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with adipocytokine signaling pathway associated with metabolic ho-

meostasis and metabolic disorders. The results of this study show that 

perinatal exposure to PFOA can result in several transcriptomic alter-

ations, including those associated with metabolic disorder, in the hy-

pothalamus of mice. It remains to be determined whether these genes 

mediate PFOA-induced metabolic disorder disruptions.

Key Words:

system

P214 Polymorphisms associated with bovine paratuberculosis: 

Investigation of their role in DNA-protein interactions and tran-

scriptional regulation. 

A. Di Blasio, S. Nodari, S. Colussi, P. Modesto, P. L. Acutis*, and S. 

Peletto, 

Valle d’Aosta.

-

ty and located in gene regulatory regions may affect the binding sites 

-

ing the host response following pathogen exposition. Previous studies 

led to identify 3 SNPs in putative regulatory regions of the SLC11A1

and CARD15 genes with association to paratuberculosis (paraTBC) in 

cattle. Aim of the study was to investigate the role of these mutations 

at the regulatory level by DNA-protein interaction analyses and tran-

scriptome comparison between wild-type and mutated animals. Gene 

regions carrying the SNPs of interest were analyzed by bioinformatic 

tools to predict allele-dependent binding sites for transcription factors 

(TFBS). Putative TFBS were in vitro explored by Electrophoretic Mo-

bility Shift Assays (EMSA). Three putative binding sites for GATA3, 

CARD15 and in the 

SLC11A1

-

ence gene transcription without altering TFBS. Whole transcriptome 

expression analysis was performed on intestinal tissues of wild-type 

were compared by PCA and Cluster analysis. Differential regulation of 

ULBP3 was downregulated, while S100A8, S100A12, LOC510860, and 

IFI27

SLC11A1, with the exception of ULBP3, related 

to the mutation in the SLC11A1 promoter. In previous studies, ULBP3, 

S100A8, and S100A12 resulted differentially expressed in cattle affect-

ed by paraTBC, suggesting a possible implication in the pathogen re-

sponse. Further investigations are necessary to elucidate the functional 

role of these SNPs and to understand the gene network involved in the 

interactions between non-coding SNPs and other genome regions.

Key Words:

P215 Immune-related microRNA absorption in newborn calves. 

H. T. Do* , J. L. Williams , T. Chen

Bottema , 1School of Animal & Veterinary Sciences, Davies Research 

Centre, University of Adelaide, Roseworthy, Australia, 2Vietnam Na-

tional University of Agriculture, Hanoi, Vietnam.

In addition to immunoglobulin G (IgG), bovine colostrum con-

tains many immune-related factors that are absorbed by the neonate, in-

-

the information could be useful in breeding programs to improve calf 

were compared between calves that received colostrum from different 

-

ty-eight bull calves were randomly divided into groups and fed equal 

internal standard. The differences between groups were analyzed using 

-

icant difference between the calves fed the dam colostrum or pooled 

biomarkers of colostrum quality for breeding programs. However, the 

being further investigated.

Key Words:

P216 Combined transcriptomic analysis of ileocecal valve and 

peripheral blood in Holstein dairy cattle at different stages of 

 ssp. 

M. Alonso-Hearn* , 

M. Canive , C. Blanco-Vázquez 3, B. Soriano , 

A. Balseiro , J. Amado 3, C. Llorens , 
1NEIKER-Instituto Vasco de Investigación y Desarrollo Agrario, 

Derio, Bizkaia, Spain, 2SERIDA, Servicio Regional de Investigación y 

Desarrollo Agroalimentario, Deva, Asturias, Spain, 3Science Park of 

Madrid, Genomic Unit, Madrid, Spain, 4Biotechvana, Paterna, Valen-

cia, Spain, 5LSAPA, Animal Health Laboratory of the Principality of 

Asturias, Gijón, Asturias, Spain.

Paratuberculosis (PTB) caused by infection with Mycobacterium 

avium ssp. paratuberculosis (MAP) is a major endemic disease affecting 

global cattle production. Since the blood transcriptome is widely used 

as a source of biomarkers, we analyzed whether it recapitulates at least 

in part the transcriptome of the ileocecal valve (ICV), the primary site 

between animals with focal or diffuse histopathological lesions versus 

control animals. As expected, the number of differentially expressed 

(DE) genes was larger in ICV than in PB samples and in animals with 

diffuse versus focal lesions. Our results demonstrated both shared, and 

-

and ICV of animals with focal lesions, the major histocompatibility 

-

diffuse lesions. Five biological processes (BP) were enriched in ICV 

and metabolic pathways will be studied further to aid in better diagnos-

Key Words: -

tious disease, animal health
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