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Characterization of crop germplasm from specific regions helps understand the patterns of genetic
variation that facilitate further germplasm collection, characterization, management and their
efficient utilization in genetics and breeding. Although there is a lack of knowledge about
Phaseolus vulgaris germplasm dissemination, Gepts & Bliss (1988) and Gepts & Debouck (1991)
suggested that the European germplasm was primarily from the Andes. However, based on historic
evidence it is probable that the initial common bean accessions introduced in Europe were from
Mesoamerica, arriving the Andean germplasm later. Thus, subsequently new cultivars may have
evolved within and between the two gene pools in Europe. There was likely a quick distribution of
bean seeds as curiosities, being the seed exchange very frequent in many areas of Europe. No
records of common bean earlier than 1543 have been found in European herbariums, suggesting
that the common bean was distributed in this area after 1540, and in 1669 it was already cultivated
on a large scale, as reported by Zeven (1997).

The milestones in the study of European beans were: i) to define the relevant European market
classes (PHASELIEU Project), ii) to set up a wide germplasm working collection (currently 1403
European accessions together with 198 from other Mediterranean countries), iii) to assess the
phenotypic diversity for morpho-agronomic traits, iv) to analyze the phaseolin and other seed
proteins as evolutive markers proteins and isozyme markers, and v) to analyze the microsatellites or
SSRs — Simple Sequence Repeats polymorphisms.

Up to now the secondary diversification of common bean in Europe was documented based on the
genetic variation of bean populations for phenotypic and biochemical markers. During this process,
selection by man, genetic drift and outcrossing played a relevant role that allowed the emergence of
new bean forms being some of them recombinant types between the Mesoamerican and Andean
genetic pools. The DNA polymorphism based on analysis of SSRs is contributing to the
understanding of the structure of this new genetic variation through Europe. Phaseolin and seed
protein pattern can be used as a marker to resolve phylogenetic problems in Phaseolus, and they
can also be useful descriptors for cultivars.
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