 -13,693 23,422 1.00 0.00
ATOM 6833 CG ARG 645 8,587 -14,833 23,186 1.00 0.00
ATOM 6834 CD ARG 645 7,808 -16,166 22,921 1.00 0.00
ATOM 6835 NE ARG 645 8,687 -17,316 22,653 1.00 0.00
ATOM 6836 CZ ARG 645 9,225 -18,115 23,516 1.00 0.00



ATOM 6837 NH1 ARG 645 9,223 -17,911 24,840 1.00 0.00
ATOM 6838 NH2 ARG 645 9,853 -19,145 23,019 1.00 0.00
ATOM 6839 H ARG 645 9,300 -12,321 24,881 1.00 0.00
ATOM 6840 HA ARG 645 8,590 -12,463 22,059 1.00 0.00
ATOM 6841 HB2 ARG 645 7,426 -13,603 24,500 1.00 0.00
ATOM 6842 HB3 ARG 645 6,614 -13,937 22,957 1.00 0.00
ATOM 6843 HG2 ARG 645 9,161 -14,591 22,292 1.00 0.00
ATOM 6844 HG3 ARG 645 9,307 -14,878 24,003 1.00 0.00
ATOM 6845 HD2 ARG 645 7,052 -16,366 23,680 1.00 0.00
ATOM 6846 HD3 ARG 645 7,224 -15,881 22,046 1.00 0.00
ATOM 6847 HE ARG 645 8,839 -17,552 21,683 1.00 0.00
ATOM 6848 HH11 ARG 645 9,001 -16,998 25,210 1.00 0.00
ATOM 6849 HH12 ARG 645 9,752 -18,513 25,455 1.00 0.00
ATOM 6850 HH21 ARG 645 9,898 -19,392 22,041 1.00 0.00
ATOM 6851 HH22 ARG 645 10,132 -19,841 23,696 1.00 0.00
ATOM 6852 N ALA 646 6,086 -11,353 22,098 1.00 0.00
ATOM 6853 CA ALA 646 4,990 -10,424 21,995 1.00 0.00
ATOM 6854 C ALA 646 3,948 -10,437 23,127 1.00 0.00
ATOM 6855 O ALA 646 3,052 -9,550 23,217 1.00 0.00
ATOM 6856 CB ALA 646 4,273 -10,674 20,679 1.00 0.00
ATOM 6857 H ALA 646 6,148 -12,084 21,405 1.00 0.00
ATOM 6858 HA ALA 646 5,382 -9,408 22,048 1.00 0.00
ATOM 6859 HB1 ALA 646 3,850 -11,679 20,714 1.00 0.00
ATOM 6860 HB2 ALA 646 4,919 -10,672 19,801 1.00 0.00
ATOM 6861 HB3 ALA 646 3,474 -9,938 20,603 1.00 0.00
ATOM 6862 N THR 647 4,002 -11,412 24,019 1.00 0.00
ATOM 6863 CA THR 647 3,302 -11,423 25,343 1.00 0.00
ATOM 6864 C THR 647 4,017 -10,598 26,417 1.00 0.00
ATOM 6865 O THR 647 3,362 -10,219 27,362 1.00 0.00
ATOM 6866 CB THR 647 3,151 -12,873 25,851 1.00 0.00
ATOM 6867 CG2 THR 647 2,191 -13,709 25,024 1.00 0.00
ATOM 6868 OG1 THR 647 4,402 -13,464 25,892 1.00 0.00
ATOM 6869 H THR 647 4,540 -12,227 23,766 1.00 0.00
ATOM 6870 HA THR 647 2,286 -11,072 25,163 1.00 0.00
ATOM 6871 HB THR 647 2,676 -12,823 26,831 1.00 0.00
ATOM 6872 HG1 THR 647 4,339 -14,307 26,345 1.00 0.00
ATOM 6873 HG21 THR 647 1,425 -14,177 25,641 1.00 0.00
ATOM 6874 HG22 THR 647 2,740 -14,522 24,551 1.00 0.00
ATOM 6875 HG23 THR 647 1,755 -13,075 24,252 1.00 0.00
ATOM 6876 N GLY 648 5,326 -10,340 26,334 1.00 0.00
ATOM 6877 CA GLY 648 6,072 -9,573 27,285 1.00 0.00
ATOM 6878 C GLY 648 6,969 -10,270 28,249 1.00 0.00
ATOM 6879 O GLY 648 7,853 -9,645 28,839 1.00 0.00



ATOM 6880 H GLY 648 5,822 -10,712 25,537 1.00 0.00
ATOM 6881 HA2 GLY 648 6,671 -8,914 26,656 1.00 0.00
ATOM 6882 HA3 GLY 648 5,335 -9,038 27,883 1.00 0.00
ATOM 6883 N THR 649 7,005 -11,585 28,356 1.00 0.00
ATOM 6884 CA THR 649 8,111 -12,356 29,005 1.00 0.00
ATOM 6885 C THR 649 9,415 -12,208 28,287 1.00 0.00
ATOM 6886 O THR 649 9,450 -12,385 27,109 1.00 0.00
ATOM 6887 CB THR 649 7,812 -13,826 29,070 1.00 0.00
ATOM 6888 CG2 THR 649 8,830 -14,684 29,798 1.00 0.00
ATOM 6889 OG1 THR 649 6,643 -13,950 29,819 1.00 0.00
ATOM 6890 H THR 649 6,211 -12,059 27,950 1.00 0.00
ATOM 6891 HA THR 649 8,268 -12,018 30,028 1.00 0.00
ATOM 6892 HB THR 649 7,686 -14,210 28,057 1.00 0.00
ATOM 6893 HG1 THR 649 5,975 -13,410 29,391 1.00 0.00
ATOM 6894 HG21 THR 649 9,784 -14,671 29,270 1.00 0.00
ATOM 6895 HG22 THR 649 8,412 -15,690 29,828 1.00 0.00
ATOM 6896 HG23 THR 649 8,867 -14,255 30,799 1.00 0.00
ATOM 6897 N SER 650 10,430 -11,869 29,048 1.00 0.00
ATOM 6898 CA SER 650 11,875 -11,948 28,659 1.00 0.00
ATOM 6899 C SER 650 12,508 -13,168 29,159 1.00 0.00
ATOM 6900 O SER 650 12,179 -13,628 30,242 1.00 0.00
ATOM 6901 CB SER 650 12,666 -10,652 29,130 1.00 0.00
ATOM 6902 OG SER 650 13,141 -10,744 30,467 1.00 0.00
ATOM 6903 H SER 650 10,259 -11,690 30,028 1.00 0.00
ATOM 6904 HA SER 650 11,907 -11,951 27,570 1.00 0.00
ATOM 6905 HB2 SER 650 13,510 -10,490 28,458 1.00 0.00
ATOM 6906 HB3 SER 650 11,987 -9,811 28,990 1.00 0.00
ATOM 6907 HG SER 650 13,235 -9,894 30,903 1.00 0.00
ATOM 6908 N ALA 651 13,613 -13,543 28,512 1.00 0.00
ATOM 6909 CA ALA 651 14,585 -14,514 29,021 1.00 0.00
ATOM 6910 C ALA 651 15,053 -14,367 30,478 1.00 0.00
ATOM 6911 O ALA 651 15,433 -15,336 31,102 1.00 0.00
ATOM 6912 CB ALA 651 15,771 -14,338 28,174 1.00 0.00
ATOM 6913 H ALA 651 13,849 -13,091 27,641 1.00 0.00
ATOM 6914 HA ALA 651 14,298 -15,548 28,832 1.00 0.00
ATOM 6915 HB1 ALA 651 16,508 -15,120 28,358 1.00 0.00
ATOM 6916 HB2 ALA 651 16,188 -13,345 28,343 1.00 0.00
ATOM 6917 HB3 ALA 651 15,608 -14,366 27,097 1.00 0.00
ATOM 6918 N LEU 652 14,956 -13,157 30,992 1.00 0.00
ATOM 6919 CA LEU 652 15,215 -13,035 32,392 1.00 0.00
ATOM 6920 C LEU 652 14,099 -13,632 33,348 1.00 0.00
ATOM 6921 O LEU 652 14,500 -14,114 34,414 1.00 0.00
ATOM 6922 CB LEU 652 15,605 -11,538 32,795 1.00 0.00



ATOM 6923 CG LEU 652 15,958 -11,250 34,298 1.00 0.00
ATOM 6924 CD1 LEU 652 17,451 -11,699 34,602 1.00 0.00
ATOM 6925 CD2 LEU 652 15,863 -9,724 34,519 1.00 0.00
ATOM 6926 H LEU 652 14,527 -12,377 30,515 1.00 0.00
ATOM 6927 HA LEU 652 16,132 -13,586 32,603 1.00 0.00
ATOM 6928 HB2 LEU 652 16,410 -11,182 32,153 1.00 0.00
ATOM 6929 HB3 LEU 652 14,713 -10,936 32,619 1.00 0.00
ATOM 6930 HG LEU 652 15,266 -11,825 34,912 1.00 0.00
ATOM 6931 HD11 LEU 652 17,543 -12,785 34,616 1.00 0.00
ATOM 6932 HD12 LEU 652 17,677 -11,360 35,612 1.00 0.00
ATOM 6933 HD13 LEU 652 18,136 -11,171 33,938 1.00 0.00
ATOM 6934 HD21 LEU 652 16,683 -9,139 34,104 1.00 0.00
ATOM 6935 HD22 LEU 652 14,881 -9,354 34,224 1.00 0.00
ATOM 6936 HD23 LEU 652 16,021 -9,588 35,589 1.00 0.00
ATOM 6937 N HIE 653 12,832 -13,612 33,007 1.00 0.00
ATOM 6938 CA HIE 653 11,849 -14,435 33,732 1.00 0.00
ATOM 6939 C HIE 653 12,144 -15,933 33,900 1.00 0.00
ATOM 6940 O HIE 653 12,179 -16,461 34,984 1.00 0.00
ATOM 6941 CB HIE 653 10,492 -14,335 33,055 1.00 0.00
ATOM 6942 CG HIE 653 9,763 -13,060 33,207 1.00 0.00
ATOM 6943 CD2 HIE 653 9,943 -11,904 32,487 1.00 0.00
ATOM 6944 ND1 HIE 653 8,619 -13,005 33,895 1.00 0.00
ATOM 6945 CE1 HIE 653 8,031 -11,853 33,582 1.00 0.00
ATOM 6946 NE2 HIE 653 8,852 -11,107 32,765 1.00 0.00
ATOM 6947 H HIE 653 12,675 -13,300 32,059 1.00 0.00
ATOM 6948 HA HIE 653 11,747 -14,055 34,749 1.00 0.00
ATOM 6949 HB2 HIE 653 10,690 -14,541 32,002 1.00 0.00
ATOM 6950 HB3 HIE 653 9,826 -15,131 33,388 1.00 0.00
ATOM 6951 HD2 HIE 653 10,749 -11,768 31,781 1.00 0.00
ATOM 6952 HE1 HIE 653 7,092 -11,559 34,029 1.00 0.00
ATOM 6953 HE2 HIE 653 8,678 -10,173 32,421 1.00 0.00
ATOM 6954 N THR 654 12,503 -16,517 32,754 1.00 0.00
ATOM 6955 CA THR 654 12,825 -17,976 32,685 1.00 0.00
ATOM 6956 C THR 654 14,172 -18,224 33,392 1.00 0.00
ATOM 6957 O THR 654 14,360 -19,286 33,987 1.00 0.00
ATOM 6958 CB THR 654 12,887 -18,412 31,228 1.00 0.00
ATOM 6959 CG2 THR 654 12,895 -19,952 31,046 1.00 0.00
ATOM 6960 OG1 THR 654 11,834 -17,975 30,462 1.00 0.00
ATOM 6961 H THR 654 12,461 -15,919 31,941 1.00 0.00
ATOM 6962 HA THR 654 12,149 -18,564 33,305 1.00 0.00
ATOM 6963 HB THR 654 13,819 -18,027 30,814 1.00 0.00
ATOM 6964 HG1 THR 654 11,029 -18,173 30,947 1.00 0.00
ATOM 6965 HG21 THR 654 12,158 -20,384 31,723 1.00 0.00



ATOM 6966 HG22 THR 654 13,842 -20,376 31,379 1.00 0.00
ATOM 6967 HG23 THR 654 12,739 -20,231 30,003 1.00 0.00
ATOM 6968 N ALA 655 15,008 -17,296 33,440 1.00 0.00
ATOM 6969 CA ALA 655 16,265 -17,487 34,112 1.00 0.00
ATOM 6970 C ALA 655 16,085 -17,658 35,632 1.00 0.00
ATOM 6971 O ALA 655 16,879 -18,315 36,307 1.00 0.00
ATOM 6972 CB ALA 655 17,230 -16,289 33,907 1.00 0.00
ATOM 6973 H ALA 655 15,053 -16,489 32,835 1.00 0.00
ATOM 6974 HA ALA 655 16,738 -18,407 33,768 1.00 0.00
ATOM 6975 HB1 ALA 655 18,119 -16,481 34,508 1.00 0.00
ATOM 6976 HB2 ALA 655 16,766 -15,366 34,258 1.00 0.00
ATOM 6977 HB3 ALA 655 17,546 -16,250 32,865 1.00 0.00
ATOM 6978 N VAL 656 15,084 -16,982 36,200 1.00 0.00
ATOM 6979 CA VAL 656 14,559 -17,109 37,624 1.00 0.00
ATOM 6980 C VAL 656 13,727 -18,365 37,872 1.00 0.00
ATOM 6981 O VAL 656 13,895 -19,060 38,860 1.00 0.00
ATOM 6982 CB VAL 656 13,718 -15,851 37,972 1.00 0.00
ATOM 6983 CG1 VAL 656 13,243 -15,936 39,444 1.00 0.00
ATOM 6984 CG2 VAL 656 14,548 -14,569 37,842 1.00 0.00
ATOM 6985 H VAL 656 14,543 -16,367 35,609 1.00 0.00
ATOM 6986 HA VAL 656 15,353 -17,055 38,368 1.00 0.00
ATOM 6987 HB VAL 656 12,844 -15,870 37,322 1.00 0.00
ATOM 6988 HG11 VAL 656 12,660 -15,016 39,498 1.00 0.00
ATOM 6989 HG12 VAL 656 12,549 -16,768 39,572 1.00 0.00
ATOM 6990 HG13 VAL 656 14,027 -15,976 40,201 1.00 0.00
ATOM 6991 HG21 VAL 656 15,279 -14,595 38,651 1.00 0.00
ATOM 6992 HG22 VAL 656 13,949 -13,711 38,143 1.00 0.00
ATOM 6993 HG23 VAL 656 14,957 -14,439 36,839 1.00 0.00
ATOM 6994 N CYS 657 12,690 -18,685 36,926 1.00 0.00
ATOM 6995 CA CYS 657 11,838 -19,866 36,984 1.00 0.00
ATOM 6996 C CYS 657 12,739 -21,137 36,882 1.00 0.00
ATOM 6997 O CYS 657 12,293 -22,135 37,428 1.00 0.00
ATOM 6998 CB CYS 657 10,764 -19,826 35,867 1.00 0.00
ATOM 6999 SG CYS 657 9,601 -18,430 36,135 1.00 0.00
ATOM 7000 H CYS 657 12,535 -18,055 36,153 1.00 0.00
ATOM 7001 HA CYS 657 11,321 -19,847 37,944 1.00 0.00
ATOM 7002 HB2 CYS 657 11,222 -19,717 34,884 1.00 0.00
ATOM 7003 HB3 CYS 657 10,190 -20,750 35,915 1.00 0.00
ATOM 7004 HG CYS 657 9,276 -18,244 34,852 1.00 0.00
ATOM 7005 N GLU 658 13,898 -21,016 36,296 1.00 0.00
ATOM 7006 CA GLU 658 14,942 -22,083 36,214 1.00 0.00
ATOM 7007 C GLU 658 15,988 -22,060 37,240 1.00 0.00
ATOM 7008 O GLU 658 16,965 -22,877 37,216 1.00 0.00



ATOM 7009 CB GLU 658 15,587 -22,203 34,848 1.00 0.00
ATOM 7010 CG GLU 658 14,680 -22,638 33,652 1.00 0.00
ATOM 7011 CD GLU 658 13,933 -23,958 33,750 1.00 0.00
ATOM 7012 OE1 GLU 658 12,840 -24,050 33,080 1.00 0.00
ATOM 7013 OE2 GLU 658 14,347 -24,890 34,520 1.00 0.00
ATOM 7014 H GLU 658 14,217 -20,098 36,016 1.00 0.00
ATOM 7015 HA GLU 658 14,394 -22,982 36,496 1.00 0.00
ATOM 7016 HB2 GLU 658 16,162 -21,331 34,535 1.00 0.00
ATOM 7017 HB3 GLU 658 16,382 -22,949 34,836 1.00 0.00
ATOM 7018 HG2 GLU 658 14,050 -21,755 33,542 1.00 0.00
ATOM 7019 HG3 GLU 658 15,266 -22,730 32,737 1.00 0.00
ATOM 7020 N GLU 659 15,902 -21,081 38,142 1.00 0.00
ATOM 7021 CA GLU 659 16,771 -20,876 39,310 1.00 0.00
ATOM 7022 C GLU 659 18,272 -20,717 38,948 1.00 0.00
ATOM 7023 O GLU 659 19,177 -21,137 39,683 1.00 0.00
ATOM 7024 CB GLU 659 16,483 -21,879 40,397 1.00 0.00
ATOM 7025 CG GLU 659 15,135 -21,774 41,015 1.00 0.00
ATOM 7026 CD GLU 659 15,030 -22,714 42,236 1.00 0.00
ATOM 7027 OE1 GLU 659 14,539 -23,845 42,102 1.00 0.00
ATOM 7028 OE2 GLU 659 15,448 -22,423 43,332 1.00 0.00
ATOM 7029 H GLU 659 15,033 -20,570 38,078 1.00 0.00
ATOM 7030 HA GLU 659 16,470 -19,974 39,842 1.00 0.00
ATOM 7031 HB2 GLU 659 16,689 -22,871 39,996 1.00 0.00
ATOM 7032 HB3 GLU 659 17,170 -21,845 41,243 1.00 0.00
ATOM 7033 HG2 GLU 659 15,045 -20,741 41,353 1.00 0.00
ATOM 7034 HG3 GLU 659 14,386 -21,920 40,237 1.00 0.00
ATOM 7035 N ASN 660 18,523 -20,371 37,677 1.00 0.00
ATOM 7036 CA ASN 660 19,810 -20,452 36,941 1.00 0.00
ATOM 7037 C ASN 660 20,749 -19,233 37,066 1.00 0.00
ATOM 7038 O ASN 660 20,713 -18,324 36,200 1.00 0.00
ATOM 7039 CB ASN 660 19,475 -20,797 35,485 1.00 0.00
ATOM 7040 CG ASN 660 20,618 -21,197 34,527 1.00 0.00
ATOM 7041 ND2 ASN 660 20,225 -21,559 33,361 1.00 0.00
ATOM 7042 OD1 ASN 660 21,778 -21,295 34,861 1.00 0.00
ATOM 7043 H ASN 660 17,730 -19,986 37,185 1.00 0.00
ATOM 7044 HA ASN 660 20,314 -21,342 37,320 1.00 0.00
ATOM 7045 HB2 ASN 660 18,777 -21,633 35,523 1.00 0.00
ATOM 7046 HB3 ASN 660 18,960 -19,981 34,976 1.00 0.00
ATOM 7047 HD21 ASN 660 19,254 -21,449 33,104 1.00 0.00
ATOM 7048 HD22 ASN 660 20,930 -21,827 32,690 1.00 0.00
ATOM 7049 N ILE 661 21,557 -19,146 38,103 1.00 0.00
ATOM 7050 CA ILE 661 22,272 -17,939 38,534 1.00 0.00
ATOM 7051 C ILE 661 23,355 -17,496 37,574 1.00 0.00



ATOM 7052 O ILE 661 23,599 -16,298 37,535 1.00 0.00
ATOM 7053 CB ILE 661 22,904 -18,090 39,884 1.00 0.00
ATOM 7054 CG1 ILE 661 23,948 -19,284 40,071 1.00 0.00
ATOM 7055 CG2 ILE 661 21,790 -18,159 40,973 1.00 0.00
ATOM 7056 CD1 ILE 661 24,898 -19,266 41,259 1.00 0.00
ATOM 7057 H ILE 661 21,731 -19,996 38,620 1.00 0.00
ATOM 7058 HA ILE 661 21,619 -17,069 38,609 1.00 0.00
ATOM 7059 HB ILE 661 23,493 -17,185 40,035 1.00 0.00
ATOM 7060 HG12 ILE 661 23,500 -20,270 39,947 1.00 0.00
ATOM 7061 HG13 ILE 661 24,532 -19,204 39,153 1.00 0.00
ATOM 7062 HG21 ILE 661 21,181 -19,060 40,929 1.00 0.00
ATOM 7063 HG22 ILE 661 21,136 -17,288 41,001 1.00 0.00
ATOM 7064 HG23 ILE 661 22,114 -18,096 42,012 1.00 0.00
ATOM 7065 HD11 ILE 661 25,454 -20,193 41,127 1.00 0.00
ATOM 7066 HD12 ILE 661 24,361 -19,226 42,207 1.00 0.00
ATOM 7067 HD13 ILE 661 25,598 -18,455 41,459 1.00 0.00
ATOM 7068 N GLU 662 23,829 -18,319 36,664 1.00 0.00
ATOM 7069 CA GLU 662 24,634 -17,751 35,590 1.00 0.00
ATOM 7070 C GLU 662 23,863 -16,908 34,568 1.00 0.00
ATOM 7071 O GLU 662 24,363 -15,856 34,099 1.00 0.00
ATOM 7072 CB GLU 662 25,370 -18,939 34,892 1.00 0.00
ATOM 7073 CG GLU 662 26,496 -19,559 35,682 1.00 0.00
ATOM 7074 CD GLU 662 27,253 -20,632 34,878 1.00 0.00
ATOM 7075 OE1 GLU 662 28,333 -20,396 34,306 1.00 0.00
ATOM 7076 OE2 GLU 662 26,715 -21,751 34,770 1.00 0.00
ATOM 7077 H GLU 662 23,613 -19,304 36,633 1.00 0.00
ATOM 7078 HA GLU 662 25,420 -17,088 35,951 1.00 0.00
ATOM 7079 HB2 GLU 662 24,655 -19,684 34,541 1.00 0.00
ATOM 7080 HB3 GLU 662 25,840 -18,439 34,045 1.00 0.00
ATOM 7081 HG2 GLU 662 27,270 -18,821 35,892 1.00 0.00
ATOM 7082 HG3 GLU 662 26,144 -19,971 36,627 1.00 0.00
ATOM 7083 N MET 663 22,665 -17,309 34,215 1.00 0.00
ATOM 7084 CA MET 663 21,731 -16,649 33,352 1.00 0.00
ATOM 7085 C MET 663 20,924 -15,456 34,003 1.00 0.00
ATOM 7086 O MET 663 20,664 -14,509 33,277 1.00 0.00
ATOM 7087 CB MET 663 20,849 -17,690 32,811 1.00 0.00
ATOM 7088 CG MET 663 20,209 -17,235 31,506 1.00 0.00
ATOM 7089 SD MET 663 18,848 -18,324 31,008 1.00 0.00
ATOM 7090 CE MET 663 19,678 -19,808 30,384 1.00 0.00
ATOM 7091 H MET 663 22,300 -18,088 34,744 1.00 0.00
ATOM 7092 HA MET 663 22,395 -16,220 32,601 1.00 0.00
ATOM 7093 HB2 MET 663 21,500 -18,548 32,644 1.00 0.00
ATOM 7094 HB3 MET 663 20,021 -17,858 33,499 1.00 0.00



ATOM 7095 HG2 MET 663 19,774 -16,236 31,567 1.00 0.00
ATOM 7096 HG3 MET 663 20,996 -17,188 30,754 1.00 0.00
ATOM 7097 HE1 MET 663 20,235 -20,327 31,163 1.00 0.00
ATOM 7098 HE2 MET 663 18,934 -20,498 29,983 1.00 0.00
ATOM 7099 HE3 MET 663 20,378 -19,467 29,621 1.00 0.00
ATOM 7100 N VAL 664 20,743 -15,510 35,305 1.00 0.00
ATOM 7101 CA VAL 664 20,388 -14,312 36,085 1.00 0.00
ATOM 7102 C VAL 664 21,522 -13,303 35,891 1.00 0.00
ATOM 7103 O VAL 664 21,271 -12,255 35,340 1.00 0.00
ATOM 7104 CB VAL 664 20,206 -14,710 37,627 1.00 0.00
ATOM 7105 CG1 VAL 664 19,867 -13,494 38,533 1.00 0.00
ATOM 7106 CG2 VAL 664 19,122 -15,785 37,932 1.00 0.00
ATOM 7107 H VAL 664 20,774 -16,434 35,711 1.00 0.00
ATOM 7108 HA VAL 664 19,483 -13,876 35,662 1.00 0.00
ATOM 7109 HB VAL 664 21,184 -15,028 37,989 1.00 0.00
ATOM 7110 HG11 VAL 664 20,414 -12,615 38,190 1.00 0.00
ATOM 7111 HG12 VAL 664 18,843 -13,120 38,515 1.00 0.00
ATOM 7112 HG13 VAL 664 20,147 -13,731 39,559 1.00 0.00
ATOM 7113 HG21 VAL 664 19,267 -16,139 38,953 1.00 0.00
ATOM 7114 HG22 VAL 664 19,289 -16,692 37,350 1.00 0.00
ATOM 7115 HG23 VAL 664 18,139 -15,432 37,620 1.00 0.00
ATOM 7116 N LYS 665 22,692 -13,693 36,263 1.00 0.00
ATOM 7117 CA LYS 665 23,846 -12,728 36,202 1.00 0.00
ATOM 7118 C LYS 665 24,224 -12,245 34,793 1.00 0.00
ATOM 7119 O LYS 665 24,332 -11,044 34,616 1.00 0.00
ATOM 7120 CB LYS 665 25,083 -13,381 36,898 1.00 0.00
ATOM 7121 CG LYS 665 24,819 -13,631 38,419 1.00 0.00
ATOM 7122 CD LYS 665 25,866 -14,480 39,059 1.00 0.00
ATOM 7123 CE LYS 665 25,535 -14,705 40,545 1.00 0.00
ATOM 7124 NZ LYS 665 26,585 -15,388 41,303 1.00 0.00
ATOM 7125 H LYS 665 22,772 -14,546 36,799 1.00 0.00
ATOM 7126 HA LYS 665 23,630 -11,826 36,774 1.00 0.00
ATOM 7127 HB2 LYS 665 25,317 -14,241 36,271 1.00 0.00
ATOM 7128 HB3 LYS 665 25,858 -12,623 37,002 1.00 0.00
ATOM 7129 HG2 LYS 665 24,813 -12,638 38,869 1.00 0.00
ATOM 7130 HG3 LYS 665 23,835 -14,038 38,652 1.00 0.00
ATOM 7131 HD2 LYS 665 25,904 -15,488 38,647 1.00 0.00
ATOM 7132 HD3 LYS 665 26,779 -13,886 39,021 1.00 0.00
ATOM 7133 HE2 LYS 665 25,435 -13,707 40,970 1.00 0.00
ATOM 7134 HE3 LYS 665 24,543 -15,140 40,677 1.00 0.00
ATOM 7135 HZ1 LYS 665 26,261 -15,689 42,211 1.00 0.00
ATOM 7136 HZ2 LYS 665 27,431 -14,858 41,461 1.00 0.00
ATOM 7137 HZ3 LYS 665 26,857 -16,204 40,772 1.00 0.00



ATOM 7138 N TYR 666 24,381 -13,124 33,840 1.00 0.00
ATOM 7139 CA TYR 666 24,550 -12,608 32,463 1.00 0.00
ATOM 7140 C TYR 666 23,425 -11,719 31,900 1.00 0.00
ATOM 7141 O TYR 666 23,726 -10,745 31,166 1.00 0.00
ATOM 7142 CB TYR 666 24,724 -13,825 31,534 1.00 0.00
ATOM 7143 CG TYR 666 24,753 -13,465 30,118 1.00 0.00
ATOM 7144 CD1 TYR 666 25,937 -12,894 29,631 1.00 0.00
ATOM 7145 CD2 TYR 666 23,635 -13,716 29,357 1.00 0.00
ATOM 7146 CE1 TYR 666 26,051 -12,683 28,229 1.00 0.00
ATOM 7147 CE2 TYR 666 23,687 -13,413 27,979 1.00 0.00
ATOM 7148 CZ TYR 666 24,912 -12,967 27,376 1.00 0.00
ATOM 7149 OH TYR 666 25,024 -12,801 26,035 1.00 0.00
ATOM 7150 H TYR 666 24,338 -14,102 34,086 1.00 0.00
ATOM 7151 HA TYR 666 25,424 -11,957 32,444 1.00 0.00
ATOM 7152 HB2 TYR 666 25,527 -14,481 31,868 1.00 0.00
ATOM 7153 HB3 TYR 666 23,806 -14,406 31,623 1.00 0.00
ATOM 7154 HD1 TYR 666 26,843 -12,898 30,221 1.00 0.00
ATOM 7155 HD2 TYR 666 22,754 -14,142 29,817 1.00 0.00
ATOM 7156 HE1 TYR 666 26,930 -12,266 27,761 1.00 0.00
ATOM 7157 HE2 TYR 666 22,746 -13,547 27,467 1.00 0.00
ATOM 7158 HH TYR 666 24,356 -13,156 25,443 1.00 0.00
ATOM 7159 N LEU 667 22,204 -12,038 32,197 1.00 0.00
ATOM 7160 CA LEU 667 21,025 -11,292 31,565 1.00 0.00
ATOM 7161 C LEU 667 20,802 -9,877 32,241 1.00 0.00
ATOM 7162 O LEU 667 20,528 -8,912 31,505 1.00 0.00
ATOM 7163 CB LEU 667 19,768 -12,102 31,569 1.00 0.00
ATOM 7164 CG LEU 667 19,622 -13,358 30,663 1.00 0.00
ATOM 7165 CD1 LEU 667 18,286 -14,044 30,958 1.00 0.00
ATOM 7166 CD2 LEU 667 19,680 -12,864 29,230 1.00 0.00
ATOM 7167 H LEU 667 22,059 -12,768 32,880 1.00 0.00
ATOM 7168 HA LEU 667 21,292 -10,994 30,551 1.00 0.00
ATOM 7169 HB2 LEU 667 19,622 -12,462 32,587 1.00 0.00
ATOM 7170 HB3 LEU 667 18,978 -11,427 31,238 1.00 0.00
ATOM 7171 HG LEU 667 20,471 -14,019 30,837 1.00 0.00
ATOM 7172 HD11 LEU 667 18,197 -15,015 30,470 1.00 0.00
ATOM 7173 HD12 LEU 667 17,446 -13,514 30,508 1.00 0.00
ATOM 7174 HD13 LEU 667 18,259 -14,229 32,032 1.00 0.00
ATOM 7175 HD21 LEU 667 19,363 -13,639 28,532 1.00 0.00
ATOM 7176 HD22 LEU 667 19,040 -12,018 28,977 1.00 0.00
ATOM 7177 HD23 LEU 667 20,685 -12,596 28,899 1.00 0.00
ATOM 7178 N LEU 668 21,226 -9,775 33,537 1.00 0.00
ATOM 7179 CA LEU 668 21,291 -8,492 34,245 1.00 0.00
ATOM 7180 C LEU 668 22,487 -7,689 33,647 1.00 0.00



ATOM 7181 O LEU 668 22,365 -6,527 33,153 1.00 0.00
ATOM 7182 CB LEU 668 21,655 -8,785 35,710 1.00 0.00
ATOM 7183 CG LEU 668 20,477 -9,272 36,603 1.00 0.00
ATOM 7184 CD1 LEU 668 20,956 -9,584 37,998 1.00 0.00
ATOM 7185 CD2 LEU 668 19,431 -8,151 36,608 1.00 0.00
ATOM 7186 H LEU 668 21,444 -10,613 34,058 1.00 0.00
ATOM 7187 HA LEU 668 20,386 -7,885 34,233 1.00 0.00
ATOM 7188 HB2 LEU 668 22,433 -9,548 35,667 1.00 0.00
ATOM 7189 HB3 LEU 668 22,126 -7,918 36,173 1.00 0.00
ATOM 7190 HG LEU 668 20,030 -10,192 36,227 1.00 0.00
ATOM 7191 HD11 LEU 668 20,173 -10,110 38,544 1.00 0.00
ATOM 7192 HD12 LEU 668 21,261 -8,652 38,474 1.00 0.00
ATOM 7193 HD13 LEU 668 21,830 -10,237 37,979 1.00 0.00
ATOM 7194 HD21 LEU 668 18,916 -8,197 35,649 1.00 0.00
ATOM 7195 HD22 LEU 668 18,679 -8,309 37,381 1.00 0.00
ATOM 7196 HD23 LEU 668 19,971 -7,210 36,717 1.00 0.00
ATOM 7197 N GLU 669 23,656 -8,354 33,512 1.00 0.00
ATOM 7198 CA GLU 669 24,862 -7,789 32,919 1.00 0.00
ATOM 7199 C GLU 669 24,674 -7,295 31,453 1.00 0.00
ATOM 7200 O GLU 669 25,188 -6,245 31,015 1.00 0.00
ATOM 7201 CB GLU 669 25,964 -8,829 32,919 1.00 0.00
ATOM 7202 CG GLU 669 27,367 -8,332 32,532 1.00 0.00
ATOM 7203 CD GLU 669 28,417 -9,297 33,187 1.00 0.00
ATOM 7204 OE1 GLU 669 28,578 -9,338 34,417 1.00 0.00
ATOM 7205 OE2 GLU 669 29,100 -10,015 32,438 1.00 0.00
ATOM 7206 H GLU 669 23,668 -9,275 33,927 1.00 0.00
ATOM 7207 HA GLU 669 25,250 -6,923 33,457 1.00 0.00
ATOM 7208 HB2 GLU 669 25,918 -9,301 33,900 1.00 0.00
ATOM 7209 HB3 GLU 669 25,799 -9,580 32,147 1.00 0.00
ATOM 7210 HG2 GLU 669 27,414 -8,156 31,457 1.00 0.00
ATOM 7211 HG3 GLU 669 27,365 -7,355 33,013 1.00 0.00
ATOM 7212 N GLN 670 23,737 -7,953 30,718 1.00 0.00
ATOM 7213 CA GLN 670 23,261 -7,511 29,378 1.00 0.00
ATOM 7214 C GLN 670 22,189 -6,385 29,339 1.00 0.00
ATOM 7215 O GLN 670 21,723 -6,055 28,234 1.00 0.00
ATOM 7216 CB GLN 670 22,939 -8,705 28,468 1.00 0.00
ATOM 7217 CG GLN 670 24,117 -9,658 28,212 1.00 0.00
ATOM 7218 CD GLN 670 25,290 -8,980 27,598 1.00 0.00
ATOM 7219 NE2 GLN 670 26,484 -9,061 28,192 1.00 0.00
ATOM 7220 OE1 GLN 670 25,185 -8,306 26,547 1.00 0.00
ATOM 7221 H GLN 670 23,463 -8,872 31,030 1.00 0.00
ATOM 7222 HA GLN 670 24,131 -7,115 28,853 1.00 0.00
ATOM 7223 HB2 GLN 670 22,102 -9,279 28,866 1.00 0.00



ATOM 7224 HB3 GLN 670 22,618 -8,404 27,471 1.00 0.00
ATOM 7225 HG2 GLN 670 24,484 -10,073 29,150 1.00 0.00
ATOM 7226 HG3 GLN 670 23,795 -10,460 27,547 1.00 0.00
ATOM 7227 HE21 GLN 670 27,133 -8,398 27,793 1.00 0.00
ATOM 7228 HE22 GLN 670 26,568 -9,561 29,065 1.00 0.00
ATOM 7229 N GLY 671 21,762 -5,857 30,534 1.00 0.00
ATOM 7230 CA GLY 671 20,916 -4,634 30,823 1.00 0.00
ATOM 7231 C GLY 671 19,469 -4,876 31,202 1.00 0.00
ATOM 7232 O GLY 671 18,671 -3,940 31,148 1.00 0.00
ATOM 7233 H GLY 671 22,092 -6,322 31,367 1.00 0.00
ATOM 7234 HA2 GLY 671 21,402 -4,041 31,598 1.00 0.00
ATOM 7235 HA3 GLY 671 20,948 -3,989 29,944 1.00 0.00
ATOM 7236 N ALA 672 19,122 -6,110 31,467 1.00 0.00
ATOM 7237 CA ALA 672 17,712 -6,516 31,681 1.00 0.00
ATOM 7238 C ALA 672 17,037 -5,953 32,956 1.00 0.00
ATOM 7239 O ALA 672 17,594 -5,919 34,042 1.00 0.00
ATOM 7240 CB ALA 672 17,613 -8,062 31,686 1.00 0.00
ATOM 7241 H ALA 672 19,853 -6,807 31,463 1.00 0.00
ATOM 7242 HA ALA 672 17,269 -6,087 30,783 1.00 0.00
ATOM 7243 HB1 ALA 672 17,981 -8,432 30,729 1.00 0.00
ATOM 7244 HB2 ALA 672 16,601 -8,395 31,916 1.00 0.00
ATOM 7245 HB3 ALA 672 18,332 -8,404 32,432 1.00 0.00
ATOM 7246 N ASP 673 15,809 -5,486 32,772 1.00 0.00
ATOM 7247 CA ASP 673 14,993 -4,796 33,781 1.00 0.00
ATOM 7248 C ASP 673 14,333 -5,895 34,615 1.00 0.00
ATOM 7249 O ASP 673 13,716 -6,859 34,171 1.00 0.00
ATOM 7250 CB ASP 673 13,993 -3,750 33,147 1.00 0.00
ATOM 7251 CG ASP 673 13,013 -3,229 34,190 1.00 0.00
ATOM 7252 OD1 ASP 673 13,403 -3,014 35,352 1.00 0.00
ATOM 7253 OD2 ASP 673 11,801 -3,153 33,813 1.00 0.00
ATOM 7254 H ASP 673 15,403 -5,547 31,850 1.00 0.00
ATOM 7255 HA ASP 673 15,699 -4,201 34,361 1.00 0.00
ATOM 7256 HB2 ASP 673 14,545 -2,941 32,669 1.00 0.00
ATOM 7257 HB3 ASP 673 13,505 -4,226 32,296 1.00 0.00
ATOM 7258 N VAL 674 14,407 -5,705 35,960 1.00 0.00
ATOM 7259 CA VAL 674 13,769 -6,597 36,959 1.00 0.00
ATOM 7260 C VAL 674 12,304 -6,348 37,183 1.00 0.00
ATOM 7261 O VAL 674 11,626 -7,221 37,733 1.00 0.00
ATOM 7262 CB VAL 674 14,482 -6,414 38,304 1.00 0.00
ATOM 7263 CG1 VAL 674 16,020 -6,695 38,064 1.00 0.00
ATOM 7264 CG2 VAL 674 14,448 -5,027 38,943 1.00 0.00
ATOM 7265 H VAL 674 14,995 -4,952 36,287 1.00 0.00
ATOM 7266 HA VAL 674 13,889 -7,609 36,571 1.00 0.00



ATOM 7267 HB VAL 674 14,174 -7,195 38,999 1.00 0.00
ATOM 7268 HG11 VAL 674 16,474 -6,074 37,293 1.00 0.00
ATOM 7269 HG12 VAL 674 16,569 -6,409 38,961 1.00 0.00
ATOM 7270 HG13 VAL 674 16,149 -7,712 37,694 1.00 0.00
ATOM 7271 HG21 VAL 674 13,444 -4,631 39,099 1.00 0.00
ATOM 7272 HG22 VAL 674 14,901 -4,265 38,308 1.00 0.00
ATOM 7273 HG23 VAL 674 14,977 -5,039 39,895 1.00 0.00
ATOM 7274 N ASN 675 11,724 -5,209 36,732 1.00 0.00
ATOM 7275 CA ASN 675 10,276 -4,933 36,713 1.00 0.00
ATOM 7276 C ASN 675 9,603 -5,342 35,355 1.00 0.00
ATOM 7277 O ASN 675 8,377 -5,258 35,276 1.00 0.00
ATOM 7278 CB ASN 675 10,161 -3,441 37,060 1.00 0.00
ATOM 7279 CG ASN 675 11,083 -2,768 38,091 1.00 0.00
ATOM 7280 ND2 ASN 675 12,333 -2,428 37,738 1.00 0.00
ATOM 7281 OD1 ASN 675 10,785 -2,874 39,284 1.00 0.00
ATOM 7282 H ASN 675 12,360 -4,566 36,285 1.00 0.00
ATOM 7283 HA ASN 675 9,852 -5,546 37,508 1.00 0.00
ATOM 7284 HB2 ASN 675 10,198 -2,945 36,091 1.00 0.00
ATOM 7285 HB3 ASN 675 9,137 -3,314 37,413 1.00 0.00
ATOM 7286 HD21 ASN 675 12,564 -2,495 36,757 1.00 0.00
ATOM 7287 HD22 ASN 675 12,897 -1,968 38,438 1.00 0.00
ATOM 7288 N LYS 676 10,332 -5,795 34,294 1.00 0.00
ATOM 7289 CA LYS 676 9,691 -6,102 33,024 1.00 0.00
ATOM 7290 C LYS 676 8,476 -7,069 33,148 1.00 0.00
ATOM 7291 O LYS 676 8,612 -8,261 33,264 1.00 0.00
ATOM 7292 CB LYS 676 10,751 -6,737 32,030 1.00 0.00
ATOM 7293 CG LYS 676 10,339 -7,025 30,575 1.00 0.00
ATOM 7294 CD LYS 676 9,813 -5,786 29,964 1.00 0.00
ATOM 7295 CE LYS 676 9,733 -5,910 28,457 1.00 0.00
ATOM 7296 NZ LYS 676 9,030 -4,802 27,814 1.00 0.00
ATOM 7297 H LYS 676 11,332 -5,672 34,348 1.00 0.00
ATOM 7298 HA LYS 676 9,268 -5,194 32,595 1.00 0.00
ATOM 7299 HB2 LYS 676 11,536 -5,990 31,918 1.00 0.00
ATOM 7300 HB3 LYS 676 11,142 -7,653 32,474 1.00 0.00
ATOM 7301 HG2 LYS 676 11,239 -7,347 30,049 1.00 0.00
ATOM 7302 HG3 LYS 676 9,691 -7,898 30,642 1.00 0.00
ATOM 7303 HD2 LYS 676 8,795 -5,550 30,271 1.00 0.00
ATOM 7304 HD3 LYS 676 10,400 -4,918 30,264 1.00 0.00
ATOM 7305 HE2 LYS 676 10,735 -5,944 28,028 1.00 0.00
ATOM 7306 HE3 LYS 676 9,249 -6,875 28,299 1.00 0.00
ATOM 7307 HZ1 LYS 676 9,235 -3,936 28,292 1.00 0.00
ATOM 7308 HZ2 LYS 676 8,031 -4,894 27,936 1.00 0.00
ATOM 7309 HZ3 LYS 676 9,211 -4,693 26,826 1.00 0.00



ATOM 7310 N GLN 677 7,274 -6,545 32,979 1.00 0.00
ATOM 7311 CA GLN 677 5,964 -7,128 33,121 1.00 0.00
ATOM 7312 C GLN 677 5,316 -7,799 31,911 1.00 0.00
ATOM 7313 O GLN 677 4,985 -7,150 30,953 1.00 0.00
ATOM 7314 CB GLN 677 4,994 -6,211 33,802 1.00 0.00
ATOM 7315 CG GLN 677 4,827 -4,806 33,185 1.00 0.00
ATOM 7316 CD GLN 677 3,619 -3,989 33,729 1.00 0.00
ATOM 7317 NE2 GLN 677 3,670 -2,738 34,034 1.00 0.00
ATOM 7318 OE1 GLN 677 2,522 -4,509 33,978 1.00 0.00
ATOM 7319 H GLN 677 7,216 -5,554 32,792 1.00 0.00
ATOM 7320 HA GLN 677 6,146 -8,028 33,708 1.00 0.00
ATOM 7321 HB2 GLN 677 4,002 -6,660 33,779 1.00 0.00
ATOM 7322 HB3 GLN 677 5,278 -6,116 34,850 1.00 0.00
ATOM 7323 HG2 GLN 677 5,737 -4,290 33,494 1.00 0.00
ATOM 7324 HG3 GLN 677 4,793 -4,912 32,101 1.00 0.00
ATOM 7325 HE21 GLN 677 2,841 -2,201 34,246 1.00 0.00
ATOM 7326 HE22 GLN 677 4,495 -2,229 33,750 1.00 0.00
ATOM 7327 N ASP 678 5,114 -9,144 31,906 1.00 0.00
ATOM 7328 CA ASP 678 4,293 -9,804 30,887 1.00 0.00
ATOM 7329 C ASP 678 2,826 -9,458 30,979 1.00 0.00
ATOM 7330 O ASP 678 2,409 -8,933 32,017 1.00 0.00
ATOM 7331 CB ASP 678 4,464 -11,318 31,097 1.00 0.00
ATOM 7332 CG ASP 678 3,803 -12,209 30,068 1.00 0.00
ATOM 7333 OD1 ASP 678 4,390 -12,641 29,058 1.00 0.00
ATOM 7334 OD2 ASP 678 2,552 -12,451 30,286 1.00 0.00
ATOM 7335 H ASP 678 5,362 -9,602 32,771 1.00 0.00
ATOM 7336 HA ASP 678 4,654 -9,611 29,877 1.00 0.00
ATOM 7337 HB2 ASP 678 5,543 -11,441 31,002 1.00 0.00
ATOM 7338 HB3 ASP 678 4,178 -11,658 32,092 1.00 0.00
ATOM 7339 N MET 679 2,070 -9,740 30,005 1.00 0.00
ATOM 7340 CA MET 679 0.626 -9,542 30,018 1.00 0.00
ATOM 7341 C MET 679 -0.165 -10,241 31,147 1.00 0.00
ATOM 7342 O MET 679 -1,238 -9,779 31,521 1.00 0.00
ATOM 7343 CB MET 679 -0.044 -9,834 28,691 1.00 0.00
ATOM 7344 CG MET 679 0.162 -11,248 28,171 1.00 0.00
ATOM 7345 SD MET 679 -0.341 -11,583 26,437 1.00 0.00
ATOM 7346 CE MET 679 -2,199 -11,776 26,746 1.00 0.00
ATOM 7347 H MET 679 2,507 -10,217 29,228 1.00 0.00
ATOM 7348 HA MET 679 0.475 -8,501 30,304 1.00 0.00
ATOM 7349 HB2 MET 679 -1,119 -9,657 28,665 1.00 0.00
ATOM 7350 HB3 MET 679 0.484 -9,282 27,914 1.00 0.00
ATOM 7351 HG2 MET 679 1,222 -11,454 28,320 1.00 0.00
ATOM 7352 HG3 MET 679 -0.369 -11,947 28,817 1.00 0.00



ATOM 7353 HE1 MET 679 -2,775 -12,137 25,893 1.00 0.00
ATOM 7354 HE2 MET 679 -2,471 -12,385 27,608 1.00 0.00
ATOM 7355 HE3 MET 679 -2,510 -10,745 26,919 1.00 0.00
ATOM 7356 N HID 680 0.313 -11,336 31,721 1.00 0.00
ATOM 7357 CA HID 680 -0.209 -12,045 32,943 1.00 0.00
ATOM 7358 C HID 680 0.132 -11,277 34,221 1.00 0.00
ATOM 7359 O HID 680 -0.114 -11,749 35,339 1.00 0.00
ATOM 7360 CB HID 680 0.283 -13,488 33,006 1.00 0.00
ATOM 7361 CG HID 680 -0.258 -14,523 33,918 1.00 0.00
ATOM 7362 CD2 HID 680 0.511 -15,516 34,407 1.00 0.00
ATOM 7363 ND1 HID 680 -1,473 -14,505 34,596 1.00 0.00
ATOM 7364 CE1 HID 680 -1,417 -15,568 35,448 1.00 0.00
ATOM 7365 NE2 HID 680 -0.180 -16,191 35,382 1.00 0.00
ATOM 7366 H HID 680 1,121 -11,737 31,267 1.00 0.00
ATOM 7367 HA HID 680 -1,298 -12,090 32,978 1.00 0.00
ATOM 7368 HB2 HID 680 0.204 -13,837 31,977 1.00 0.00
ATOM 7369 HB3 HID 680 1,343 -13,545 33,257 1.00 0.00
ATOM 7370 HD1 HID 680 -2,259 -13,912 34,371 1.00 0.00
ATOM 7371 HD2 HID 680 1,535 -15,776 34,183 1.00 0.00
ATOM 7372 HE1 HID 680 -2,252 -15,826 36,081 1.00 0.00
ATOM 7373 N GLY 681 0.726 -10,081 34,147 1.00 0.00
ATOM 7374 CA GLY 681 0.852 -9,148 35,296 1.00 0.00
ATOM 7375 C GLY 681 2,057 -9,466 36,238 1.00 0.00
ATOM 7376 O GLY 681 2,150 -9,047 37,386 1.00 0.00
ATOM 7377 H GLY 681 1,044 -9,774 33,239 1.00 0.00
ATOM 7378 HA2 GLY 681 1,127 -8,128 35,029 1.00 0.00
ATOM 7379 HA3 GLY 681 -0.050 -9,124 35,907 1.00 0.00
ATOM 7380 N TRP 682 2,987 -10,310 35,740 1.00 0.00
ATOM 7381 CA TRP 682 4,191 -10,927 36,397 1.00 0.00
ATOM 7382 C TRP 682 5,556 -10,363 35,952 1.00 0.00
ATOM 7383 O TRP 682 5,770 -9,977 34,780 1.00 0.00
ATOM 7384 CB TRP 682 4,162 -12,434 36,139 1.00 0.00
ATOM 7385 CG TRP 682 3,281 -13,230 37,042 1.00 0.00
ATOM 7386 CD1 TRP 682 2,027 -13,591 36,804 1.00 0.00
ATOM 7387 CD2 TRP 682 3,565 -13,780 38,379 1.00 0.00
ATOM 7388 CE2 TRP 682 2,372 -14,323 38,951 1.00 0.00
ATOM 7389 CE3 TRP 682 4,663 -13,730 39,298 1.00 0.00
ATOM 7390 NE1 TRP 682 1,507 -14,209 37,894 1.00 0.00
ATOM 7391 CZ2 TRP 682 2,254 -14,857 40,240 1.00 0.00
ATOM 7392 CZ3 TRP 682 4,557 -14,217 40,627 1.00 0.00
ATOM 7393 CH2 TRP 682 3,331 -14,711 41,085 1.00 0.00
ATOM 7394 H TRP 682 2,705 -10,729 34,865 1.00 0.00
ATOM 7395 HA TRP 682 4,142 -10,909 37,486 1.00 0.00



ATOM 7396 HB2 TRP 682 3,798 -12,558 35,119 1.00 0.00
ATOM 7397 HB3 TRP 682 5,153 -12,879 36,228 1.00 0.00
ATOM 7398 HD1 TRP 682 1,429 -13,385 35,929 1.00 0.00
ATOM 7399 HE1 TRP 682 0.581 -14,610 37,946 1.00 0.00
ATOM 7400 HE3 TRP 682 5,606 -13,399 38,888 1.00 0.00
ATOM 7401 HZ2 TRP 682 1,328 -15,255 40,630 1.00 0.00
ATOM 7402 HZ3 TRP 682 5,401 -14,060 41,282 1.00 0.00
ATOM 7403 HH2 TRP 682 3,165 -14,993 42,114 1.00 0.00
ATOM 7404 N THR 683 6,551 -10,362 36,847 1.00 0.00
ATOM 7405 CA THR 683 7,884 -9,733 36,760 1.00 0.00
ATOM 7406 C THR 683 8,935 -10,775 37,189 1.00 0.00
ATOM 7407 O THR 683 8,570 -11,661 37,963 1.00 0.00
ATOM 7408 CB THR 683 8,093 -8,457 37,598 1.00 0.00
ATOM 7409 CG2 THR 683 7,059 -7,410 37,306 1.00 0.00
ATOM 7410 OG1 THR 683 8,075 -8,850 38,978 1.00 0.00
ATOM 7411 H THR 683 6,315 -10,722 37,761 1.00 0.00
ATOM 7412 HA THR 683 8,034 -9,467 35,714 1.00 0.00
ATOM 7413 HB THR 683 9,084 -8,048 37,396 1.00 0.00
ATOM 7414 HG1 THR 683 7,150 -8,879 39,235 1.00 0.00
ATOM 7415 HG21 THR 683 7,323 -6,393 37,600 1.00 0.00
ATOM 7416 HG22 THR 683 6,052 -7,624 37,662 1.00 0.00
ATOM 7417 HG23 THR 683 6,944 -7,392 36,222 1.00 0.00
ATOM 7418 N PRO 684 10,231 -10,495 36,890 1.00 0.00
ATOM 7419 CA PRO 684 11,323 -11,191 37,586 1.00 0.00
ATOM 7420 C PRO 684 11,362 -10,889 39,079 1.00 0.00
ATOM 7421 O PRO 684 11,600 -11,850 39,776 1.00 0.00
ATOM 7422 CB PRO 684 12,583 -10,723 36,913 1.00 0.00
ATOM 7423 CG PRO 684 12,172 -10,141 35,537 1.00 0.00
ATOM 7424 CD PRO 684 10,730 -9,710 35,810 1.00 0.00
ATOM 7425 HA PRO 684 11,131 -12,237 37,345 1.00 0.00
ATOM 7426 HB2 PRO 684 12,997 -9,845 37,409 1.00 0.00
ATOM 7427 HB3 PRO 684 13,337 -11,510 36,927 1.00 0.00
ATOM 7428 HG2 PRO 684 12,822 -9,297 35,307 1.00 0.00
ATOM 7429 HG3 PRO 684 12,245 -10,973 34,839 1.00 0.00
ATOM 7430 HD2 PRO 684 10,690 -8,639 36,008 1.00 0.00
ATOM 7431 HD3 PRO 684 10,100 -10,067 34,995 1.00 0.00
ATOM 7432 N ARG 685 10,994 -9,665 39,480 1.00 0.00
ATOM 7433 CA ARG 685 10,986 -9,369 40,903 1.00 0.00
ATOM 7434 C ARG 685 10,000 -10,326 41,575 1.00 0.00
ATOM 7435 O ARG 685 10,379 -11,055 42,512 1.00 0.00
ATOM 7436 CB ARG 685 10,646 -7,850 41,083 1.00 0.00
ATOM 7437 CG ARG 685 10,689 -7,404 42,549 1.00 0.00
ATOM 7438 CD ARG 685 10,033 -6,039 42,902 1.00 0.00



ATOM 7439 NE ARG 685 8,842 -5,827 42,129 1.00 0.00
ATOM 7440 CZ ARG 685 7,721 -6,505 42,037 1.00 0.00
ATOM 7441 NH1 ARG 685 7,500 -7,498 42,835 1.00 0.00
ATOM 7442 NH2 ARG 685 6,827 -6,320 41,113 1.00 0.00
ATOM 7443 H ARG 685 10,829 -8,934 38,803 1.00 0.00
ATOM 7444 HA ARG 685 11,967 -9,495 41,361 1.00 0.00
ATOM 7445 HB2 ARG 685 11,432 -7,436 40,451 1.00 0.00
ATOM 7446 HB3 ARG 685 9,674 -7,796 40,592 1.00 0.00
ATOM 7447 HG2 ARG 685 10,150 -8,086 43,207 1.00 0.00
ATOM 7448 HG3 ARG 685 11,735 -7,297 42,841 1.00 0.00
ATOM 7449 HD2 ARG 685 9,966 -5,973 43,987 1.00 0.00
ATOM 7450 HD3 ARG 685 10,704 -5,238 42,593 1.00 0.00
ATOM 7451 HE ARG 685 8,877 -5,004 41,544 1.00 0.00
ATOM 7452 HH11 ARG 685 8,186 -7,726 43,541 1.00 0.00
ATOM 7453 HH12 ARG 685 6,595 -7,947 42,840 1.00 0.00
ATOM 7454 HH21 ARG 685 6,835 -5,535 40,476 1.00 0.00
ATOM 7455 HH22 ARG 685 6,059 -6,957 41,269 1.00 0.00
ATOM 7456 N ASP 686 8,709 -10,495 41,184 1.00 0.00
ATOM 7457 CA ASP 686 7,694 -11,438 41,793 1.00 0.00
ATOM 7458 C ASP 686 8,124 -12,909 41,740 1.00 0.00
ATOM 7459 O ASP 686 7,976 -13,665 42,702 1.00 0.00
ATOM 7460 CB ASP 686 6,263 -11,275 41,133 1.00 0.00
ATOM 7461 CG ASP 686 5,749 -9,794 41,052 1.00 0.00
ATOM 7462 OD1 ASP 686 5,325 -9,250 42,088 1.00 0.00
ATOM 7463 OD2 ASP 686 5,780 -9,253 39,934 1.00 0.00
ATOM 7464 H ASP 686 8,425 -9,897 40,422 1.00 0.00
ATOM 7465 HA ASP 686 7,601 -11,070 42,815 1.00 0.00
ATOM 7466 HB2 ASP 686 6,366 -11,597 40,097 1.00 0.00
ATOM 7467 HB3 ASP 686 5,540 -11,937 41,611 1.00 0.00
ATOM 7468 N LEU 687 8,745 -13,292 40,647 1.00 0.00
ATOM 7469 CA LEU 687 9,217 -14,676 40,427 1.00 0.00
ATOM 7470 C LEU 687 10,394 -15,029 41,263 1.00 0.00
ATOM 7471 O LEU 687 10,693 -16,212 41,470 1.00 0.00
ATOM 7472 CB LEU 687 9,479 -14,785 38,913 1.00 0.00
ATOM 7473 CG LEU 687 8,136 -14,889 38,093 1.00 0.00
ATOM 7474 CD1 LEU 687 8,514 -14,838 36,604 1.00 0.00
ATOM 7475 CD2 LEU 687 7,404 -16,133 38,344 1.00 0.00
ATOM 7476 H LEU 687 8,975 -12,582 39,968 1.00 0.00
ATOM 7477 HA LEU 687 8,413 -15,359 40,701 1.00 0.00
ATOM 7478 HB2 LEU 687 10,062 -13,946 38,531 1.00 0.00
ATOM 7479 HB3 LEU 687 10,065 -15,678 38,694 1.00 0.00
ATOM 7480 HG LEU 687 7,515 -14,040 38,380 1.00 0.00
ATOM 7481 HD11 LEU 687 7,593 -14,797 36,021 1.00 0.00



ATOM 7482 HD12 LEU 687 9,123 -15,706 36,352 1.00 0.00
ATOM 7483 HD13 LEU 687 9,036 -13,902 36,401 1.00 0.00
ATOM 7484 HD21 LEU 687 6,963 -16,017 39,334 1.00 0.00
ATOM 7485 HD22 LEU 687 6,516 -16,185 37,714 1.00 0.00
ATOM 7486 HD23 LEU 687 8,111 -16,960 38,407 1.00 0.00
ATOM 7487 N ALA 688 11,103 -14,034 41,784 1.00 0.00
ATOM 7488 CA ALA 688 12,122 -14,332 42,815 1.00 0.00
ATOM 7489 C ALA 688 11,458 -14,302 44,201 1.00 0.00
ATOM 7490 O ALA 688 11,710 -15,188 45,070 1.00 0.00
ATOM 7491 CB ALA 688 13,259 -13,267 42,720 1.00 0.00
ATOM 7492 H ALA 688 11,082 -13,102 41,395 1.00 0.00
ATOM 7493 HA ALA 688 12,477 -15,329 42,552 1.00 0.00
ATOM 7494 HB1 ALA 688 13,961 -13,441 43,536 1.00 0.00
ATOM 7495 HB2 ALA 688 12,959 -12,220 42,736 1.00 0.00
ATOM 7496 HB3 ALA 688 13,765 -13,437 41,768 1.00 0.00
ATOM 7497 N GLU 689 10,644 -13,267 44,478 1.00 0.00
ATOM 7498 CA GLU 689 9,895 -13,118 45,701 1.00 0.00
ATOM 7499 C GLU 689 9,168 -14,467 45,957 1.00 0.00
ATOM 7500 O GLU 689 9,462 -15,097 46,956 1.00 0.00
ATOM 7501 CB GLU 689 8,828 -11,995 45,602 1.00 0.00
ATOM 7502 CG GLU 689 9,474 -10,609 45,706 1.00 0.00
ATOM 7503 CD GLU 689 8,511 -9,455 45,460 1.00 0.00
ATOM 7504 OE1 GLU 689 9,024 -8,376 45,157 1.00 0.00
ATOM 7505 OE2 GLU 689 7,252 -9,586 45,546 1.00 0.00
ATOM 7506 H GLU 689 10,395 -12,717 43,669 1.00 0.00
ATOM 7507 HA GLU 689 10,555 -12,964 46,554 1.00 0.00
ATOM 7508 HB2 GLU 689 8,462 -12,121 44,583 1.00 0.00
ATOM 7509 HB3 GLU 689 7,993 -12,104 46,294 1.00 0.00
ATOM 7510 HG2 GLU 689 9,903 -10,415 46,688 1.00 0.00
ATOM 7511 HG3 GLU 689 10,288 -10,636 44,982 1.00 0.00
ATOM 7512 N GLN 690 8,221 -14,877 45,112 1.00 0.00
ATOM 7513 CA GLN 690 7,221 -15,926 45,572 1.00 0.00
ATOM 7514 C GLN 690 7,594 -17,343 45,672 1.00 0.00
ATOM 7515 O GLN 690 6,774 -18,250 45,927 1.00 0.00
ATOM 7516 CB GLN 690 5,846 -15,797 44,785 1.00 0.00
ATOM 7517 CG GLN 690 5,355 -14,356 44,760 1.00 0.00
ATOM 7518 CD GLN 690 3,801 -14,185 44,629 1.00 0.00
ATOM 7519 NE2 GLN 690 3,320 -12,973 44,459 1.00 0.00
ATOM 7520 OE1 GLN 690 2,988 -15,134 44,867 1.00 0.00
ATOM 7521 H GLN 690 8,029 -14,300 44,305 1.00 0.00
ATOM 7522 HA GLN 690 7,001 -15,646 46,603 1.00 0.00
ATOM 7523 HB2 GLN 690 5,920 -16,232 43,789 1.00 0.00
ATOM 7524 HB3 GLN 690 5,129 -16,316 45,422 1.00 0.00



ATOM 7525 HG2 GLN 690 5,685 -13,700 45,564 1.00 0.00
ATOM 7526 HG3 GLN 690 5,854 -13,890 43,910 1.00 0.00
ATOM 7527 HE21 GLN 690 2,313 -12,902 44,498 1.00 0.00
ATOM 7528 HE22 GLN 690 3,925 -12,165 44,450 1.00 0.00
ATOM 7529 N GLN 691 8,909 -17,665 45,396 1.00 0.00
ATOM 7530 CA GLN 691 9,613 -18,905 45,761 1.00 0.00
ATOM 7531 C GLN 691 10,536 -18,705 47,015 1.00 0.00
ATOM 7532 O GLN 691 11,017 -19,659 47,611 1.00 0.00
ATOM 7533 CB GLN 691 10,298 -19,471 44,537 1.00 0.00
ATOM 7534 CG GLN 691 11,292 -18,499 43,798 1.00 0.00
ATOM 7535 CD GLN 691 12,206 -19,100 42,740 1.00 0.00
ATOM 7536 NE2 GLN 691 12,364 -18,554 41,594 1.00 0.00
ATOM 7537 OE1 GLN 691 12,925 -20,045 42,971 1.00 0.00
ATOM 7538 H GLN 691 9,474 -16,898 45,059 1.00 0.00
ATOM 7539 HA GLN 691 8,888 -19,653 46,083 1.00 0.00
ATOM 7540 HB2 GLN 691 10,859 -20,386 44,734 1.00 0.00
ATOM 7541 HB3 GLN 691 9,509 -19,729 43,829 1.00 0.00
ATOM 7542 HG2 GLN 691 10,610 -17,863 43,234 1.00 0.00
ATOM 7543 HG3 GLN 691 11,886 -17,833 44,424 1.00 0.00
ATOM 7544 HE21 GLN 691 13,091 -19,003 41,055 1.00 0.00
ATOM 7545 HE22 GLN 691 11,963 -17,645 41,410 1.00 0.00
ATOM 7546 N GLY 692 10,814 -17,477 47,385 1.00 0.00
ATOM 7547 CA GLY 692 11,564 -17,164 48,521 1.00 0.00
ATOM 7548 C GLY 692 13,053 -17,185 48,226 1.00 0.00
ATOM 7549 O GLY 692 13,855 -17,410 49,144 1.00 0.00
ATOM 7550 H GLY 692 10,272 -16,734 46,970 1.00 0.00
ATOM 7551 HA2 GLY 692 11,239 -16,135 48,674 1.00 0.00
ATOM 7552 HA3 GLY 692 11,370 -17,815 49,374 1.00 0.00
ATOM 7553 N HID 693 13,424 -17,130 46,914 1.00 0.00
ATOM 7554 CA HID 693 14,806 -17,316 46,460 1.00 0.00
ATOM 7555 C HID 693 15,518 -16,010 46,652 1.00 0.00
ATOM 7556 O HID 693 15,784 -15,146 45,770 1.00 0.00
ATOM 7557 CB HID 693 14,800 -17,826 45,073 1.00 0.00
ATOM 7558 CG HID 693 16,024 -18,415 44,594 1.00 0.00
ATOM 7559 CD2 HID 693 17,335 -18,196 44,924 1.00 0.00
ATOM 7560 ND1 HID 693 16,070 -19,378 43,595 1.00 0.00
ATOM 7561 CE1 HID 693 17,344 -19,649 43,408 1.00 0.00
ATOM 7562 NE2 HID 693 18,195 -19,021 44,176 1.00 0.00
ATOM 7563 H HID 693 12,696 -17,060 46,218 1.00 0.00
ATOM 7564 HA HID 693 15,265 -18,066 47,104 1.00 0.00
ATOM 7565 HB2 HID 693 14,001 -18,561 44,972 1.00 0.00
ATOM 7566 HB3 HID 693 14,523 -17,023 44,389 1.00 0.00
ATOM 7567 HD1 HID 693 15,309 -19,826 43,105 1.00 0.00



ATOM 7568 HD2 HID 693 17,715 -17,486 45,643 1.00 0.00
ATOM 7569 HE1 HID 693 17,749 -20,333 42,678 1.00 0.00
ATOM 7570 N GLU 694 15,982 -15,792 47,906 1.00 0.00
ATOM 7571 CA GLU 694 16,537 -14,569 48,438 1.00 0.00
ATOM 7572 C GLU 694 17,889 -14,181 47,790 1.00 0.00
ATOM 7573 O GLU 694 18,136 -12,961 47,760 1.00 0.00
ATOM 7574 CB GLU 694 16,832 -14,775 49,919 1.00 0.00
ATOM 7575 CG GLU 694 17,317 -13,547 50,695 1.00 0.00
ATOM 7576 CD GLU 694 17,672 -13,857 52,146 1.00 0.00
ATOM 7577 OE1 GLU 694 18,180 -14,951 52,473 1.00 0.00
ATOM 7578 OE2 GLU 694 17,569 -12,961 53,023 1.00 0.00
ATOM 7579 H GLU 694 15,753 -16,518 48,571 1.00 0.00
ATOM 7580 HA GLU 694 15,894 -13,694 48,332 1.00 0.00
ATOM 7581 HB2 GLU 694 15,912 -15,183 50,342 1.00 0.00
ATOM 7582 HB3 GLU 694 17,603 -15,540 50,010 1.00 0.00
ATOM 7583 HG2 GLU 694 18,223 -13,131 50,255 1.00 0.00
ATOM 7584 HG3 GLU 694 16,461 -12,873 50,661 1.00 0.00
ATOM 7585 N ASP 695 18,633 -15,085 47,176 1.00 0.00
ATOM 7586 CA ASP 695 19,814 -14,755 46,383 1.00 0.00
ATOM 7587 C ASP 695 19,494 -13,975 45,166 1.00 0.00
ATOM 7588 O ASP 695 20,097 -12,926 44,811 1.00 0.00
ATOM 7589 CB ASP 695 20,547 -16,121 46,073 1.00 0.00
ATOM 7590 CG ASP 695 21,933 -15,890 45,430 1.00 0.00
ATOM 7591 OD1 ASP 695 22,348 -16,716 44,493 1.00 0.00
ATOM 7592 OD2 ASP 695 22,675 -14,948 45,836 1.00 0.00
ATOM 7593 H ASP 695 18,209 -15,993 47,051 1.00 0.00
ATOM 7594 HA ASP 695 20,540 -14,136 46,911 1.00 0.00
ATOM 7595 HB2 ASP 695 20,737 -16,637 47,013 1.00 0.00
ATOM 7596 HB3 ASP 695 19,987 -16,812 45,443 1.00 0.00
ATOM 7597 N ILE 696 18,403 -14,371 44,489 1.00 0.00
ATOM 7598 CA ILE 696 17,994 -13,718 43,189 1.00 0.00
ATOM 7599 C ILE 696 17,341 -12,385 43,494 1.00 0.00
ATOM 7600 O ILE 696 17,625 -11,392 42,830 1.00 0.00
ATOM 7601 CB ILE 696 17,040 -14,692 42,414 1.00 0.00
ATOM 7602 CG1 ILE 696 17,763 -15,999 41,993 1.00 0.00
ATOM 7603 CG2 ILE 696 16,513 -13,938 41,179 1.00 0.00
ATOM 7604 CD1 ILE 696 17,013 -17,044 41,144 1.00 0.00
ATOM 7605 H ILE 696 17,859 -15,002 45,060 1.00 0.00
ATOM 7606 HA ILE 696 18,853 -13,403 42,597 1.00 0.00
ATOM 7607 HB ILE 696 16,147 -14,938 42,988 1.00 0.00
ATOM 7608 HG12 ILE 696 18,645 -15,769 41,393 1.00 0.00
ATOM 7609 HG13 ILE 696 18,106 -16,627 42,814 1.00 0.00
ATOM 7610 HG21 ILE 696 15,872 -13,115 41,494 1.00 0.00



ATOM 7611 HG22 ILE 696 16,133 -14,644 40,439 1.00 0.00
ATOM 7612 HG23 ILE 696 17,286 -13,379 40,651 1.00 0.00
ATOM 7613 HD11 ILE 696 17,055 -16,611 40,144 1.00 0.00
ATOM 7614 HD12 ILE 696 15,978 -17,121 41,473 1.00 0.00
ATOM 7615 HD13 ILE 696 17,565 -17,980 41,061 1.00 0.00
ATOM 7616 N LYS 697 16,451 -12,335 44,543 1.00 0.00
ATOM 7617 CA LYS 697 15,931 -11,067 45,012 1.00 0.00
ATOM 7618 C LYS 697 17,083 -10,115 45,190 1.00 0.00
ATOM 7619 O LYS 697 17,015 -8,985 44,809 1.00 0.00
ATOM 7620 CB LYS 697 15,129 -11,225 46,296 1.00 0.00
ATOM 7621 CG LYS 697 14,164 -10,122 46,680 1.00 0.00
ATOM 7622 CD LYS 697 13,491 -10,134 48,136 1.00 0.00
ATOM 7623 CE LYS 697 12,576 -11,347 48,304 1.00 0.00
ATOM 7624 NZ LYS 697 11,985 -11,286 49,681 1.00 0.00
ATOM 7625 H LYS 697 16,370 -13,182 45,086 1.00 0.00
ATOM 7626 HA LYS 697 15,268 -10,718 44,221 1.00 0.00
ATOM 7627 HB2 LYS 697 14,527 -12,131 46,223 1.00 0.00
ATOM 7628 HB3 LYS 697 15,830 -11,366 47,118 1.00 0.00
ATOM 7629 HG2 LYS 697 14,712 -9,187 46,566 1.00 0.00
ATOM 7630 HG3 LYS 697 13,300 -10,196 46,020 1.00 0.00
ATOM 7631 HD2 LYS 697 14,275 -10,134 48,895 1.00 0.00
ATOM 7632 HD3 LYS 697 12,837 -9,286 48,334 1.00 0.00
ATOM 7633 HE2 LYS 697 11,752 -11,210 47,603 1.00 0.00
ATOM 7634 HE3 LYS 697 13,083 -12,270 48,023 1.00 0.00
ATOM 7635 HZ1 LYS 697 11,225 -11,952 49,682 1.00 0.00
ATOM 7636 HZ2 LYS 697 11,698 -10,413 50,100 1.00 0.00
ATOM 7637 HZ3 LYS 697 12,598 -11,694 50,372 1.00 0.00
ATOM 7638 N ALA 698 18,111 -10,549 45,805 1.00 0.00
ATOM 7639 CA ALA 698 19,189 -9,681 46,180 1.00 0.00
ATOM 7640 C ALA 698 19,987 -9,162 44,989 1.00 0.00
ATOM 7641 O ALA 698 20,274 -7,982 44,957 1.00 0.00
ATOM 7642 CB ALA 698 20,015 -10,278 47,318 1.00 0.00
ATOM 7643 H ALA 698 17,992 -11,498 46,128 1.00 0.00
ATOM 7644 HA ALA 698 18,777 -8,744 46,556 1.00 0.00
ATOM 7645 HB1 ALA 698 19,487 -10,262 48,271 1.00 0.00
ATOM 7646 HB2 ALA 698 20,887 -9,649 47,496 1.00 0.00
ATOM 7647 HB3 ALA 698 20,250 -11,302 47,028 1.00 0.00
ATOM 7648 N LEU 699 20,182 -9,956 43,904 1.00 0.00
ATOM 7649 CA LEU 699 20,705 -9,548 42,589 1.00 0.00
ATOM 7650 C LEU 699 19,745 -8,531 42,021 1.00 0.00
ATOM 7651 O LEU 699 20,281 -7,621 41,362 1.00 0.00
ATOM 7652 CB LEU 699 20,858 -10,815 41,727 1.00 0.00
ATOM 7653 CG LEU 699 22,041 -11,679 42,124 1.00 0.00



ATOM 7654 CD1 LEU 699 21,988 -13,073 41,421 1.00 0.00
ATOM 7655 CD2 LEU 699 23,352 -11,040 41,699 1.00 0.00
ATOM 7656 H LEU 699 19,967 -10,942 43,951 1.00 0.00
ATOM 7657 HA LEU 699 21,665 -9,033 42,630 1.00 0.00
ATOM 7658 HB2 LEU 699 19,902 -11,338 41,761 1.00 0.00
ATOM 7659 HB3 LEU 699 21,065 -10,512 40,700 1.00 0.00
ATOM 7660 HG LEU 699 22,084 -11,812 43,205 1.00 0.00
ATOM 7661 HD11 LEU 699 21,095 -13,658 41,644 1.00 0.00
ATOM 7662 HD12 LEU 699 22,852 -13,634 41,775 1.00 0.00
ATOM 7663 HD13 LEU 699 22,132 -12,967 40,346 1.00 0.00
ATOM 7664 HD21 LEU 699 24,148 -11,780 41,767 1.00 0.00
ATOM 7665 HD22 LEU 699 23,244 -10,653 40,686 1.00 0.00
ATOM 7666 HD23 LEU 699 23,635 -10,243 42,388 1.00 0.00
ATOM 7667 N PHE 700 18,459 -8,536 42,232 1.00 0.00
ATOM 7668 CA PHE 700 17,619 -7,400 41,786 1.00 0.00
ATOM 7669 C PHE 700 17,540 -6,227 42,729 1.00 0.00
ATOM 7670 O PHE 700 17,051 -5,175 42,298 1.00 0.00
ATOM 7671 CB PHE 700 16,269 -7,994 41,372 1.00 0.00
ATOM 7672 CG PHE 700 16,254 -9,152 40,361 1.00 0.00
ATOM 7673 CD1 PHE 700 17,340 -9,411 39,420 1.00 0.00
ATOM 7674 CD2 PHE 700 15,078 -9,965 40,275 1.00 0.00
ATOM 7675 CE1 PHE 700 17,121 -10,365 38,405 1.00 0.00
ATOM 7676 CE2 PHE 700 14,951 -10,999 39,370 1.00 0.00
ATOM 7677 CZ PHE 700 15,979 -11,202 38,419 1.00 0.00
ATOM 7678 H PHE 700 18,055 -9,267 42,800 1.00 0.00
ATOM 7679 HA PHE 700 18,110 -6,997 40,899 1.00 0.00
ATOM 7680 HB2 PHE 700 15,764 -8,376 42,259 1.00 0.00
ATOM 7681 HB3 PHE 700 15,621 -7,206 40,989 1.00 0.00
ATOM 7682 HD1 PHE 700 18,213 -8,782 39,504 1.00 0.00
ATOM 7683 HD2 PHE 700 14,341 -9,817 41,051 1.00 0.00
ATOM 7684 HE1 PHE 700 17,931 -10,543 37,712 1.00 0.00
ATOM 7685 HE2 PHE 700 14,152 -11,725 39,381 1.00 0.00
ATOM 7686 HZ PHE 700 15,875 -11,972 37,669 1.00 0.00
ATOM 7687 N ARG 701 17,966 -6,260 44,050 1.00 0.00
ATOM 7688 CA ARG 701 18,011 -5,075 45,024 1.00 0.00
ATOM 7689 C ARG 701 19,415 -4,428 45,025 1.00 0.00
ATOM 7690 O ARG 701 19,534 -3,313 45,519 1.00 0.00
ATOM 7691 CB ARG 701 17,682 -5,582 46,395 1.00 0.00
ATOM 7692 CG ARG 701 16,204 -6,044 46,482 1.00 0.00
ATOM 7693 CD ARG 701 15,705 -6,299 47,876 1.00 0.00
ATOM 7694 NE ARG 701 14,283 -6,563 48,022 1.00 0.00
ATOM 7695 CZ ARG 701 13,570 -6,734 49,147 1.00 0.00
ATOM 7696 NH1 ARG 701 14,119 -6,868 50,283 1.00 0.00



ATOM 7697 NH2 ARG 701 12,282 -6,724 49,073 1.00 0.00
ATOM 7698 H ARG 701 18,276 -7,163 44,380 1.00 0.00
ATOM 7699 HA ARG 701 17,254 -4,363 44,695 1.00 0.00
ATOM 7700 HB2 ARG 701 18,278 -6,439 46,706 1.00 0.00
ATOM 7701 HB3 ARG 701 17,895 -4,782 47,103 1.00 0.00
ATOM 7702 HG2 ARG 701 15,707 -5,171 46,059 1.00 0.00
ATOM 7703 HG3 ARG 701 16,060 -6,928 45,860 1.00 0.00
ATOM 7704 HD2 ARG 701 16,239 -7,208 48,155 1.00 0.00
ATOM 7705 HD3 ARG 701 16,017 -5,493 48,541 1.00 0.00
ATOM 7706 HE ARG 701 13,762 -6,346 47,184 1.00 0.00
ATOM 7707 HH11 ARG 701 15,125 -6,794 50,331 1.00 0.00
ATOM 7708 HH12 ARG 701 13,500 -6,899 51,081 1.00 0.00
ATOM 7709 HH21 ARG 701 11,817 -6,967 48,210 1.00 0.00
ATOM 7710 HH22 ARG 701 11,900 -7,032 49,956 1.00 0.00
ATOM 7711 N GLU 702 20,439 -5,024 44,372 1.00 0.00
ATOM 7712 CA GLU 702 21,734 -4,388 43,898 1.00 0.00
ATOM 7713 C GLU 702 21,454 -3,184 42,903 1.00 0.00
ATOM 7714 O GLU 702 20,987 -3,296 41,739 1.00 0.00
ATOM 7715 CB GLU 702 22,554 -5,423 43,095 1.00 0.00
ATOM 7716 CG GLU 702 23,293 -6,457 43,997 1.00 0.00
ATOM 7717 CD GLU 702 24,294 -7,362 43,334 1.00 0.00
ATOM 7718 OE1 GLU 702 24,882 -8,302 43,973 1.00 0.00
ATOM 7719 OE2 GLU 702 24,533 -7,152 42,118 1.00 0.00
ATOM 7720 OXT GLU 702 21,746 -2,072 43,371 1.00 0.00
ATOM 7721 H GLU 702 20,239 -5,986 44,132 1.00 0.00
ATOM 7722 HA GLU 702 22,275 -4,040 44,777 1.00 0.00
ATOM 7723 HB2 GLU 702 21,951 -5,997 42,390 1.00 0.00
ATOM 7724 HB3 GLU 702 23,316 -4,853 42,561 1.00 0.00
ATOM 7725 HG2 GLU 702 23,814 -5,834 44,723 1.00 0.00
ATOM 7726 HG3 GLU 702 22,587 -7,104 44,518 1.00 0.00
END



f AKT1 and CIPK23
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